[TpenckypaHT ueH Ha nabopaTopHble UccreaoBaHnsa oT
01.07.2026
OO0 "MeaunuuHckmn uetp Y3W-aunarHoctukm "MEOAP"

Kog HavnmeHoBaHune Llena

1515 KnuHun4decknin aHanua KpoBu: o0LwmMin aHanus, nenkodgopmyna,

CO3 (c Mmukpockonuen maska KpoBM MpW HanmM4mMm nNaTonormyeckux

1515 casuros) (Clinical Blood Analysis: General Blood Analysis, Leucocyte 500

Formula, ESR (with Microscopic Examination of Blood Smear if
Presence of Pathologic Changes))

1555 KnuHu4decknin aHanua KpoBu: o0Lwmin aHanus, nenkodgopmyna,
COD3 (c obsazaTenbHOM «pydHON» MUKpocKonuen maska kposu) (Clinical 580
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with

Manual Microscopic Examination of Blood Smear))

1555

5/119 KnnHnyecknin aHann3 KpoBu: obLun aHanms, nenkodgopmyna (c 580

5/119 g
MUKPOCKONNEN Maska KpoBM MpW HanuymMm naTonornyecknx Casuros)

5 O6wwmin aHanus kposu (OAK) (6e3 nerikouutapHom popmyrbl n COJ)
5 (General Blood Analysis, without White Blood Cell (WBC) Count and 230
ESR)

TRO TpombounuTtbl, MUKpPOCKONUSA (NOACYET B OKpaLLEHHOM Maske Mo
TRO metogy PonHno) (Platelets, Microscopy (Manual Platelet Count (PLT 480
Count): Indirect Method by Fonio))*

119 JlerikoumTtapHas opmyna (auddepeHunpoBaHHbIi nogcHeT
NEeNKoUnTOB, NIENKOLUTOrpamMmmMa) C MMKPOCKOMMEN Ma3Ka KpOBU Npwu
119 Hanuuumn natonorndecknx casuros (Leucocyte Formula (Differential 280
White Blood Cell Count) with Microscopic Examination of Blood Smear if
Presence of Pathologic Changes)*

911 JlerikouuntapHasa opmyna (amddepeHUMpoBaHHbIN NOACHET
NeKounToB, NenkoumnTorpamma) ¢ ob6a3atenbHOM «pyYHOM»

911 MUKpockonuen maska kposu (Leucocyte Formula (Differential White 320
Blood Cell Count) with Manual Microscopic Examination of Blood
Smear)*
150 150 PeTtukynoumnthbl (Reticulocytes) 240
139 139 CO3 (CKOpOCTb. oceAaHms aputpoumToB) (Erythrocyte 210
Sedimentation Rate, ESR)
1600 1600 OcmoTnyeckas pe3McTEHTHOCTb SPUTPOLINTOB 1980
1618 1618 OnekTpodopes remornobuHa. 'emornobmHonaTum 4860
1620 1620 G6PD 3puTpoumMTOB, aKTUBHOCTb 3350
1542 1542 Kapb6okcuremornobumH 600
150P PeTtuk UTbl LUMPEHHOE 1" BaHue (Reticul
150P 50P PeTtukynouuTbl, pac psroﬁcl):) ccnepoBaHue (Reticulocytes 600
912 912 Muenorpamma 6110
1543 1543 MeTremorno6uH 600
93 93 Npynna kposu (Blood Group, ABO) 290
94 94 Pesyc-npuHagnexHocTb (pesyc-daktop) (Rh-factor, Rh) 290
15RH 15RH Rh (C, E, c, e) KeII-cbeHOTmnl{lpOBaHMe (Rh C (E, c, e) Kell- 910
Phenotyping)
140 140 AnnoMMMyHHbIE aHTUTena, BkNtovast aHtutena k Rh-antureny (Anti 840
Rh)
999 lMpsaAmon aHTUrNobynNMHOBbLIM TecT, nonucneundmnyHbin (MAIT,
999 npsamas npoba Kymbcea, Direct Antiglobulin Test, DAT, Direct Coombs 1580

Test Polyspecific)




1576 Nccneposanne TREC n KREC gnsa gnarHocTukm

1576 8250
NMMYHOAEMULNTOB B MATHAX KPOBU

93/94 93/94 'pynna kpoBwu n pesyc-dakTop 570

1 AKTMBUpPOBAHHOE YacTnyHoe (napumnanbHoe) TpombonnacTMHoBoe
1 Bpems (AYTB (AMNTB), kedanuH-kaonuHosoe BpeMs) (Activated Partial 250
Thromboplastin Time, APTT)
2 MNpoTpoM6uH (npoTpomMbunHoBoe Bpemsi, B), MHO (MexagyHapoagHoe

2 HopManuaoBaHHoe oTHoweHwne) (Prothrombin, Prothrombin Time, PT, 240
International Normalized Ratio, INR)

1409 1409 daktop VIl (aHTuremoduneHbii rmobynuH A) (Antihemophilic 1580

Globulin A, FVIII)

1413 1413 daktop BunnebpaHaa, aHtureH, % (Willebrand Factor, Antigen, %)| 2820
3 3 dunbpuHoreH (Fibrinogen, FG) 310
4 4 AHTUTPpOMOUH I, % aktueHocTu (AT IIl, Antithrombin 1ll, % Activity) 560

194 194 TpombuHosoe Bpemsi (TB) (Thrombin Time, TT) 290
164 164 D-gumep (D-Dimer) 830
190 190 BonyaHouHbIn aHTUkoarynsaHT (BA) (Lupus Anticoagulant, LA ) 1590

1263 1263 MNpoTeuH C, % aktusHocTu (Protein C, % Activity) 2720

1264 1264 lMpoteunH S cBobogHbIn (Protein S, Free) 3330

1153 1153 MNnasmuHoreH (Plasminogen) 940

OBC103 OBC103 NemocTasunorpamma (K'oarynorpamma)., ckpuHuHr (Coagulation, 990

Gemostaziogram, Screening)

OBC104 OBC104 PacwunpeHHasi remocTtasnorpamma (koarynorpamma) 2160
1801 1801 UccnepoBaHue aktBHOCTU dhakTopa Il 3300
1802 1802 UccnepoBaHue akTMBHOCTU dhakTopa V 3300
1803 1803 UccnepoBaHue akTMBHOCTU dhakTopa X 3300
1804 1804 NccneposaHue akTBHOCTU dhakTopa Xl 3300
1805 1805 UccnepoBaHue aktuBHoCcTU dhakTopa Xli 3300
1417 1417 dakTop BunnebpaHaa (puctoueTnH-KoakTopHas akTUBHOCTb) 7740

(Von Willebrand Factor ristocetin cofactor activity)

1156 1156 dPnbpunH MoHOMEp, pacTBOpUMble PNOPNH-MOHOMEPHbIE 5330

komnnekcobl (POMK)

1822 1822 ViccnepoBaHue nHaekca pucTOLETUHOBOW akTUBHOCTU dhakTopa 2990

Bunnebpanga
1823 1823 NccnepoBaHue konnareHCcBA3bIBaloLen akTMBHOCTU dhakTopa 4070
Bunnebpanga
1824 KomnnekcHoe nccrnegoBaHve yHKUMOHaNbHOW akTUBHOCTU

1824 6980

dakTopa Bunnebparnaa

1214 1214 NccneposaHue akTmBHOCTU npoteasbl ADAMTS-13 5750

1902 PaclmpeHHbI MOMCK BONTYAHOYHbIX aHTUKOArynsaHToB B niasmMe B
COOTBETCTBMM C pekoMmeHaaumammn MexayHapogHoro ObuecTtsa no
1902 : . - 5990
Tpom60o3am u remocTasy (Lupus Anticoagulant Diagnostic in Plasmaon
recommendation ISTH)

1800 1800 UccneposaHue akTnBHOCTU (hakTopa VI 3740
16 16 Moko3a (Glucose) 150
17 17 ®pykTo3amuH (Fructosamine) 1310

18 MuknpoBaHHbIn remornobuH HbA1C (HbA1C, Glycated Hemoglobin,
18 GHB) 570

215 215 JlakTaT (Lactate) 730




'MT2 NMioKo30-TONEepaHTHLIN TECT C ONpeAeneHneM KO3kl B
BEHO3HOW KPOBU HaTOLLAK 1 Nocne Harpysku Yepes 2 yaca (2-Hour Oral

e Glucose Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 570
Hours after Load), Venous Blood)
'MrC2 NioKko30-TonepaHTHLIN TEeCT C onpeaeneHnem rmnwkosbl u C-
FTrc2 nenTuaa B BEHO3HOWM KPOBM HATOLWLAK W NOCIe Harpysku Yepes 2 vaca (2- 1370
Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein
Concentration (Fasting and 2 Hours after Load), Venous Blood)
30 30 Tpurnuuepunapl (TT) (Triglycerides) 150
31 31 XonectepuH obwun (XonectepuH) (Cholesterol Total) 180
32 XonectepwH JIMNBIT (XonectepnH NMnonpoTenHOB BbICOKOM
32 nnotHocTu, JIMBI, a-xonectepuH) (High-Density Lipoprotein 180
Cholesterol, HDL Cholesterol)
1644 1644 XonectepuH JIMNHI (npamon metoa) Cholesterol LDL (direct) 290
33 XonectepuH JIMHIM (XonectepnH NMNONPOTENHOB HU3KOW NNOTHOCTH,
33 JINHM, B-xonectepwuH) (Low-Density Lipoprotein Cholesterol, LDL 180
Cholesterol)*
218 218 XonectepuH-JIMOHIT (XonecTepuH NMNoNpoTENHOB OY4EHb HU3KOM 580
nnoTtHocTu, JINOHT1, VLDL Cholesterol)
1071 1071 JlunonpotewH (a), 1M (a) (Lipoprotein (a), Lp (a)) 1300
219 AnonunonpoTteunH A1 (AnonpoteunH A1, ano A1) (Apolipoprotein A1,
219 760
Apo A1)
220 220 AnonunonpoTteunH B (AnonpoTtenH B, ano B) (Apolipoprotein B, Apo 620
B)
1512BILE 1512BILE >KenuHble kucnotbl (Bile Acids) 3750
1619 OnekTpodopes NMNONpPOTENHOB C TUNMPOBAHNEM
1619 rmnepnunugemun (Lipoprotein electrophoresis with typing of 6110
hyperlipidemias)
2919 2219 OKMCNEHHbIN NMNONPOTENH HMU3KoKM nroTHocTh (ox-LDL) (Oxidized 3660
low-density lipoprotein (Ox-LDL))
10 10 AnbBymuH (Albumin) 160
28 28 O6wwmn 6enok (Protein Total) 150
29 29 benkosble ppakumm (Serum Protein Electrophoresis, SPE, SPEP)* 340
4050 M-rpaguMeHT, CKPUHUHT. OnekTpogopes CbIBOPOTKM KPOBU,
MMMYHOUKCaLNSA C NONMBANEHTHON aHTUCLIBOPOTKOM, KONMYECTBEHHAs
4050 oueHka M-6enka (6e3 TnnmposaHus) (M-Gradient, Screening. Serum 3270
Protein Electrophoresis (SPEP), Immunofixation with Polyvalent
Antiserum, Quantification of M-Protein (without Typing))
4051 M-rpagueHT, TUNnupoBaHune. AnekTpodopes CbIBOPOTKN KPOBU,
MMMYHOMUKCaLMS C MaHenbio aHTUCBIBOPOTOK (pa3genbHo K IgG, IgA,
4051 IgM, kanna, nambaa), konnyecTeeHHas oueHka M-6enka (M-Gradient, 6050
Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein)
1551 1551 OnekTpodopes 6enkoB Mo4un, onpeaeneHne Tuna npoTeNHypum 2340
(Urine Protein Electrophoresis)
1552 Benok BeHc-[IXoHCa B MOYe, CKPUHUHT C MPUMEHEHMEM
1552 NMMYHOUKCaLMn 1 KonuvecTBeHHoe onpeaeneHne (Bence-Jones 2870
Protein, Urine, Immunofixation, Quantification )
1553 Benok BeHc-[IxoHca B MoYe: MMMYHOGMKCaLMS, KONIMYECTBEHHOE
1553 onpegenexHve, TMNMpoBaHue kanna, namoéaa (Bence-Jones Protein, 5720
Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing,
Quantification )
1539 1539 CBoboaHble nerkue Lenv MMMyHOrnobynuHoB kanna 1 naméaa 3350

CbIBOPOTKM C pacyeToM MHAEKCa Kanna/nambaa




1540 CeobGoaHble nerkue uenu MMMyHornobynmMHoB kanna n nambaa B

1540 moue (Urine immunoglobulin free light chains (FLC) kappa and lambda) 2550
153 153 NomoumctenH (Homocysteine) 1260

1689 1689 AMUHOKMCNOTLI B Nfia3me KPoBU - CKPI/IHI/IHFOBoe uccnegosaHue 13 6890

nokasarenem

1690 1690 AMUHOKMCNOTHLI B Nriasame KpoBu, 48 nokasaTenemn 10420

1792 AMUHOKNCIOTLI B NNa3mMe KPoBW - IKCNEPTHOE KONNMYeCTBEHHOE

1792 nccnegoBaHue gnsi BbigBAeHNss QyHKUMOHAsbHbLIX MeTabonmyecknx 10830

nameHeHun (48 nokasartenen), BOXX-MC

1862 1862 (Chromolab) OueHka yHKUMN cepae4HO-COCYyaNCTON CUCTEMBI, 4880

dyHKLMM noyek - nabopaTopHbie Mapkepbl, BOXXX-MC
1863 (Chromolab) MeTunnpoBaHHble NPON3BOAHbBIE aprMHMHA:
MoHomeTunapruHmH (MMA), acummeTpudHbIi anmeTunapruHud (ADMA),
1863 CUMMETPUYHBLIN aumeTunaprHnd (SDMA) - B nnasme KpoBMu. 3050
PacueTHble cooTHoweHusi: (ADMA+SDMA)MMA, SDMA/MMA,
ADMA/MMA, ADMA/SDMA, BAOXX-MC
1867 (Chromolab) OueHka hyHKLUMOHANBbHOrO COCTOSIHUS KULLEYHMKA
1867 5020
(nocneacTBusa aHTMBMOTUKOTEpPanun) - nabopaTopHble Mmapkepsl, ' X-MC
2041 2041 (Chromolab) SHepreTunyeckmin 6nok - nabopaTopHble MapKepbl, 9700
X-MC, BOXX-MC
2043 2043 (Chromolab) OddekTMBHOCTL aHeproobecneveHms KneTkm 8400
(paboTa muToxoHapwui) - nabopaTtopHblie Mmapkepsbl, FX-MC, BOXX-MC
2929 AnbbymMuH-rnobynnHosoe cooTHoweHue (ans0ymuH, rmobynuH,
2929 ; . ) 220
cooTHoweHure) (Albumin/Globulin ratio)
PACUETALB/GLO PACYETALB/GLO AnbbymuH-rnobynuHosoe COOTHOLLIEHNE, pacyeT 20
(anbbymuH, rnobynuH, cooTHowweHmne) (Albumin/Globulin ratio)

1662 1662 L-kapHUTUH cBOGOOHbIN B KPOBU 2440

1664 1664 L-kapHUTUH CBOBOOHbLIN B MOYe 2440

1673 1673 L-KapHUTUH OBLLMIA B KPOBU 2440

1678 1678 L-KapHUTKH OBLLUNIN B MOYe 3050

1865 L-KapHuTtunH obwun n ceoboaHbin, nnasma kposu (L-Carnitine total

1865 4890

and free, blood plasma)

1866 1866 L-KapHUTuH obwmn n CBO60,EI,I.-|I>IVI, Mouya pasosas (L-Carnitine total 4280

and free, urine one-time)

1899 1899 MNapokennponuH (Hyp) 2440
22 22 KpeatnHuH (Creatinine) 150
26 26 MoueswnHa (Urea) 150
27 27 Mou4eBas kucnota (Uric Acid) 150

40CKDEPI Knybo4koBas counbTpauus, pacyeT no gopmyne CKD-EPI —
40CKDEPI kpeaTuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI 180
Creatinine Equation)
1525 1525 LnuctatnH C (Cystatin C) 1060
1526 Kny6oukoBasa cdunbTpaums, pacdet no popmyne CKD-EPI -
1526 umctatmH C (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI 1120
Cystatin C Equation)
PACYETCKDEPIM PACYETCKDEPI1 KnyboukoBas dunbtpauna CKD-EPI, pacyet 10
PACUETGRF PACYETGRF Kny6oukoBasa dovneTpaums (pCKP negumatp., dopmyna 60
LWsapua 2009)
1646GRF OueHka ckopocTu knybo4koBow ounbTpaumm y geten no
1646GRF dopmyne Leapua, kpeatnHuH (Estimation of glomerular filtration rate in| 200

children using the Schwartz formula, creatinine)




OSM OSM OcMonspHOCTb CbIBOPOTKM KPOBU 20
1509 1509 OcMONAPHOCTb CLIBOPOTKM KPOBKM (PacHeTHbIN METo) 580
13 13 BunupyouH obwmi (Bilirubin Total) 150
14 14 Bunupy6uH npsimon (BunnpybuH KOHBLIONMPOBAHHbLIN, CBSA3aHHbIN) 150
(Direct Bilirubin, DBIL, Conjugated Bilirubin )
8 AnaHnHamuHoTpaHcdepasa (AnAT, AT, rmyTammnHo-
8 NUMpoBUHOrpagHasa TpaHcamuHasa, ['T1T) (Alanine Aminotransferase, 150
ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
9 AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rmytamumHo-
9 LLLaBeneBOyKCcycHas TpaHcamumHasa, 'LUT) (Aspartateaminotransferase, 150
AST, Serum Glutamicoxaloacetic Transaminase, SGOT )
11 11 Anbca-ammnasa (a-amunasa, gnactasa) (Alpha-Amilase, a-Amylase)| 170
12 Anbcha-ammnasa naHkpeaTtuyeckas (P-usodepmMmeHT ammnnasbl)
12 . 290
(Pancreatic a-Amylase)
15 15 MNamma-rnytamuntpaHcnenTtugasa (IMMT, rnyTamMunTpaHcnenTuaasa) 150
(Gamma-Glutamyl Transferase, GGT)
19 19 KpeaTtunHkuHasa (KpeatnHgocdokmHasa, KK, KOK) (Creatine Kinase, 230
CK, Creatine Phosphokinase, CPK)
20 20 KpeatnHkuHasa-MB (KpeatnHdocdokmHasa-MB, KK-MB, KOK-MB) 490
(Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.)
23 23 Jlvnasa (Tpuaunnrnuueponaumnrugponasa) (Lipase) 380
o4 24 NaktaTtpermaporeHasa (J14I, L-nakrat, HAO+Okcngopenykrasa) 160
(Lactate Dehydrogenase, LDH)

34 34 XonunHacTtepasa (S-MNMcepgoxonunHacTepasa, XxonuHactepasa ll, S-X3, 290

aumnxonuHrgponasa) (Cholinesterase, Pseudocholinesterase, PCHE)

36 36 docpartasa wenoyHas (LLP) (Alkaline Phosphatase, ALP) 150
1676 1676 KoaHanum Q10 B kpoBu 4800
1418 1418 KocTHbIn hbepmeHT wenodHom docdartasel (Ocrasza) 3850
2039 2039 (Chromolab) Mapkepbl ancbmnosa (apabmHosa, apabuHmTon) B 4640

moye, MNX-MC

216 216 lactpuH (Gastrin) 890
294 294 MencuHoreH | (Pepsinogen 1) 1340
295 295 lMencuHoreH Il (Pepsinogen 1) 1340
2111 2111 MNencuHoreHsl | n 1l ¢ pacyeTom cooTHoweHus (IencuHorex 2540

I/MencuHoreH Il) (Pepsinogen I/Pepsinogen Il, PG1/PG2)
FACTP FACTP lNactponaHene (GastroPanel) 6300

978 978 CtumynsaumoHHas npoba — MNacTpuH-17 (CTUMYNMPOBaHHBIN) 2800

(Gastrin-17 Stimulation Test, Gastrin-17, G-17)
146 146 OcteokanbumH (KocTHbii Gla 6enok) (Osteocalcin, N-Osteocalcin, 920
Bone Gla Protein, BGP)
928 25-OH ButamuH D obwmii (25-OH Vitamin D Total, 25(0OH)D, 25-
928 . 1740
Hydroxycalciferol)
203 C-koHueBble Tenonentuabl konnareHa | Tuna (6eta-CrossLaps, C-
TepmuHanbHbin Tenonentug, CT) (Carboxyterminal Cross-linking
203 Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 1220
Beta-Cross Laps, B-CrossLaps Serum, C-Telopeptide, Crosslaps, Type
1 Collagen, CT, b-CTx Serum)
204 204 N-TepMmunHanbHbIM nponenTug npokonnareHa 1 oéwun (Procollagen 1910
Type 1 N-terminal Propeptide, P1NP, Total)
147 OesokcunupungunonuH (OMNKWO) B moye (Deoxypyridinolinein, DPD,

147 Urine) 1800
1231 1231 MytaTtnoH obwwun (Glutathione Total) 2820
1679 1679 8-OH-ge3okcuryaHo3uH B KpoBU 3460




1681 1681 ManoHoBbIN gnanbaerng, 3850
1370 1370 KomnnekcHas oueHKa okcMaaTUBHOIo cTpecca 18000
1741 1741 (Chromolab) myTaTnoH ceoboaHLIN (BOCCTaHOBMNEHHbIN, GSH) B 4290
kpoBu (Glutathione reduced), BOXXX-®J1
117 117 Butamun B12 (unaHokob6anamuH, kobanamuH) (Cobalamin) 620
118 118 donuesad kucnota (Folic Acid) 850
928 25-OH ButamuH D obwmn (25-OH Vitamin D Total, 25(OH)D, 25-
928 . 1740
Hydroxycalciferol)
1317B12 1317B12 AKTUBHbIN BUTaMUH B12 (Fon0Tp§HCKo6anaMMH, Active-B12, 1920
Holotranscobalamin)
877 877 ButamnH K1 B CbIBOPOTKE (dounnoxmHoH) (Vitamin K1, 3340
Phylloquinone, Serum)
931 931 ButamuH A B ceiBopoTke (peTtunHon) (Vitamin A, Retinol, Serum) 3340
932 ButamuH E B cbiBopoTke (anbda-Tokodepon) (Vitamin E, alpha-
932 3340
Tocopherol, Serum)
1581 1581 Owmera-3 nHgekc (Omega-3 Index) 6650
1587 1587 XKupHble KncnoTel, npoduns: omera-3,-6,-9, nnasma (Fatty acids 12770
panel, omega-3, -6, -9, plasma)
1604 1604 Butamun B1 (Tnamun) 3340
1609 1609 Butamun B2 (pubodhnasuH) 3340
1610 1610 Butamun B3 (HukotuHammng) 3340
1608 1608 Butamun B5 (naHTOTEHOBAsA KMCNOTA) 3340
1605 1605 Butamun B6 (nnpmngokcansdgocdar) 3340
1611 1611 ButamuH B7, H (61OTUH) 3340
1606 1606 Butamun C (ackopbuHoBas kucnora) 3340
1614 1614 PeTnHnn nanbmuTaT 3340
1615 1615 BeTta-kapoTuH 3340
1603 1603 1,25-gurnagpokemsutammi D3 (1,25-dihydroxivitamin D3) 2650
1616 1616 ButamuH 25(0OH)D2 n 25(0OH)D3, pa3nenbHoe onpeaenexHvne 6120
(BOXX - MC/MC)
1827 1827 Xupo- 1 BogopacTBOpnMbI€ BUTAMUHDI 31320
1828 1828 XupopacTBoprMble BUTAMUHBI 10950
1829 1829 BogopacTtBopuMble BUTAMMUHbI 23540
1830 1830 HelpoTponHble BUTaMUHbI 6920
OBC156 OBC156 ButamuH [1 u MuHepanbHbIn 0OMeH 2490
1613 1613 ButamunH K2 (MeHaxmHoH-4) (Vitamin K2, Menaquinone-4, serum) | 2780
1661 1661 ButamuH K2, MeHa).(VIHOH-7, cbiBopoTka (Vitamin K2, 2780
Menaquinone-7, serum)
1613/61 1613/61 Butamun K2: MK-4 n MK-7, ceiBopoTka (Vitamin K2: MK-4 and 5290
MK-7, serum)
0004HMY Butamuuel rpynnsl B (B1, B2, B3, B5, B6, B7, B9, B12) (B
0004HMY vitamins (B1, B2 ,B3, B5, B6, B7, B9, B12)) 20370
1794 (Chromolab) Omera-3 nHgekc - OTHOLEHWE SMKO3aneHTaeHoBOW
(EPA), pokosaneHtaeHoBon (DPA) n gokosarekcaeHoBon (DHA) KMpHbIX
1794 KMCIOT K CYMMapHOMY COAEepPXXaHUI0 XUPHbIX KUCNOT B UenbHon kposu n| 7070
apuTpoumnTapHbIX MeMbBpaHax: OLeHKa PUCKOB BO3HUKHOBEHMS
cepaeyvHo-cocyancTbix 3abonesaHum n MHdapkTa muokapga, MX-rNMnLa
1796 1796 (Chromolab) Butamun B6 (mnpmngokcanb-5-chocdaTt) B nnasme 3640

kposu, BOXX-MC/MC




1798 (Chromolab) XXupopacteopumble BUTaMuHbl: A (petuHon), D (25-
OH D2/D3 cymmapHo), E(anbda-Tokodepon), K1 (dounnoxmHoH) - B

1798 kpoBu, BOXX-MC/MC ((Chromolab) Fat-soluble vitamins: A (retinol), D | 11120
(25-OH D2/D3 total), E (alpha-tocopherol), K1 (phylloquinone) - in the
blood, HPLC-MS/MS)
1861 (Chromolab) Butamunbl rpynnel B: B1(TnamuH-nupodocdar),
B2(®AL), B3(Hnauun), B5(naHToTeHoBas kucnota), B6(nupugokcanb-5-
docdpar), B7(6uotun), B9(dponuesas kucnota), B12(kobanamuH) B
1861 kpoBu, BOXX-MC/MC; UXM ((Chromolab) B vitamins: B1(thiamine 10290
pyrophosphate), B2(FAD), B3(niacin), B5(pantothenic acid),
B6(pyridoxal-5-phosphate), B7(biotin), B9(folic acid), B12(cobalamin) in
blood, HPLC-MS/MS; IHM)
1743 1743 OnpegeneHune koHueHTpaumm Butamuna B1(TnammHnupodocdar), 3210
LenbHas KpoBb
1744 1744 OnpepeneHune KoHUeHTpauun ButamunHa B2(®AL), uensHas kpoeb| 3210
1189 1189 KomnnekcHbIN aHan13 KpoBWU Ha HEHACbILLEHHbIE XXUPHbIE KUCHOThI 5750
cemenctea Omera-3 (ALA, EPA, DHA, Omera-3 nHgekc)
2060 (Chromolab) ButamnHHo-M1HepanbHbIA KoMnneke. XKeHckas
2060 penpoayktuBHaa cuctema (Fe, Cu, Zn, Se, Mn, Mg ; Butamunbl A, C, E;| 8940
Owmera-3, omera-6 XunpHble KUCMOThbl
1665 1665 CeobopHble xupHble kncrnoThbl (Free fatty acids) 970
39 39 Kanun/Hatpwuin/Xnop B ceiBopoTke kposu (K+/Potassium, 440
Na+/Sodium, Cl-/Chloride, Serum)
37 37 Kanbumi o6wmin (Ca) (Calcium Total) 180
3710 37/10 Kanbumi kKOppeKTUPOBAHHbINA MO anb0yMUHY 300
165 Kanbuwnin noHnanposaHHbin (Ca2+, ceobogHbiv kansbumi) (lonized
165 . ) 450
Calcium, Free Calcium)
40 40 MarHuin (Mg) B cbiBopoTKe KpoBu (Magnesium (Mg), Serum) 220
41 41 ®ocdop HeopraHudeckun (P) (Phosphorus (P)) 220
48 48 YKeneso (Fe) B cbiBopoTKe KpoBu (Iron (Fe), Serum) 150
49 NaTeHTHasa (HeHacbIWeHHas1) )ene3ocBa3bliBatoLLast COCOOHOCTb
49 cbiBopoTkM kposu (JDKCC, HXKCC) (Unsaturated Iron Binding Capacity, 160
UIBC)
155 155 O6was xxenesoceasbiBatoLLias cnocobHOCTb cbiBopoTkn (OXKCC)
(Total Iron Binding Capacity, TIBC)*
1693 1693 AMMumak B nnasme kpoeu (Ammonia in blood plasma) 800
2065 2065 bukapboHaT
42 42 Antnctpentonuann-O (ACJI-O, ACJIO) (Antistreptolysin-O, ASO) 350
43 43 C-peaktumsHbin 6enok (CPB) (C-Reactive Protein, CRP) 430
1643 1643 BbiCOKOUYBCTBUTENBHbIN C-peakTuBHbIA 6enok (kapguo) 830
44 44 PesmaTongHbin paktop (P®) (Rheumatoid Factor, RF) 390
840 840 LepynonnaamuH (Ceruloplasmin) 890
841 841 Nantorno6uH (Haptoglobin) 870
1210 1210 Anbdpa-2-makpornobynun (Alpha-2-Macroglobulin, a2- 680
Macroglobulin, A2M)
1200A1AT Anbda-1-antutpuncuH (A1AT), koHueHTpaumsa (Alpha-1-
1200A1AT Antitrypsin, A1AT, AAT, Concentration) 1970
832A1A Anbdpa-1-aHTutpuncuH (A1AT), dpeHoTunuposanue (Alpha-1-
832A1A Antitrypsin, ATAT, AAT, Phenotyping) 3680
50 50 TpaHcdeppuH (Cuagepodunui) (Transferrin) 510
51 51 ®epputuH (Ferritin) 610
21 21 MuornobuH (Myoglobin) 1590




1631 HaTtpunypetmnyeckoro ropmoHa (B-tnna) N-koHueBon nponentua

1631 (NT-proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type 1460
Natriuretic Peptide)

157 157 TponoHwuH-I (Troponin-I) 1220

838 Kapborngpat-gedpmuntHoii TpaHcdeppuH (Carbohydrate-Deficient
838 . 4250
Trancferrin, CDT)
839 Kapbormnagpat -aemuntHbI TpaHceppyH ¢ arekTpodoperpaMmmon
839 (Carbohydrate-Deficient Transferrin with results on an electrophoregram| 4490
(CDT))
1566 1566 MencuanH 25 (buoaktueHbIn) (Hepcidin 25, bioactive) 9140
1595STFR 1595STFR PactBopumble peuenTopbi TpaHceppuHa (pTOP, Soluble 2590
Transferrin Receptor, sTfR)
1700 1700 MpokanbuuToHuH (Procalcitonin) 2450
TR157 BbICOKOUYYBCTBUTESbHBIN TPOMOHWH B CTpaTuukaumm
TR157 1950
Kapguopucka ctabunbHbIX ambynaTtopHbIX NaLMeHTOB
1275 1275 VccnepoBaHue KOHUEHTpaumm ceiBopoTodHoro amunonga A (SAA)| 4550
1632 HaTtpunypetnyeckoro ropmoHa (B-tnna) N-koHueBon nponentug

1632 (NT-proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type 10790
Natriuretic Peptide)

1856 1856 PIVKA-II — 6enok, nHayuupoBaHHbIA OTCYyTCTBMEM BUTaMunHa K nnum 3590
ero aHTaroHuctom-|

1258 KomnnekcHas oueHka Tpodponormyeckoro ctatyca (anb0ymuH,
1258 - 10550
npeanbbyMnH, peTUHOM-CBA3bIBAOLLNIA 6EeNok)
1258ALB 1258ALB AnbbymuH 5620
103 103 MNMCA obwuin (MpocTtaTtnyeckni cneumdn4eckuin aHTureH obLumi) 540
(Prostate-Specific Antigen Total, PSA Total)
OBC69 OBCB69 OHKOPUCK MYXCKOW: qp§u0TaTeanaﬂ xenesa (Male oncologic 1050
risk: prostate)

2113 2113 OueHka 3gopoBbsi npocTaThbl (MCA obw,., MNCA cB., -2proPSA, phi)| 8700
171 171 KanbuntoHuH (Calcitonin) 870
92 92 Anbda-deTtonpotenH (API1) (a-Fetoprotein, AFP) 410
141 141 PakoBo-ambpuoHanbHbii aHTureH (POA, KapunHoaMbproHanbHbIn 690

aHTureH) (Carcinoembryonic Antigen, CEA)
142 142 CA-15-3 (YrneBogHbin aHTureH 15-3) (Carbohydrate Antigen CA-15- 610
3, Cancer Antigen CA-15-3)
166 166 CA-72-4 (YrneBogHbI aHTUreH 72-4) (Carbohydrate Antigen CA-72- 1260
4, Cancer Antigen CA-72-4)

144 CA-19-9 (YrnesogHbi aHTureH 19-9) (Carbohydrate Antigen CA-19-

144 . 500
9, Cancer Antigen-Gl)

167 LutokepatuHosbin pparmeHT (Cyfra 21-1, dpparmeHT umntokepaTuHa

167 19) (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 1200
Soluble Fragments, Cyfra 21-1)
143 143 CA-125 (YrneBogHbii aHTureH 125) (Carbohydrate Antigen CA-125, 590
Cancer Antigen CA-125)
1281 HE4 (benok 4 snuangummnca vYenoseka) (Human Epididymis
1281 : 1550
Protein 4, HE4)
ROMA1 OueHka pucka paka andHunkos no anroputmy ROMA (Risk of
Ovarian Malignancy Algorithm, anroputm pacyeTa pucka

ROMA1 . 2030

ANUTENManbHOro paka SN4YHMKOB) (ANS XeHLWnH Ao meHonay3bl) (Risk of

Ovarian Malignancy Algorithm, ROMA (Before Menopause))

PACHETROMA1 PACHETROMA1 ROMA1 PacuyeT nHagekca 110




ROMAZ2 OueHka pucka paka andHunkos no anroputmy ROMA (Risk of
Ovarian Malignancy Algorithm, anroputm pacyeTa pucka

ROMA2 2030
ANUTENManbHOro paka ANYHMKOB) (4NS XXEHLUMH nocne MeHonay3abl)
(Risk of Ovarian Malignancy Algorithm, ROMA (After Menopause))
PACHETROMA2 PACHETROMA2 ROMAZ2 PacuyeT nHagekca 110
1280 1280 CA-242 (YrneBoaHbIN aHTUreH 242, onyxonesbii Mapkep CA-242) 740
(Carbohydrate Antigen CA-242, Tumor Marker CA-242)
208 208 beTta-2-MukpornobynuH (B-2-MuKpornobynuH) B CbIBOPOTKE KPOBU 650
(Beta-2-Microglobulin, BMG, Serum )
209 HenpoHcneundunyeckasn eHonasa (HCE) (Neuron-Specific Enolase,
209 NSE) 1740
946 946 XpomorpaHuH A (Chromogranin A, CgA) 7450
1198 1198 Benok S100 (S100 Protein) 3770
1296 1296 SCC (AHTUreH NNOCKOKNETOYHOW kapumHOoMbl) (Squamous Cell 2790
Carcinoma Antigen, SCCA, SCCAQ)
1297 UBC (AHTUreH paka MO4eBOro ny3sblps, NccregoBaHmne
1297 pacTBOpPUMbIX (hparMeHToB untokepatnHoB 8 1 18 B moue) (Urine 2830
Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
4050 M-rpagMeHT, CKpUHUHI. OnekTpodopes CbIBOPOTKM KPOBU,
MMMYHOUKCaLUNSA C NONMBANEHTHON aHTUCLIBOPOTKOW, KONNYEeCTBEHHAs
4050 oueHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening. Serum 3270
Protein Electrophoresis (SPEP), Immunofixation with Polyvalent
Antiserum, Quantification of M-Protein (without Typing))
4051 M-rpagueHT, TMNuMpoBaHmne. AnekTpodopes CbIBOPOTKN KPOBM,
MMMYHOMUKCALNS C NaHenNbo aHTUCLIBOPOTOK (pasaenbHo K I1gG, IgA,
4051 IgM, kanna, namb6aa), konudecTBeHHas oueHka M-6enka (M-Gradient, 6050
Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein)
10HKY 10OHKY Moar (HCE, P3A) (Brain (NSE, CEA)) 2230
20HKY Nerkne (HCE, POA, CA-72-4, Cyfra 21-1, HE4) (Lungs (NSE,
20HKH CEA, Cyfra 21-1, HE4)) 5920
30HKY 30HKY WunToBnaHaga xenesa (HCE, POA, kKanbLUMTOHWH, 3710
TnpeornobynuH) (Thyroid Gland (NSE, CEA, Calcitonin, TG))
40HKY MonouyHas xenesa (CA-15-3, POA, depputun, CA-72-4) (Breast
40HKH (CA-15-3, CEA, Ferritin, CA-72-4)) 2910
50HKY 50HKY lMeyeHb (ADIT, POA, CA-19-9) (Liver (AFP, CEA, CA-19-9)) 1470
60HKY MogxenynoyHas xenesa (CA-19-9, CA-242, CA-72-4)
GOHKH (Pancreas (CA-19-9, CA-242, CA-72-4)) 2300
ZOHKY 70HKY Xenygok (CA-19-9, POA, CA-72-4) (Stomach (CA-19-9, CEA, 2950
CA-72-4))
8OHKY 80OHKY ToHkun u Tonctoin kuwevHnk (CA-19-9, CA-242, POA, CA-72-4) 2930
(Small Intestine, Large Intestine (CA-19-9, CA-242, CEA, CA-72-4))
90HKY XenygouHo-knweyHbin Tpakt (APM, POA, CA-19-9, CA-242,
90HKY CA-72-4) (Gastrointestinal Tract (AFP, CEA, CA-19-9, CA-242, CA-72- | 3310
4))
100HKY 100HKY Anynukm (CA-125, CA-19-9, XY, nurnéun B, CA-72-4, AMI, 6980
HE4) (Ovaries (CA-125, CA-19-9, HCG, Inhibin B, CA-72-4, AMH, HE4))
120HKY MaTka (POA, CA-125, CA-72-4, HE4) (Womb (CEA, CA-125,
120HKY CA-72-4, HE4)) 3760
130HKY 130HKY Lewka maTtkm (POA, CA-125) (Cervix (CEA, CA-125)) 1180
140HKY 140HKY Anuko (APT1, XI'Y) (Testicle (AFP, HCG)) 730




160HKY Mouenonosas cuctema xeHwmH (POA, CA-125, CA-19-9, XY,

160HKY nHrbun B, CA-72-4, AMI", HE4) (Female Genitourinary System (CEA, 7610
CA-125, CA-19-9, HCG, Inhibin B, CA-72-4, AMH, HE4))
104 MNMCA cBobogHbIv (IMpocTatnyeckmin cneunduyecknin aHTureH
104 N 580
cBo6OAHbIN)
PSA103 PSA103 NCA obwun (MpocTtatnyecknii cneundunyecknin aHTureH 540
obwmin) (Prostate-Specific Antigen Total, PSA Total)*
7650 7650 MonekynsapHo-reHeTU4eckasa gnarHocTuka paka npeacraTesnibHom 5290
xenesbl
35 35 docdarasa kncnasa (KP) (Acid Phosphatase, ACP) 470
1453 CA 50 (YrneBogHbii aHTureH CA 50) (Carbohydrate Antigen 50,
1453 ; 2440
Cancer Antigen 50)
100 100 AOpPeHOKOPTUKOTPOMHbIN FOpMOH (AKTT, KOPTUKOTPOMUH) 410
(Adrenocorticotropic Hormone, ACTH)
56 TupeoTtponHei ropmoH (TTI, TpoTponuH) (Thyroid Stimulating
56 350
Hormone, TSH)
99 ComartoTponHbin ropmoH (comatoTtponuH, CTIN) (Growth Hormone,
99 GH) 650
174 174 ComatomeguH C (MHcynuHonoaobHbIi chakTop 1) (Somatomedin C, 1370
Insulin-like Growth Factor 1, IGF-1)
59 donnukynoctumynupytowwmin ropmoH (PCrI) (Follicle Stimulating
59 390
Hormone, FSH)
60 60 MoTenHmnaunpytowmii ropmoH (J11N) (Luteinizing Hormone, LH) 390
61 61 MponakTtuH (Prolactin) 380
6161 6161 MakponponaktuH (Macroprolactin)* 490
1645 1645 MenaTtoHuH, nna3ma (Melatonin, plasma) 5630
5601 5601 Makpo-TTI 510
56 TupeoTtponHbii ropmoH (TTT, TnpotponuH) (Thyroid Stimulating
56 350
Hormone, TSH)
54 TupokcunH obwmn (T4 obwmn, TeTpanogTMpoHmH obwnin) (Total
54 ; 410
Thyroxine, TT4)
55 55 Tupokcun ceoboaHbin (T4 cBobogHbin) (Free Thyroxine, FT4) 380
52 52 TpunoaTnpoHuH obwmi (T3 obwwmn) (Total Triiodthyronine, TT3) 410
53 TpunogTnpoHuH ceoboHbin (T3 cBoboaHbIn) (Free Triiodthyronine,
53 FT3) 350
1612 TpunogTMpoHuH pesepcuBHbIN (T3 peBepcuBHbIn, Reverse
1612 . . 9140
Triiodthyronine).
196 TupokcuHcBA3bIBatoLWasa CnocoOHOCTL (MOrnoLeHne TMPEOUAHbIX
196 FOPMOHOB; MHAEKC CBA3bIBAHNSA TUPOKCUHA; MHOEKC CBOOOAHOro 810
TnpokecmHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding
Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
197 197 TupeornobynuH (TI) (Thyroglobulin, TG) 730
57 Antutena k TnpeornobynuHy (AT-TI) (Anti-Thyroglobulin
57 Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-| 580
Tg Ab, ATG)
58 AHTuTena k TupeonaHon nepokcuaase (AT-TMO, MukpocomanbHble
58 aHTuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal 620
Antibodies, TPO Antibodies, TPOAb, Anti-TPO)
198 AHTUTENa K MMKpocomansHon dpakuumn Tnpeoumtos (AT K
198 MUKpOcOMarnsHoMy aHTureHy tupeoumtos, AT-MAIT, AMAT, tTupeongHble| 800

aHTUMMKpocomarnbHble aHTuTena) (Anti-Thyroid Microsomal Antibodies)




199 AHtntena k peuentopam TTI (AT k peuentopam TMPEOTPOMNHOIO
ropmoHa B cbiBopoTke Kposu, AT-pTTI") (Thyroid-Stimulating Hormone

199 Receptor Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding| 200°
inhibitor immunoglobulin, TBII)
1706 KanbunTOHWMH B CMbIBE NYHKLMOHHOW mrnbl (Calcitonin in puncture
1706 810
needle flush)
65 65 Koptunson (MmapokopTtn3aoH) (Cortisol, Hydrocortisone) 390
178 CBobogHbIN KopTnaon, cytodHas modya (Free Cortisol, Free
178 : , 980
Hydrocortisone, 24-Hour urine)
1508 1508 Koptuson, cntoHa (Cortisol, Saliva) 890
205 205 AnbgoctepoH (Aldosterone) 1510
206 PeHuH (PeHuH nnasmbl kpowu, npsimoe onpegenenue) (Direct Renin,
206 1160
Plasma)
DRE206 DRE206 PeHuH (PeHnH nnasmbl KpoBy, NpsiMoe onpegenenune) (Direct 1160
Renin, Plasma)
1302ARR 1302ARR AnbAOCTepOH-peHMHog.oe cooTHoweHue (Aldosterone-Renin 2520
Ratio, ARR)
1301 1301 lMNperHeHonoH (Pregnenolone) 3330
1573 1573 Koptuson, Ar9A — cnitoHa, 4 nopumn, cooTHolleHne O 3A- 6930
KOPTM30/1
ALD205 ALD205 AnbgoctepoH (Aldosterone) 1510
1728 1728 (Chromolab) Koptnson B crnitoHe (ogHa nopuus), BOXKX-MC/MC 1400
1733 1733 (Chromolab) Koptnson B crnitoHe (yTpeHHasa nopuma 8:00, BeuepHas 2610
nopuusa 23:00), BOXX-MC/MC
1734 1734 (Chromolab) Koptnson B crnitoHe, 4 nopumn, BOXX-MC/MC 6620
1735 1735 (Chromolab) Koptnson (6 nopumit), oermapoannaHgpocTepoH 10260
(Ar3A), BbisBrieHne ctpecca u ero ctagum, BOXXX-MC/MC
1722 (Chromolab) KopTnson, KOpTU30H, 6-rmapoKCMKOPTU30N U KX
1722 7260
COoOTHoLLleHus B mode, [ X-MC
1711 KopTnson (nopumm CrntoHbI - TpU YTPEHHWE, NONyAeHHas!, QHEBHas
1 BevepHsasa — 6 nopuun), OderngpoanvaHgpoctepoH (OMr3A),
1711 cooTHoweHune AOIM3A un koptusona (Cortisol (saliva portions - three 8560
morning, midday, afternoon and evening - 6 portions),
Dehydroepiandrosterone (DHEA), the ratio of DHEA to cortisol)
64 64 TectocTepoH (Testosterone) 390
169 169 CBobogHbIn TectocTepoH (Free Testosterone) 970
168 168 OurngpotectoctepoH (A T) (Dihydrotestosterone, DHT) 1810
195 195 AHgpocTeHamoH (Androstenedione) 1420
170 170 AHgpocTeHamon rniokypoHus (AHLPOCTAHANON OKYPOHU) 1460
(Androstanediol Glucuronide, 3a-Androstanediol Glucuronid, 3a-diol G)
101 101 OerngpoanmaHgpocTtepoH-cynbdaTt (A3A-S04, 410
Dehydroepiandrosterone sulfate, DHEA-S)
1602 1602 derngposanMaHapoCTePOH (HEKOHBIOMMPOBAHHbIN) 2050
156 156 17-keToctepougbl (17-KC) B mode (17-Ketosteroids, Urine) 2940
154 154 17-OH- MporecTepoH (17-Hydroxyprogesterone, 17-OHP) 580
149 149 MobynuH, cessbiBatowwmin nonoeble ropmoHbl (IFCIN) (Sex 410
Hormone-Binding Globulin, SHBG)
1715 (Chromolab) AHaporeHsbl, rMOKOKOPTUKOMABI,
1715 MUHEpPanoKOPTUKONAbI, NPOrecToreHbl, UX NPeALIeCTBEHHNKN U 11120
meTabonuTtbl (13 nokasatenen) B kposu, BOXX-MC/MC
1725 1725 (Chromolab) dervapoanvaHgpocTepoH B CritoHe (1ccregoBaHve 3020

ans nuy ctapwe 18 net), BOXX-MC/MC




1726 (Chromolab) CtepounaHbii npoduns B critoHe (4 nokasatens),

1726 BOKX-MC/MC 6710
1729 (Chromolab) AHOporeHsbl, rMKOKOPTUKONAbI,
1729 MUHepParnoKopTUKOMAbI, NPOrecToreHbl, UX NPeALeCTBEHHNKN U 10920
meTabonuTtbl (12 nokasatenen) B kposu, BOXX-MC/MC
1730 (Chromolab) AHaporeHbl, rMOKOKOPTUKOUAbI,
1730 MUHepariokopTUKoOUAbl, NporectareHbl, UX NpeaLecTBEHHUKN U 18200
meTabonuTbl (18 nokasatenen) B kposu, BOXX-MC/MC
1731 1731 (Chromolab) TectocTtepoH B kposu, BOXXX-MC/MC 2670
1732 1732 (Chromolab) derngpoanmangpoctepon-cynbdat (AFr3A-SO4) B 2840
kposu, BOXX-MC/MC
1736 (Chromolab) AHaporeHsbl, rMOKOKOPTUKOMABI, 3CTPOreHbl,
1736 nporecTareHbl, X NpegLecTBEHHUKN N MeTabonuTel (8 NokasaTtenen) B 10640
cntoHe (Androgens and their metabolites (8 indicators), salivary), BOXXX-
MC/MC
1737 (Chromolab) AHaporeHsbl, roKOKOPTUKOUABI,
MUHEPanNoKOPTUKOMAbI, 3CTPOreHbl, NporecTareHbl, Ux
1737 npegwecTseHHNkM n metabonutbl (13 nokasaTenen) B CritoHe 10460
(Androgens and their metabolites (13 indicators), salivary), BO>XX-
MC/MC
1738 1738 (Chromolab) TecTtocTepoH cBOOOAHbLIN B CrtoHe (MCcneaoBaHmne 3020
ans nuy ctapuwe 18 net) (Testosterone Free), BOXX-MC/MC
1739 (Chromolab) CtepongHbin npocunb 13 nokasaTtenen c
1739 onpeaeneHveM nperHeHorioHa (Salivary steroids (13 indicators), 11520
pregnenolone), BOXXX-MC/MC
1717 (Chromolab) AHgporeHbl n nx metabonutel (8 nokasatenen),
1717 pacyeT COOTHOLUEHWUN: AerngpoanMaHgpocTtepoH (OMr3A), 7940
aHOPOCTEHANOH, TECTOCTEPOH, aHAPOCTEPOH, 3NNAHAPOCTEPOH,
3TMOXOSAaHOSOH, 3NUTECTOCTEPOH, NperHaHTpmnon B moye, 'X-MC
1720 (Chromolab) AHaporeHbl 1 nx MeTabonuTbl, pacyeT COOTHOLLEHUN,
3CTpOreHbl U nporectareHbl (12 nokasarenen): 4erngpoanMaHapoCTepOH
1720 (Or3A), aHOpPOCTEHONOH, TECTOCTEPOH, aHAPOCTEPOH, 3NMaHApPOCTEPOH,| 6600
3TUOXONAHOMOH, 3MUTECTOCTEPOH,NMPErHAHTPUOS, 3CTPAAMOST, SCTPOH,
acTpuon, nperdaHgmon B moye, NX-MC
1713 (Chromolab) AHaporeHbl, rMOKOKOPTUKONAbI,
MUHEPaNoOKOPTUKOMAbI, 3CTPOreHbl, NporecTareHbl, Ux
1713 - 8680
npeawecTBeHHNKM 1 MeTabonuTbl (16 nokasatenen) B kposu, BOXKX-
MC/MC
1748 1748 CtepoungHbin npodusnb B kKpoBu (12 nokasaTenen) 7190
1875 1875 17-OH-nporecTtepoH B kposu, BOXKXX-MC/MC (17-OH- 1580
progesterone, blood)
1876 OerngpoanvaHapoctepoH-cynbdaTt B kposu, BOXKX-MC/MC
1876 ) 1580
(Dehydroepiandrosterone sulfate, blood)
1877 1877 TectocTtepoH obwmin B kposu, BOXKX-MC/MC (Total testosterone, 1580
blood)
1626 CteponaHbiin npocurns B critoHe (TecToCcTepoH,
1626 DerngpoannangpoctepoH, AHgpocTteHanoH, Koptuaon, KopTnsoH, 8190
Octpaawnon, MporectepoH, 17-OH-nporectepoH)
62 62 OcTtpaawnon (32) (Estradiol, E2) 390
63 63 lMporecTtepoH (Progesterone) 390
1771 MeTabonuTbl 3CTPOreHOB K NporectTepoHa, 24-4 moya (Estrogens
1771 ) . 9650
and progesterone metabolites, 24-h urine)
1714 1714 (Chromolab) Sctpagunon B kposu, BOXX-MC/MC 2660




1716

1716 (Chromolab) 3cTporeHbl: acTpagmon, 3CTPOH U 3CTPMON B KPOBW,
B3XX-MC/MC

3760

1718

1718 (Chromolab) 17-OH nporectepoH B kposu, BOXXX-MC/MC

2840

1719

1719 (Chromolab) 17-OH-lNperHeHonoH cBo6ogHbIN B kpoBu, BOXX-
MC/MC

2360

1724

1724 (Chromolab) NporectepoH B kposu, BOXX-MC/MC

2840

1727

1727 (Chromolab) 3ctpagnon csoboaHbi B critoHe, BOXKX-MC/MC

2800

2037

2037 (Chromolab) MeTabonnTtbl 3CTPOreHoB, pacyeT COOTHOLLEHUS
(oueHka pucka pas3BuTUSA oHkonatonoruun) B move, BOXXX-MC/MC

10220

1721

1721 (Chromolab) 3cTporeHbl n nporectareHbl (4 nokasaTtens):
3CcTpagmnon, 3CTPOH, 3CTpKUon, NnperHanamon B moye, 'X-MC

8260

1723

1723 (Chromolab) 3cTporeHbl 1 ux MeTabonuTbl: 3CTPaaNon, 3CTPOH,
actpwon, 16a-OHE1, 2-OHE2, 2-OHE1, 2-OMeE1, 4-OMeE1, 4-OHE1 n
pacyeT COOTHOLUEHW; NperHaHanon - metabonut nporectepoHa (10
nokasartenen) B moye, BOXXX-MC/MC; M'X-MC

9760

1871

1871 (Chromolab) OnpegeneHue pe3nMcTeHTHOCTU K NPOrecTeEpPOHy

7770

1192

1192 lNporecTepoH B CNiOHe

1830

2057

2057 (Chromolab) XMC TecT. PenpoaykTUBHOE 340pOBbE KEHLUMHbI
(mo4a). BcTporeHbl U X MeTabonuTbl: 3CTPaanor, 3CTPOH, SCTPUOTT,
16a- OHE1, 2-OHE2, 2-OHE1, 2-OMeE1, 4-OMeE1, 4-OHE1 n pac4et
COOTHOLLEHUI; NperHanguon -metabonut nporectepoHa (10
nokasarenemn) B CyTOYHON Mo4e; AHOPOreHbl n nx metabonutol (8
nokasartersiemn), pacyeT COOTHOLLEHUI: gerngpoannangpoctepoH (AM2A),
aHOPOCTEHOMNOH, TECTOCTEPOH, aHAPOCTEPOH, 3NNAHAPOCTEPOH,
3TMOXONAHOOH, ANUTECTOCTEPOH, NperHaHTpuon B moye; Koptuson,
KOPTU30H, 6-rmapOKCUKOPTU3O0N M MX COOTHOLLEHUS B MoYe; MenaToHUH
cynbart B Moye

15930

2058

2058 (Chromolab) XMC TecT. PenpogyKkTMBHOe 300POBbE XEHLLMHbI
(CKPUHWUHT). AHOPOTeHbI, FMIOKOKOPTUKONAbI, ACTPOreHbl, NporectareHsbl,
NX NpeaLlecTBEHHUKN N MeTabonuTtbl (8 nokasaTtenein) B CrtoHe:
TEeCTOCTEPOH, AerMaposnMaHapoCTEPOH, aHOPOCTEHANOH, KOPTU3O0/,
KOPTU30H, acTpaawnon, nporectepoH, 17-OH[1]nporectepoH; KopTtunson
(yTpeHHss, nonyaeHHasn, AHEBHAs N BEYEPHNAS nopuun),
aerngpoanuadgpocTtepoH (OMr3A), cooTHoweHue OIBA u kopTusona
(Mapkep CTpPeccoyCTOMYMBOCTH), BbISIBIEHME CTpecca 1 ero ctagum;
ButamuH D: 25-OH D2 (25- rmugpokcuaprokansumndepon) n 25- OH D3

11000

2061

2061 (Chromolab) XMC TecT. CtpeccoyctonumocTtb. KopTnson
(yTpeHHss, nonyaeHHasn, AHEBHAA Y BEYEPHAS nopuun),
aervapoanvangpocTtepoH (OM3A), cooTHoweHne AMSA n kopTusona
(Mapkep CTpeccoyCTOMYMBOCTH), BbISIBIEHME CTpecca 1 ero ctagum;
KopTuson (yTpeHHue, nonyaeHHas, AHEBHAsS U BeYepHss — 6 nopumn),
aervapoanvangpoctepoH (OM3A), cooTHoweHne AM3A n kopTusona
(Mapkep CTpPeccoyCTOMYNMBOCTM) B CIOHE, BbIIBNIEHWE CTpecca U ero
cTagmm

10260

2062

2062 (Chromolab) XMC TecT. PenpoayKkTUBHOE 340P0OBbE XKEHLMHbI
(cntoHa). AHOPOreHbl, FIOKOKOPTUKONAbI, MMHEPANOKOPTMKOUAHI,
9CTpOreHbl, NporecTareHbl, X NPeALecTBEHHMKN U meTabonuTbl (13
nokasaTenem) B CIHOHe: TECTOCTEPOH, AEMMAPO3NNaAHAPOCTEPOH,
aHOPOCTEHONOH, KOPTU30, KOPTU3OH, 11-4Ee30KCUKOPTU30N,
KOPTUKOCTEPOH, anbA0CTEPOH, 3CTPaAMOon, 3CTPOH, 3CTPUOS,
nporectepoH, 17-OH-nporectepoH; KopTrson (yTpeHHss1, NonyaeHHas,
OHEBHasi 1 BeYepHsisi nopummn), germgpoannangpoctepoH (OMr9A),
cooTHowweHue AM3A 1 kopTusona (Mapkep CTpeCcCoyCTOMYMBOCTH),
BbISIBIIEHME CTpecca 1 ero ctaguun; MenaToHUH: CyTOYHBIA PUTM
cekpeLmnn (YTPEHHSS, OHEBHAs, BEYEPHSSl, HOYHAsA NOPLUUN) B CIIHOHE;
MenaToHuH: HovHas nopums (02:00- 03:00) B crnitoHe

19600




2063 2063 (Chromolab) PenpogykTMBHOE 300POBbE XEHLLMHBI (ONTUMYM) 38630
2066 2066 (fnobycMepn) OnpeneneHne pe3anCTEHTHOCTU K MPOrecTePOoHy 10280
1144 1144 AntumionnepoB ropmoH (AMI) (Anti-Mullerian Hormone, AMH, 1610
Mullerian Inhibiting Substance, MIS)
1145 1145 UHrm6uH B (Inhibin B) 1690
1158 1158 Tpodobnactnyeckni 6eta-1-rnukonpoteunH (TBIN) (Trophoblastic 680
beta-1-Globulin, TBG)
66 66 XopmoHMYecknii roHagoTponuH Yenoseka (XM, 6eta-Xr4, g-Xr4) 390
(Human Chorionic Gonadotropin, HCG)
HCG66 HCG66 XopuoHuyeckuii roHagoTponuH Yenoseka (XIMY, 6eta-XIr4, B- 390
XI'Y) (Human Chorionic Gonadotropin, HCG)
92 92 Anbdha-petonpotenH (API) (a-Fetoprotein, AFP) 410
AFP92 AFP92 Anbda-detonpoTtenH (API) (a-Fetoprotein, AFP) 410
134 134 CeobGoaHbin actpuon (Estriol Free, E3) 710
E134 E134 CeoboaHbin actpuon (Estriol Free, E3) 710
161 161 AccoumMmnpoBaHHbIN C 6epeMEHHOCTBLIO MPOTENH-A Mnasmbl 890
(Pregnancy-Associated Plasma Protein-A, PAPP-A)
PAP161 PAP161 AccoummpoBaHHbIN ¢ 6epeMeHHOCTbI0 MPOTENH-A nasmbl 890
(Pregnancy-Associated Plasma Protein-A, PAPP-A)
189 Ceob6ogHbIn B-XIY (cBOGOAHAA B-cybbeanHMLa XOPUOHNYECKOTO
189 roHagoTponuHa venoseka) (Free Human Chorionic Gonadotropin, Free | 720
HCG)
FBC189 CBoboaHbin B-XIMY (cBoboaHas B-cybbeanHmua
FBC189 XOPMOHUYECKOro roHagoTponuHa Yenoseka) (Free Human Chorionic 720
Gonadotropin, Free HCG)
207 MNMnaueHTapHbIN NakToreH (XopMoHN4YeCKUn coMaToMaMMOTPOMNNH)
(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
207 : o . 900
Somatomammotropin, CS, Human Chorionic Somatomammotropin,
hCS)
PRS1 lMNpeHaTanbHbIi CKpUHUHE Tpucomun: | Tpumectp (PRISCA-1)
PRS1 (Maternal Screen, First Trimester; Prenatal Screening I; PRISCA | 1530
(Prenatal Risk Calculation))
PRS1-INV MNpeHaTanbHbI CKPUHUHT Tpucomuid: | TpumecTp (PRISCA-1)
PRS1-INV (Maternal Screen, First Trimester; Prenatal Screening I; PRISCA | 2310
(Prenatal Risk Calculation))
PACYETPRISCA1 PACYETPRISCA1 PRISCA1 pacueTt 180
PRS2 lNMpeHaTanbHbI CKpUHUHT Tpucomuia: Il TpumecTtp (PRISCA-2)
PRS2 (Maternal Screen, Second Trimester; Prenatal Screening II; PRISCA I 1440
(Prenatal Risk Calculation))
PRS2-INV lNpeHaTanbHbIi CKpUHWUHT Tpucomuid: |l Tpumectp (PRISCA-2)
PRS2-INV (Maternal Screen, Second Trimester; Prenatal Screening II; PRISCA I 1280
(Prenatal Risk Calculation))
PRS2-2MAPK lNpeHaTanbHbI CKPUHUHE Tpucomuii: |l TpumecTp
PRS2-2MAPK |(PRISCA-2) (Maternal Screen, Second Trimester; Prenatal Screening II;| 2430
PRISCA Il (Prenatal Risk Calculation))

PACYETPRISCA2 PACYETPRISCA2 PRISCA2 pacueTt 130
1634 1634 NMnaueHTapHbIi dakTop pocTta (PLGF) 4830
1648 1648 PacTtBopumas fms-nogobHasa Tmpo3unHkmHasa-1 (sFit-1) 5010
1649 1649 Mapkepsbl pucka npeaknamncun: sFit-1, PIGF, cooTHoweHune sFit- 9350

1/PIGF




BEX-PRS1 Broxnmunyeckun TporiHon TecT 2 Tpumectpa 6epemMeHHOCTH

BX-PRS1 ana nporpammbl PRISCA (Biochemical triple test of the 2nd trimester of | 1530
pregnancy for the PRISCA software)
BEX-PRS2 Broxnmunyeckun TporiHon TecT 2 TpumecTpa 6epemMeHHOCTH
BX-PRS2 ansa nporpammbl PRISCA (Biochemical triple test of the 2nd trimester of | 1440
pregnancy for the PRISCA software)
PAPP161 AccounnpoBaHHbii ¢ 6epeMeHHOCTBI0 NPOTEUH-A NNasmbl
PAPP161 (Pregnancy-Associated Plasma Protein-A, PAPP-A) 1920
FBS189 CeobogHbIn B-XIMY (cBoGogHasA (-cybbeamHuua
FBS189 XOPUOHUYECKOro roHagoTponuHa Yenoseka) (Free Human Chorionic 1920
Gonadotropin, Free HCG)
ASTRAIAT ASTRAIA1 BMOXMMNYECKNIA CKPUHUHT 1-T0 TpUMecTpa BepemMeHHOCTH 3850
Ansa nporpammbl ACTpans
ASTRAIA2 Uccnegosarnne PAPP-A u cB. -XI'Y B 11-14 Hepgenb
ASTRAIA2 OepeEMEHHOCTUN C pacv4eTOM PUCKOB XPOMOCOMHbIX aHOManun B 4500
nporpamme ASTRAIA
ASTRAIA3 UccnegoeaHne PAPP-A u cB. B-XI'Y B 11-14 Hepgenb
ASTRAIA3 6epeMeHHOCTM C pacyeToOM PUCKOB XPOMOCOMHbIX aHOMarun, 3agepXKku 4500
pocTa nnoja, npexneBpeMeHHbIX POAOB, NPE3KNaMncum B nporpammMe
ASTRAIA
ASTRAIA4 VccnepoaHne PAPP-A un cB. B-XI'Y n PIGF B 11-14 Hegenb
ASTRAIA4 6epemMeHHOCTM C pacyeToOM PUCKOB XPOMOCOMHbIX aHOMarumn, 3agepXKku 7590
pocTa nnoaa, npexaeBpeMeHHbIX poAoB, MHOMBUAYANbHOro pucka
npeaknamncun B nporpamme ASTRAIA
PACUETASTR? PACYETASTR2 PacyeT pyckoB XpOMOCOMHbIX aHOManuin B nporpamMmme 280
ASTRAIA
PACYETASTR3 PacyeT puckoB XpOMOCOMHbIX aHOManun, 3agepxku
PACYETASTR3 | pocTa nnoga, npexaeBpeMeHHbIX pOAOB, NpeaknamMrncum B nporpamme 410
ASTRAIA
PACHETASTR4 PacyeT pyCKOB XPOMOCOMHbIX aHOMarnui, 3afepxku
PACYHETASTR4 pocTa nnoaa, npexaeBpeMeHHbIX PoAoB, MHANBUOYaNbHOIoO pucka 410
npeaknamncum B nporpamme ASTRAIA
172 172 WHcynuH (Insulin) 690
173 173 MpowuHcynuH (Proinsulin) 1510
148 148 C-nentug (C-Peptide) 510
11HOMA OueHKa MHCYNIMHOPE3UCTEHTHOCTU: T0KO3a (HaToLLaK),
11HOMA WHCYNWH (HaTowak), pacyeT nHgekca HOMA-IR (Insulin Resistance: 800
Fasting Glucose/lnsulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)
PACUETHOMA-G PACYHETHOMA-G HOMA-G pacyer nHaekca (Mpv BLINONIHEHUN 80
rIOKO3bl N3 cepon Npobupkn)

PACH EIEHOMA' PACUYETHOMA-IR HOMA-IR pacueT uraekca 80
1742 1742 MNpouHcynuH (Proinsulin) 1880
1837 1837 UHpekc nHcynunHopeaucteHTHoctn CARO (BkntovaeT 600

onpegeneHne rrKo3bl U UHCYNMHA)
CAROMED CAROMED Wnpgekc nHeynuHpesucteHTHocTn CARO 20
KATETNJ1 KatexonamuHbl (agpeHanvH, HopagpeHanvH, odamMuH) B
KATEMN nnaame kposu — KATETJ1 (Catecholamines: Epinephrine/Adrenaline, 3170
Norepinephrine/Noradrenaline, Dopamine, Plasma)
151 KatexonamuHbl (agpeHanvH, HopagpeHanuH, odaMnH) B Moye
151 (Catecholamines: Epinephrine/Adrenaline, 2840

Norepinephrine/Noradrenaline, Dopamine, Urine)




950

950 MeTabonnTbl KaTEXONMAMUHOB 1 CEPOTOHUHA, CYTOYHas Mova:
BaHUNuUnMuHganoHaga kucnota (BMK), romosaHnnuHosas kucnota ('BK),
5-rugpokcunngonykcycHas kucrnota (5-N'MYK)(Catecholamines and
Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA,
Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA)

3450

1166

1166 MeTaHedpuHbI hpakunMoHNpOBaHHbIE (CBOGOAHbIE U
KOHBIOrMpoBaHHbIe), 24-4yacoBasi Moya (Metanephrines fractionated, free
and conjugated , 24-h urine)

3450

152

152 KatexonamuHbl (agpeHanvH, HopagpeHanuH, odaMnH) B Moye
(Catecholamines: Epinephrine/Adrenaline,
Norepinephrine/Noradrenaline, Dopamine, Urine)

2840

1270

1270 N'mctamumH B nnasme kposu (Histamine, Plasma)

3770

993

993 CepoTOHMH B CbIBOPOTKE KpoBM (Serotonin, Serum)

3170

1159

1159 CeobGoaHble MeTaHedpPMHbLI U HOPMETaHEPUHbI B Mla3me KpoBu

2700

1674

1674 MeTaHedpuHbI PpakUMOHNPOBaHHbIE, pa3oBasi Mo4va (CBOOOAHbIE
+ koHBblormpoBaHHble) (Metanephrines fractionated, free + conjugated,
random urine)

2810

1683

1683 MeTabonuTbl KATEXONAaMMHOB M CEPOTOHMHA, pa3oBasi Mova:
BaHUNuUnMuHganoHasa kucnota (BMK), romosannnuHosas kucnota ('BK),
5-rngpokcuunHgonykcycHasa kucnota (5-F'MYK), ¢ nepecyeTom Ha
kpeaTuHunH (Metabolites of catecholamines and serotonin, random urine:
Vanillylmandelic Acid (VMA), Homovanilic Acid (HVA), 5-
Hydroxyindoleacetic acid (5-HIAA), normalized to creatinine)

3280

1696

1696 MeTaHedhpuH 1 HopMmeTaHedprH cBOOOAHbIE, Mnasma, BOXKX
(Metanephrine and normetanephrine free, plasma, HPLC)

3590

1795

1795 (Chromolab) BuoreHHble aMyHbI: agpeHanuH, HopagpeHanuH,
AodaMnH N X METUNMPOBaHHbIE MeTabonuTbl: cBOGOAHbIE
MeTaHedpUH N HopMeTaHedpPUH (HeKOHbIorMpoBaHHble ¢ SO4), obwime
MeTaHedpuH 1 HopMmeTaHedpUH (CBOBOAHbIE N KOHLIOTMPOBAHHbIE C
SO4) n koHeYHble MeTaboNUTbl KATEXONaMMHOB N CEPOTOHUHA:
romoBaHunumHoBas kucrnota (MBK), BaHmnunmmHganeHas kucnota (BMK),
5-okcumHgonykcycHas kucrnota (5-OUNYK) - B Moye, BOXX-MC/MC; M'X-
MC

12050

1797

1797 (Chromolab) BruoreHHble aMyHbI: agpeHanvH, HopagpeHanuH,
nodamuH, nx metabonuTel: romoBaHunmMHoBas kucrnota (MBK) n
BaHuUnunMuHaansHas kucnota (BMK); metabonut cepoTtoHuHa: 5-
okcunHgonykcycHas kucnota (5-OMNYK) - B moue, BOXXX-MC/MC; IM'X-
MC ((Chromolab) Biogenic amines: adrenaline, noradrenaline,
dopamine, their metabolites: homovanillic acid (HVA) and
vanillylmandelic acid (VMA); serotonin metabolite: 5-hydroxyindoleacetic
acid (5-HIAA) - in urine, HPLC-MS/MS; GC-MS)

14340

1799

1799 (Chromolab) BruoreHHble aMyHbI: agpeHanvH, HopagpeHanuH,
AodaMrH, CEPOTOHMH U UX METUNTMPOBaHHbIE METAbOoNUTLI:
mMeTaHedpuH, HopMmeTaHedpuH - B kposu, BOXKX-MC/MC ((Chromolab)
Biogenic amines: adrenaline, noradrenaline, dopamine, serotonin and
their methylated metabolites: metanephrine, normetanephrine - in blood,
HPLC-MS/MS)

10710

1864

1864 (Chromolab) BruoreHHble aMyHbL: agpeHanvH, HopagpeHanuH,
JodaMuH, CEPOTOHMH - B KpoBu, BOXX-MC/MC

3660

1868

1868 (Chromolab) MeTabonuTbl agpeHanuHa n HopagpeHanuHa:
cBobOAHble MeTaHEPUH N HOPMETaHEDPUH (HEKOHLIOTMPOBAHHbIE C
S04); obwme metaHedpyH 1 HopmeTaHepyH (cBOOOAHbIE 1
KOHbtorMpoBaHHble ¢ SO4) - B moye, BOXX-MC/MC

7630




2040 (Chromolab) broreHHble aMyHbI: agpeHanuH,HopaapeHanuH,

2040 AodamMuH - B Mode, BOXXX-MC/MC 4920
2042 (Chromolab) MeTtabonutbl GUOreHHbIX aMVHOB: FOMOBaHWUIIMHOBASA
2042 kncnota (BK), BaHnnunmungansHas kucnota (BMK), 5-okcu- 4920
nHgonykcycHasa kucnota (5-ONYK) - B moue, MX-MC
1174 MeTtaHedpuHbl cBOOGOAHBbIE (METaHEPUH U HOpMETaHEedPUH, 3-
1174 MeToKCcUTMpaMunH), nnasma kposu (Free metanephrines (metanephrine | 2440
and normetanephrine, 3-methoxytyramine), blood plasma)
1188 MeTtaHedpurHbl cBOGOAHbIE (METaHEPUH U HOPMETaHEMPUH, 3-
1188 MEeTOKCUTMpPaMuH), cyTouHast mova (Free metanephrines (metanephrine | 4280
and normetanephrine, 3-methoxytyramine), daily urine)
171 171 KanbuntoHuH (Calcitonin) 870
102 102 MapaTtnpeongHbin FOpPMOH (MapatropmoH, napatupwuH, MNTI) 800
(Parathyroid Hormone, PTH)
175 175 JlentuH (Leptin) 1060
222 222 3SputponoatuH (Erythropoetin) 1340
1677 1677 QumeTmnaprmHMH aCUMMETPUYHbBIN B KPOBU 6940
OBC288 ObcnenoBaHve NPy XPOHUYECKOW CepaeYHON
ObC288 HeOCTaTO4YHOCTU (XCH/:)l (Examin;tionpfor chronic heapr?failure (CHF)) 4860
M31 OcHoBHble acceHumarnbHble ((KU3HEHHO HEODXOOUMbIE)
M31 MUKPO3NeMeHThI B CbiBOpOTKe KpoBU (Essential Vital Elements, Essential| 2080
Trace Elements, Serum)
M32 M32 TOKCVI‘:IHbIe MUKPOSNEMEHTHI (.TFDKeJ'IbIe MeTannbl) B BEHO3HOM 2080
kpoBu (Toxic Trace Elements, Toxic Heavy Metals, Venous Blood)
M33 M33 MuKpoaneMeHThbl B CbIBOPOTKE KPOBU U BEHO3HOM KPOBW: CKPUHWHT | 0 1
(Trace Elements, Serum, Venous Blood: Screening)
874 874 Kagmun (Cd) B cbiBopoTke kpoBu (Cadmium (Cd), Serum ) 410
863 863 KobanbT (Co) B cbiBOpoTKe KpoBu (Cobalt (Co), Serum) 410
888 888 Meab (Cu) B cbiBOpoTKE KpoBwu (Copper (Cu), Serum ) 410
892 892 MapraHey (Mn) B ceiBOpoTKe kpoBu (Manganese (Mn), Serum) 410
869 869 CeneH (Se) B cbiBopoTKe KpoBM (Selenium (Se), Serum) 410
868 868 LinHk (Zn) B cbiBOpOTKE KPOBM (Zinc (Zn), Serum) 410
893 893 Hukenb (Ni) B chiBopoTke kposu (Nickel (Ni), Serum) 410
1111 1111 3onoto (Au) B cbiBopoTKe KpoBu (Gold (Au), Serum) 410
873 873 MonunbaeHn (Mo) B ceiBopoTKke kpoBu (Molybdenum (Mo), Serum) 410
1118 1118 Tannwui (T1) B cbiBopoTke Kposm (Thallium (T1), Serum) 410
883 883 Muiwbsik (As) B cbiBopoTKe KpoBu (Arsenic (As), Serum) 410
1491 1491 Nop B cbiBopoTke (lodine, serum) 410
814 814 Jntun (Li) B cbiBOpOTKE KpoBu (Lithium (Li), serum) 1590
1112 1112 Kagmuii (Cd) B BeHo3Howm kposu (Cadmium (Cd), Blood) 410
1113 1113 KobanbT (Co) B BeHo3HOoM kpoBu (Cobalt (Co), Blood) 410
1114 1114 Megb (Cu) B BeHo3HOM kpoBwu (Copper (Cu), Blood) 410
1115 1115 MapraHeu (Mn) B BeHo3HoW kKpoBu (Manganese (Mn), Blood) 410
1116 1116 Hukensb (Ni) B BeHo3Hon kposu (Nickel (Ni), Blood) 410
1117 1117 CeneH (Se) B BeHO3HON KpoBu (Selenium (Se), Blood) 410
1119 1119 UnHk (Zn) B BeHO3HOWM kpoBu (Zinc (Zn), Blood) 410
878 878 CeuHew (Pb) B BeHO3HOM kpoBu (Lead (Pb), Blood) 410
1141 1141 P1yTb (HQ) B BeHo3Hon kposu (Mercury (Hg), Blood) 410
M34 3cceHumanbHble (KNU3HEHHO HEOOXOAMMBIE) N TOKCUYHbIE
M34 MUKpoanemeHTbl B Move (Essential Vital Elements, Toxic Trace 5930
Elements, Urine)
1040 1040 Kagmuii (Cd) B moye (Cadmium (Cd), Urine) 410




1034 1034 KobanbT (Co) B mo4e (Cobalt (Co), Urine) 400
1035 1035 Meab, Moua, pasoBasg nopuus (Copper, random urine; Cu) 410
889 889 Meab (Cu) B cyTouHom moye (Copper (Cu), 24-Hours Urine) 410
1032 1032 MapraHey, (Mn) B moye (Manganese (Mn), Urine) 410
1038 1038 CeneH ( Se) B mo4e (Selenium ( Se), Urine) 410
1036 1036 LUuHk (Zn) B mo4e (Zinc (Zn), Urine) 410
894 894 Hukenb (Ni) B mo4e (Nickel (Ni), Urine) 410
895 895 CsuHeu (Pb) B moye (Lead (Pb), Urine) 410
1042 1042 P1yTb (Hg) B Moue (Mercury (Hg), Urine) 410
1074 1074 Tannwui (T1) B moye (Thallium (TI), Urine) 410
1037 1037 Mbiwbsik (As) B moye (Arsenic (As), Urine) 410
881 881 AntomuHui (Al) B moye (Aluminum (Al), Urine) 410
1033 1033 XKeneso (Fe) B moye (Iron (Fe), Urine) 410
1479 1479 Wog (1) B moue (lodine (1), Urine) 410
M98 M38 TokcuyHble MMKpoanemeHTﬁlaliar)Bonocax (Toxic Trace Elements, 3620
M39 M39 TokcKYHbIE N acCeHUmnarnbHble MUKDPO3NEMEHTbI B BOrocax (Toxic 7080
Trace Elements, Essential Vital Elements, Hair)
M310 BonbLUO CKPUHMHE 9N1EMEHTHOT TaBa BON Elemental
M310 210 bo ° CC%mposit?or? O?Haig g(frzce::ne;ng ) onoc (Elementa 16310
1004 1004 AntomuHui (Al) B Bonocax (Aluminum (Al), Hair) 410
1126 1126 bapwui (Ba) B Bonocax (Barium (Ba), Hair) 410
1127 1127 Bepunnun (Be) B Bonocax (Beryllium (Be), Hair) 410
1001 1001 Bop (B) B Bonocax (Boron (B), Hair) 410
1138 1138 Banagun (V) B Bonocax (Vanadium (V), Hair) 410
1128 1128 BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) 410
1139 1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 410
1129 1129 Nannun (Ga) B Bonocax (Gallium (Ga), Hair) 410
1130 1130 N'epmanun (Ge) B Bonocax (Germanium (Ge), Hair) 410
1011 1011 >Keneso (Fe) B Bonocax (Iron (Fe), Hair) 410
1125 1125 3onoto (Au) B Bonocax (Gold (Au), Hair) 410
1131 1131 Wog (1) B Bonocax (lodine (1), Hair) 410
1019 1019 Kagmui (Cd) B Bonocax (Cadmium (Cd), Hair) 410
1006 1006 Kanun (K) B Bonocax (Potassium (K), Hair) 410
1007 1007 Kanbuwmin (Ca) B Bonocax (Calcium (Ca), Hair) 410
1012 1012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 410
1005 1005 KpemHui (Si) B Bonocax (Silica (Si) , Hair) 410
1132 1132 JlanTtaH (La) B Bonocax (Lantanum 9La), Hair) 410
1000 1000 Jlntun (Li) B BONocax (Lithium (Li), Hair) 410
1003 1003 Marnun (Mg) B Bonocax (Magnesium (Mg), Hair) 410
1010 1010 MapraHeun (Mn) B Bonocax (Manganese (Mn), Hair) 410
1014 1014 Megb (Cu) B Bonocax (Copper (Cu), Hair) 410
1018 1018 MonunbgeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 410
1016 1016 Mbiwbsk (As) B Boniocax (Arsenic (As), Hair) 410
1002 1002 Hatpun (Na) B Bonocax (Sodium (Na), Hair) 410
1013 1013 Hukens (Ni) B Bonocax (Nickel (Ni), Hair) 410
1136 1136 Onoeo (Sn) B Bonocax (Tin (Sn), Hair) 410
1134 1134 MNMnartuHa (Pt) B Bonocax (Platinum (Pt), Hair) 410
1021 1021 P1yTb (HQ) B BOnocax (Mercury (Hg), Hair) 410
1135 1135 Pybuaum (Rb) B Bonocax (Rubidium 9Rb), Hair) 410
1022 1022 CeuHey, (Pb) B Bonocax (Lead (Pb), Hair) 410




1017 1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 410
1124 1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 410
1137 1137 CtpoHumn (Sr) B Bonocax (Strontium (Sr), Hair) 410
1020 1020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 410
1008 1008 Tannwn (TI) B Bonocax (Thallium (TI), Hair) 400
1133 1133 docdop (P) B Bontocax (Phosphorus (P), Hair) 410
1009 1009 Xpom (Cr) B Boniocax (Chromium (Cr), Hair) 410
1015 1015 UuHk (Zn) B BONocax (Zinc (Zn), Hair) 410
1140 1140 UmpkoHun (Zr) B Bonocax (Zirconium (Zr), Hair) 410
M311 M311 Tokcu4yHble MVIKpOSJ'IeMe;TaI:i:IIs? HorTax (Toxic Trace Elements, 3620
M312 M312 Tokcu4yHble n 3CcCeHUnarnbHbIe MUKPOS/IEMEHTbI B HOMTAX (Toxic 7080
Trace Elements, Essential Vital Elements, Nails)
M313 BonbLUOWn CKPUHUHT 3rieMeHTHOro coctaea Horten (Elemental
M313 C(F:mposition of Nails: Screening ) ( 10540
1076 1076 AntomuHui (Al) B Hortax (Aluminum (Al), Nails) 410
1080 1080 bBapwun (Ba) B HorTsix (Barium (Ba), Nails) 400
1081 1081 Bepunnuin (Be) B HorTax (Beryllium (Be), Nails) 400
1079 1079 Bop (B) B HorTsix (Boron (B), Nails) 400
1120 1120 BaHagui (V) B HorTax (Vanadium (V), Nails) 400
1082 1082 BucmyT (Bi) B HorTax (Bismuth (Bi), Nails) 400
1121 1121 Bonbdpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 400
1089 1089 Nannun (Ga) B HorTax (Gallium (Ga), Nails) 400
1090 1090 Nepmanuin (Ge) B HorTax (Germanium (Ge), Nails) 400
1088 1088 XKeneso (Fe) B HorTax (Iron (Fe), Nails) 410
1078 1078 3onoTto (Au) B Hortax (Gold (Au), Nails) 400
1092 1092 WVog (1) B HorTax (lodine (1), Nails) 410
1084 1084 Kagmuii (Cd) B HorTax (Cadmium (Cd), Nails) 400
1093 1093 Kanun (K) B HorTsix (Potassium (K), Nails) 410
1083 1083 Kanbuun (Ca) B HorTax (Calcium (Ca), Nails) 410
1085 1085 KobanbT (Co) B Hortsix (Cobalt (Co), Nails) 410
1107 1107 Kpemnui (Si) B HorTax (Silica (Si), Nails) 410
1094 1094 JlaHTaH (La) B HorTax (Lantanum (La), Nails) 400
1095 1095 Jlntui (Li) B HorTsix (Lithium (Li), Nails) 410
1096 1096 MarHui (Mg) B Hortax (Magnesium (Mg), Nails) 410
1097 1097 MapraHeu (Mn) B HorTax (Manganese (Mn), Nails) 410
1087 1087 Megb (Cu) B HorTtax (Copper (Cu), Nails) 410
1098 1098 MonnbgeH (Mo) B HorTax (Molybdenum (Mo), Nails) 410
1077 1077 Mbiwbsik (As) B Hortsax (Arsenic (As), Nails) 400
1099 1099 Hatpum (Na) B HorTax (Sodium (Na), Nails) 400
1100 1100 Hukenb (Ni) B Hortax (Nickel (Ni), Nails) 410
1108 1108 Onoso (Sn) B HorTax (Tin (Sn), Nails) 400
1103 1103 MnatuHa (Pt) B Hortax (Platinum (Pt), Nails) 400
1091 1091 P1yTb (Hg) B HOrTsix (Mercury (Hg), Nails) 410
1104 1104 Pyouanni (Rb) B Hortax (Rubidium (Rb), Nails) 410
1102 1102 CsuHew (Pb) B HorTsix (Lead (Pb), Nails) 400
1106 1106 CeneH (Se) B HorTsx (Selenium (Se), Nails) 410
1075 1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 400
1109 1109 CtpoHumi (Sr) B HorTax (Strontium (Sr), Nails) 400
1105 1105 Cypbma (Sb) B Hortax (Antimony (Sb), Nails) 400
1110 1110 Tannwun (TI) B Hortsix (Thallium (TI), Nails) 400




1101 1101 ®ocdhop (P) B HorTax (Phosphorus (P), Nails) 400
1086 1086 Xpowm (Cr) B Hortax (Chromium (Cr), Nails) 410
1122 1122 LmHk (Zn) B HOrTsax (Zinc (Zn), Nails) 410
1123 1123 UnpkoHun (Zr) B Hortax (Zirconium (Zr), Nails) 400

88 88 deHobapbutan (JTiomunan) (Phenobarbitalum) 3990

89 89 ®eHuTounH (OudeHuH, JunaHtuH) (Phenytoin) 1760

90 90 Banbnpoeeas kucnoTa (denakuH, Kousynekc) (Acidum Valproicum, 530

Depakin, Convulexs)

91 91 Kapb6amasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 530
274 274 UumknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 1510
917 917 NamotpuokuH (Lamotrigine) 5150
1271 1271 JleBeTnpauetam (Levetiracetam, Keppra®) 5150
1353 1353 Takponumyc (Agearpad, NMporpad, MNpoTtonuk, Takpocen) (FK506, 2170

Advagraf, Prograf, Protopic, Tacrosel)
1376 1376 MutoTaH, nnasma kposu (Mitotane, o, p'-DDD, plasma) 5060
1377TER 1377TER TepudnyHomua, ned)ijHommn (M'eTaGOJ'IVIT) (Teriflunomide, 5060
Leflunomide metabolite)
1633 1633 OBeponumyc (Everolimus) 4640
1415 1415 AnnkcabaH, koHueHTpaums (Apixaban Level) 7800
1416 1416 PuBapokcabaH, koHueHTpaums (Rivaroxaban Level) 3600
1399 1399 BaHkomuumH (Vancomycin) 4100
1757 1757 KnoHasenam 3960
1761 1761 LiunpodnokcaumH 3850
1762 1762 MeToTpekcaT, CbIBOpOTKa 3850
1763 1763 NabaneHTnH 3850
1765 1765 dnyokceTnH + HOpdnyoKCEeTUH 3850
1766 1766 Manonepungon 3850
1768 1768 OurokcuH (Digoxin) 3850
1769 1769 CepTpanuvH (Sertraline) 3850
1770 1770 MeToTpekcaTa nonuriytamaTbl, SpUTPOLMUThI 3850
1773 1773 ®eHaszenam (Phenazepam) 4100
1754 1754 bpueapaueTtam 3600
1755 1755 PydmHamug 3600
1756 1756 MNMepamnaHen 3600
1758 1758 3oHucammpg 3600
1759 1759 BurabatpuH 3600
1752 1752 3tocykeumung (Ethosuximide) 3600
1750 1750 Jlakocamug, (Lacosamide) 3600
1374 1374 Tonupamart (Topiramate) 3600
1760 1760 Kno6asam + Hopkrnobasam 5780
1751 1751 OkckapbasenunH (Oxcarbazepine) 3590
1764 1764 Cynbtnam 3590
1767 KapbamasenuH n metabonutbl (10-OH-kapbamasenuH,
1767 kapbamasenuH-anon, kapbamasenuH-anokcna) (Carbamazepine and 3950
metabolites (10-OH-carbamazepine, carbamazepine diol,
carbamazepine epoxide))
1916 1916 MukodeHornoBas kucrnota (Mycophenolic acid) 3660
1243 1243 OnansanuH (Olanzapine) 2440
1776 1776 JinHesonng 2440
1915 1915 Apununpason + germapoapununpasorsi, CbiBOpPOTKa 2440
2353 2353 Cuponumyc (Sirolimus) 3590




2018 2018 (ABT) Onpeaenenune BanbnpoeBon kncnotbl (Metog BAXKX-MC) | 1600
2017 2017 (ABT) OnpegeneHue Banbnpoeson kucnotbl (Metog BAXKX-MC) 1600
(nocne npuema npenapara)
2015 2015 (ABT) OnpepgeneHne kapbamasernuHa (M ero OCHOBHOIO 4740
meTabonuta 10, 11- kapbamasenuH-anokema) (metog BOXX-MC)
2023 2023 (ABT) Onpegenenne okckapbasenuHa (MeTabonuT nukapbasenuH) 3950
(meTog BOXX-MC)
1202 1202 (ABT) OnpegeneHue nesetupauetama (Metog BOXKX- MC) 5800
2016 2016 (ABT) OnpegeneHue Tonupamarta (Metoq BAOXKX-MC) 4230
1194 1194 (ABT) Onpegenenune apununpasona (metog BAXKX-MC) 2390
2047 2047 (ABT) Onpegenenne namotpuaxnHa (metog BOXX-MC) 5800
2025 2025 (ABT) OnpegeneHue atocykcummnga (metog BIXKX-MC) 4230
2026 2026 (ABT) OnpegeneHue 3oHucamunga (metoq BOXKX-MC) 4230
2027 2027 (ABT) Onpegenenune pydumHammnga (metog BOXX-MC) 4230
2028 2028 (ABT) OnpegeneHue nakocamuga (metog BOXKX-MC) 3880
2056 2056 (ABT) OnpegeneHue apeponunmyca (metog BOXX-MC) 4320
2048 2048 (ABT) OnpegeneHue cnponumyca (metog BOXX-MC) 4310
2053 2053 (ABT) Onpeaenenune Takponumyca (metog BOXX-MC) 2550
2050 2050 (ABT) OnpegeneHue uuknocnopuHa (Metog BAOXKX- MC) 1780
2054 2054 (ABT) Onpegenenune nepamnaHena (Mmetog BAXKX-MC) 4230
2049 2049 (ABT) Onpegenenne cynbtnama (Metog BOXXX-MC) 4310
116 AHanun3 moum obwmi (AHaNn3 Mo4m oBLLNIA C MUKPOCKONWEN
116 . . ) : o 400
ocagka) (Complete Urinalysis, Microscopic Examination)
272 NccnepgosaHue moum no metoay Heumnopenko (Nechiporenko’s
272 . 300
Urine Test)
401 Kanbuuin Mmoun, Ka4yecTBeHHbIN TecT (Npoba Cynkosuya) (Sulkowitch
401 ) . 230
Urine Calcium Test)
CREA-U CREA-U KoHueHTpauusi B mo4de (Urine Creatinine) 80
95 95 AnbbymuH, cyTouHast mova (Albumin, 24-Hour urine) 420
95110 AnbGymuH, pa3oBas nopums Mo4n (C KpeaTUHUHOM U pacyeToM
95110 anbbymuH/kpeaTnHnH oTHoweHus) (Albumin, random urine, with 590
creatinine and albumin/creatinine ratio calculation, UACR)
9% 96 lNpoba Pebepra (KnupeHc aHAOreHHOro KkpeaTUHMHA, CKOPOCTb 240
kny6oukoson cunbTpaummn) (Glomerular Filtration Rate, GFR)*
97 97 O6wmin 6enok, cytoyHasa mova (Protein Total, 24-Hour urine) 200
97110 benok, pasoBasd NOpUNSA MOYM (C KpEaTUHMHOM U pacyeToM
97110 HOPManM30BaHHOIo NO KpeaTuHUHY nokasatens) (Protein, random urine,| 390
with creatinine and protein/creatinine ratio calculation)
108 108 AMunasa B MOYe CyTOYHOM MM MOPLMOHHON 3a N3MEPEHHOE BPEMS 330
(Anbha-amunasa, guactasa moumn) (Amylase, 24-Hour or Timed Urine)
109 109 Nioko3sa, cyTouHasa moya (Glucose, 24-Hour urine) 230
110 110 KpeatunHuH, cytodHasa moua (Creatinine, 24-Hour urine) 230
110113 Kanbuun, pasoBas nopumsi Mo4m (C KpeaTUHUHOM M pacvyeToM
110113 Kanbuun/kpeaTnHWH oTHowweHus) (Calcium, random urine, with creatinine| 270
and calcium/creatinine ratio calculation)
111 111 MouyeBwuHa, cyToyHas moda (Urea, 24-Hour urine) 230
112 112 MoueBas kucnota, cytodHas moya (Uric Acid, 24-Hour urine) 240
112110 112110 MoueBas kMcnoTa, pa3oBasi NOPLUNA MOYU, C KpeaTUHUHOM U 440
pac4yeToM HOPMasM30BaHHOTO MO KpeaTUHUHY MOK-Ns
113 113 Kanbuwnin (Ca), cytodHasa moya (Calcium (Ca), 24-Hour urine) 240
114 114 Kanun (K), Hatpun (Na), cytouHas moya (Potasium (K), Sodium 230

(Na), 24-Hour urine)




115 115 ®ocohop (P), cytouHasa mouva (Phosphorus (P), 24-Hour urine) 260
115110 docdop, pasoBasi nopLMsi MOYM (C KPEATUHUHOM M PacYeTOM
115110 HOPManM30BaHHOIO NO KpeaTuHUHY Nokasatens) (Phosphorus, random 450
urine, with creatinine and phosphorus/creatinine ratio calculation)
918 918 MeTaHedpUHbI (ppakuMOHMPOBaHHbIE CBOGOAHLIE, cyTovHas mova | 3140
1318 MarHui, cyTodHas Mmoya (cyTouHas akckpeuust), (Magnesium, 24 h
1318 , . 470
urine excretion)
1318110 MarHuin, pasoBas nopunsa Mo4vn (C KpeaTUMHMHOM U pacyeToMm
1318110 MarHui/kpeaTnHUH oTHowweHwus ) (Magnesium, random urine, with 830
creatinine and magnesium/creatinine ratio calculation)
1458 1458 Okcanartbl, cyToyHass moua (Oxalates, 24-Hour urine) 1910
1458110 OkcanaTbl, pa3oBasi NopLms Moum (C KpeaTUHUHOM U pacyeToM
1458110 HOPManM30BaHHOIO No KpeaTuHMHY nokasatens) (Oxalates, random 2070
urine, with creatinine and oxalate/creatinine ratio calculation)
1691 1691 AMUHOKMCIIOTbLI B MoYe, 32 nokasartens 7410
OBC110 OueHka pucka kaMmHeobpa3oBaHWS - IMTOrEHHbIE CyOCTaHLMK
OBC110 MOYMK, CyTOYHasa Mova (Kanbumii, MarHuin, pocdop, okcanatel, moyeBad | 3130
KMCnoTa, KpeaTMHUH CYTOYHOM MOYM C pacHeTOM CyTOYHOWN 3KCKpeLmm)
OBC111 OueHka prcka kamHeobpa3oBaHWs - IMTOreHHbIE CybCTaHLmK
OBC111 MOYMK, pas3oBas nopLms Moum (Kanbumin, MmarHuin, docgop, okcanarhl, 3900
MoOYeBas KUCMoTa, KpeaTUHUH pa3oBov MOpPLUM MOYM, C pacyeToMm
HOpManmn3oBaHHbIX MO KpeaTUHWHY nokasaTenen)
1694 1694 [lenbTa-amMnMHONEBYMHOBAs KMCNOTa 3340
2103 MopdupKrHbl, CyToYHast Mo4ya: KonponopupuHbl, YponopdupuHbl,
2103 2990
kapbokcunnopupuHbl, NopodnnuHoreH
1459 AHWOHHbBIN N KATUOHHbIN COCTaB CyTOYHOW MOYM: Kanun, HaTpumn,
Kanbuuin, MarHun, aMMoHun, cynedart, docdart, xnopua, Lwasenesas
1459 L o 5990
KucnoTta, MMMOHHas KucnoTta, MoyeBas kucnota (Anionic and cationic
composition of daily urine)
1476 1476 AnbaocTepoH B cyTo4dHON Mode (Aldosterone, daily urine) 1410
2036 2036 (Chromolab) N'yaHO3MHbI: Mapkepbl OKCUOATMBHOMO NOBpPEXOeHUs 3860
HYKITEMHOBbIX KMCAOT B Mo4e, BOXX-MC/MC
7500 (Chromolab) OpraHun4yeckue KMCnoTbl B MOYE - CKDMHUHIOBOE
7500 BbIsIBIIEHME NabopaTopHbIX MPU3HAKOB HACNEACTBEHHbIX Oone3Hen 7780
obmeHa y HOBOPOXAEHHbIX 1 aeTen Ao 3-x net (43 nokasatens), FX-MC
7501 (Chromolab) OpraHunyeckune KMCnoTbl B MOYE - BbiSIBNEHUE
7501 dyHKUMOHanNbHbIX MeTabonuyecknx nameHeHun (63 nokasatens) ans | 15350
nuy ctapwe 3-x net, 'X-MC
JIMC HapkoTuku 1 NCUXOTPONHbIE BELECTBA — CKPUHUHE (KOMMNITEKCHBIN
aHanu3 Mo4un Ha onuaTbl, ameTaMuH, meTamgeTaMmH, KOKauH,
JIMC kaHHabuHongpbl n nx metabonutol) (Drugs and Psychotropic Substances| 4690
Screening: Opiates, Amphetamines, Methamphetamine, Cocaine,
Cannabinoids, Cannabinoid Metabolites, Urine)
902 902 KaHHabuHongpl (MapmxyaHszisen;que (Cannabinoids (Marijuana), 1760
925 925 Onumathl (MOpd)VIH/FepOVIH)UBri:]/Ig;e (Opiates (Morphine/Heroin), 1760
898 898 bapbutypaTtbl B Mo4e (Barbiturates, Urine)* 1760
982 982 OtaHon (ankoronbk) B Mmode (Ethanol (Alcohol) Urine)* 1760




9950 "BpeaHble NpuBbIYKM» (AHANM3 MOYN HA HUKOTUH, NCUXOTPOMHbIE U
HapKoTU4Yeckue cpeacTsa, netyyme TOKCUYecKkne BellecTBa (HUKOTUH;

9950 NCUXOTPONHbIE U HAPKOTMYECKME BELLECTBA, NETy4me TOKCU4eckune 4970
BewecTBa) (Pernicious habits: nicotine, drugs, psychostimulants and
psychotropic substances, volatile toxic substances, urine).

(Y MM CkuHbTe Macky 4970

1265 AHann3 XMMmN4eCckoro coctaBa MOYEBbIX (MOYEYHbIX) KAMHEN
1265 METOAOM PEHTreHOCTPYKTYpHOro aHanmsa (Compositional Analysis of 4110
Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction analysis)
1565MNMOK AHann3 XxmmMmn4eckoro coctaBa MoyeBbIX (MOYEYHbIX) KAMHEN
1565MNO0K MeToaoM UHdpakpacHon cnektpomeTpumn (Compositional Analysis of 4020
Urine (Kidney) Stones, infrared spectrometry)
9953 9953 bucdeHon A, TpuknosaH, 4-HoHundeHon (TOKCKMHbI U3 nNnacTMacc, 3350
rMrMEHNYeCcKUX CpeacTB, MOKLLMX CPEACTB), MOoYa pa3oBa
1635 1635 YpaH (Moya pasoBasi) 1190
158 158 Konporpamma (Koprogramma, Stool) 530
15945 159AI AHanu3 kana Ha anua renbMUHTOB (sua rnmnctoe) (PRO Stool, 390
Helminth Eggs)
159IMPO 159MNPO Ananua kana Ha npoctenwme (PRO Stool) 390
16010CT 16010CT WccnepoBaHue Ha 3|.-|Te.po6v|o3 (srMua ocTpuy), WNaTens 300
(Enterobiasis, Spatula)
236 236 CopepxxaHue yrneBoAOB B Kane (peayunpytoLllme BeLecTBa B Kane) 580
(Stool Sugars, Reducing Substances, Fecal)
240 240 NccnepgoBaHue Kana Ha CKpbITYHO KpoBb. KauyeCcTBEHHLIN MeToA 290
2401 CkpbITasi KpoBb B Karne (KornopeKTasnbHble KpOBOTEUYEHUS),
2401 KONMYeCTBEHHbIN MMMyHOoXMMuYeckni metoa FOB Gold (Quantitative 1430
Immunochemical Fecal Occult Blood, Test FOB Gold)

162 162 Onactasa 1 (31), naHkpeaTnyeckasa anactasa 1 (Elastase 1, E1) 3800
1533A1AT 1533A1AT Anbda-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces) | 2450
15920CC 15920CC OcTtaTto4Hasa ocMonsapHOCTb cTyna (Stool osmotic gap) 1760

1593 1593 XKXenyHble KACMOThl B CTyNe 4520

1594 1594 3031MHODUITbHBIN HEUPOTOKCUH B CTYNE 5180

1596 1596 30HYNMH hekanbHbIN 7830

1597 1597 XMMOTPUNCKH B CTyre, akTUBHOCTb 2520

1599 1599 CteaTokpuT cTyna 1860

1338 1338 KanbnpoTtekTuH dpekanbHbin (Fecal Calprotectin) 3600

3357 3357 OueHka COCTOSIHUSA MUKPOBUOTBI TONCTOrO KULLIEYHMKA METOAOM 4300

MUP, tect-cuctema KOJIOHO®JIOP-8
3348 3348 OueHka COCTOSAHUSA MUKPOBUOTBI TONCTOrO KULLIEYHMKA METOAOM 4740
MUP, tect-cuctema KOJTOHO®JIOP-16 (6moLeHo3)

3347 3347 OueHka COCTOSAHUSA MUKPOBUOTBI TONICTOrO KULLIEYHMKA METOAOM 4740
MuUP, tect-cuctrema KOJIOHO®OP-16 (MmeTabonunam)

1999 1999 KopoTKoLenoyeyHble XUPHbIE KUCMOThI B Kane 3780

398 VccnepoBaHua coctaBa MUKPOBOMOTLI KULLEYHMKA Y AeTen MeToa0M
398 9450
MuP, 3Htepodnop detn

360 360 OcTtpble knwe4Hble nHdekumn. Kamnunobakrep(tepmodumnbHas 740

rpynna)/ lWurennel n AUKI1, onpegenexne AHK B kane
361 OcTtpble kuweyHble nHdekunn. CanbmoHennsl/AgeHosupyc F,

361 740

onpegenerHne [HK B kane

362 362 OcTpble kmwe4Hble MHGekuun. Potasupyc A/AcTpoBupyc, 780

onpenenerHne PHK B kane




364

364 OcTpble kmweuHble MHdekunn. Hoposupyc G I/Hopoeupyc G I,
onpenenerHne PHK B kane

780

33127KATI

33127KAJ1 OcTpble knweyHsle nHgekumn. OnpegenexHme PHK
BUPYCHLIX BO30yauTenen KuweYHbix nHgekuun (PotaBmpyc A,
AcTtposupyc, Hoposupyc G |, Hoposupyc G Il) B kane

1470

33128KAJl

33128KAJ1 OcTpble kuweyHble nHdekuun. OnpeaenexHve
OakTepuarnbHbIX U BUPYCHbIX BO30yauTENEN KULWEYHbIX MHEKLUN
(Kamnunobaktep(TepmodunbHasga rpynna),lurennst n SUKIT,
CanbmoHennsl, AgeHosupyc F, Potasupyc A, Actposupyc, Hoposupyc
G |, Hopoeupyc G Il) B kane

2910

3363

3363 OueHka COCTOSIHUSA MUKPOBUOTBI TONCTOrO KULLIEYHMKA METOAOM
MUP, tect-cuctema KOJTOHO®JIOP-16 MNpemnym

6930

159 MM

159N MM IMNimeHonennaos (Aanua KapsMKoBOro LiEMHs)

420

1790

1790 AHanua kana Ha N'MmeHonenuaos (anua KapaMKoBOro LenHs) n
ANLAa renbM1UHTOB

830

842

842 NemornobuH/rantTornobMHOBbLIN KOMMJIEKC B Kane
(Hemoglobin/haptoglobin complex in feces)

2390

262

262 ImmyHoxpomaTorpaduyeckmi TecT 4 0OGHOBPEMEHHOrO
KayeCTBEHHOro onpeaerneHns remornobuHa u TpaHcgeppuHa B
obpasuax Kkana 4YenoBeka

970

158DM

158DM Konporpamma, umdposas mukpockonus (Stool, Digital
Microscopy)

1100

86

86 Onyxonesas M2-nnpyBaTtkmHasa

3660

242

242 AHTtuTtena knacca IgA k ageHosupycy (Anti-Adenovirus IgA)

1060

241

241 AHtuTtena knacca lgG k ageHoBupycy (Anti-Adenovirus 1gG)

1060

237

237 AHtuTena knacca IgG k aHTureHam ackapug (Anti-Ascaris
lumbricoides IgG)

440

278

278 JlabopaTtopHoe uccrnegosaHue aHtureHa Aspergillus
(ranakTomaHHaH) B cbiBOpOTKe kpoBu (Aspergillus antigen
(galactomannan) in serum)

9920

279

279 JNlabopaTtopHoe nccregosaHue aHTureHa Aspergillus
(ranakTomaHHaH) B 6poHx0-anbBeonsipHom nasaxe (Aspergillus antigen
(galactomannan) in bronchoalveolar lavage)

9920

3039

3039 Acneprunn 3emnsaHon, Acneprun 4épHbin (Aspergillus Terreus,
Aspergillus niger, DNA), andbdepeHumposaHoe onpeagenexHve JHK B
cockobe anuTenuanbHbIX KNETOK KOXW, CII3NCTON, paHeBOro
otaensiemoro, MmokpoThl, BAJ1 "Aspergillus terreus, Aspergillus niger,
DNA, differential determination of DNA in scrapings of epithelial cells of
the skin, mucous membranes, wound discharge, sputum, BAL"

970

3040

3040 Acneprunn abiMawmii, acneprunin xéntoi (Aspergillus fumigatus,
Aspergillus flavus), onddepeHuupoBaHoe onpegenenune HK B cockobe
anuTenuarbHbIX KIEeTOK KOXW, CIIM3NCTON, paHeBOro oTAensemMoro,
mokpoTbl, BAIT  "Aspergillus fumigatus, Aspergillus flavus, differential
DNA detection in scrapings of epithelial cells of the skin, mucous
membranes, wound discharge, sputum, BAL"

970

396YPO

396YPO Bbaktepounabl, onpegenerne [1HK B cockobe anutenunanbHbIX
KneTok yporeHutansHoro tpakta (Bacteroides spp., DNA, Scrape of
Urogenital Epithelial Cells)*

410

243

243 AHTtuTtena knacca lgG k Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgG)

970

244

244 Antutena knacca IgM k Borrelia burgdorferi (Anti-Borrelia
burgdorferi IgM)

970

1190

1190 AnTuTena knacca IgG k Borrelia burgdorferi, BoisBnsembie
meTogoM ummyHobnoTTuHra (Anti-Borrelia burgdorferi IgG, Immunoblot )

5250




1191

1191 AHTuTena knacca IgM k Borrelia burgdorferi, BoisiBnsembie
meTogom BectepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot
(WB))

5250

270

271 NabopaTopHoe nccnegoeanHune knewa ans eoisirneHmst QHK
Bo3byanTensa Jlanm-boppenuosa (Borrelia burgdorferi, DNA)

1310

470

47[ NabopaTopHoe uccnegoBaHue kneuia ans sbigeneHnsa OHK
BO3OyaMTENEN KMNeLLEBLIX PUKKETCMO30B

1310

3112CNH

3112CVIH Boppenun, onpegenexne OHK B cMHOBManbHOM XUOKOCTH
(Borrelia burgdorferi, DNA, Synovial Fluid)*

1340

3112CMX

3112CMX Bboppenuu, onpegenerne [JHK B CNMMHHOMO3roBOW XUOKOCTH
(Borrelia burgdorferi, DNA, Cerebrospinal Fluid)*

630

256

256 AHTuTena knacca lgG Kk BMpyCy BETPSIHOWM OCMbl 1 OMOSACbIBAKOLLETO
nuwas (Anti-Varicella-Zoster Virus 1gG, Anti-VZV IgG)

830

257

257 AnTnTena knacca IgM k Bupycy BETpPSHOM OCMbl K OMOSACLIBAKOLLErO
nnwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

850

3215CJH

3215CJTH Bupyc Varicella-Zoster, onpegenervne OHK B cnitoHe
(VaricellaZosterVirus, DNA, saliva)

540

3215POT

3215POT Bupyc Varicella-Zoster, onpegenenune JHK B cockobe
anuTenuarnbHbIX KNeTok crnusucton potornoTkn (Varicella Zoster Virus,
DNA, scrape of faucial epithelial cells)

540

3215KOX

3215KOXX Bupyc Varicella-Zoster, onpegenerne HK B cockobe
anutenunanbHbIX KneTok koxu (Varicella Zoster Virus, DNA, scrape of
skin epithelial cells)

540

3215CB

3215CB Bwupyc Varicella-Zoster, onpegenenue [JHK B cbiIBOpOTKE KPOBU
(Varicella ZosterVirus, DNA, serum)

540

68

68 AHTntena k BU4 1 1 2 n anturen BUY 1 1 2 (HIV Ag/Ab Combo)

380

3102

3102 Bupyc nmmyHogeduumuTa yernoseka Tuna 1, kayectseHHoe
onpegenernve PHK (Human immunodeficiency virus, quality, RNA) B
CbIBOPOTKE KPOBM

3780

339

339 Bupyc nmmyHogeduumta yenoseka, Tun 1, onpegeneHne PHK
(kon.) B ceiBOpOTKE KpoBW (Human immunodeficiency virus, HIV-1, RNA,
quantitative, Serum)

7410

312C-4b

312C-4N1Bb Bupyc nanunnomsl YenoBeka BbICOKOrO OHKOreHHOro pucka,
onpeaenerne OHK 16 n 18 Tunos + KBM B cockobe anutenuanbHbIX
kneTok yporenutanoHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 2 Types (16, 18))

440

399C-4Ib

399C-4J1b Bupyc nanmnnombl YerioBeka HU3KOro OHKOTEHHOIO pucka,
onpegenenne OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTtenmanbHbIX
KneTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 3 Types (6, 11))

560

399INPK-4J1B

399MNMPK-4NB Bupyc nanunnombl YeroBeka HU3KOro OHKOreHHOro pUcka,
onpeaenenne OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTenuanbHbIX
kneTok crnmaucton npamon knwkn (HPV DNA, Scrape of Rectal
Epithelial Cells, 3 Types (6, 11, 44))

700

399POT-4J1B

399POT-UJ1Bb Bupyc nannnmombl YeroBeKka HU3KOro OHKOFEHHOro pucka,
onpegenenve OHK 3 Tunos: 6, 11, 44 B cockobe anuTenmnanbHbIX KNeTOoK
potornotkn (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types (6,
11, 44))

700

374C-YPO

374C-YPO Bupyc nanunnomel yenoeeka, onpegenenune HK 4 tunos: 6,
11, 16, 18 + KBM B cockobe anutenuanbHbIX KIETOK yPOreHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11,

16, 18) Screening )

830




377C-YPO

377C-YPO OuddepeHuupoBaHHoe onpeaeneHue OHK BIMY (Bupyc
nanunnomel Yenoseka) 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68 + KBM B cockobe anutenunanbHbIX KIEeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening)

1860

391C-YPO

391C-YPO Bupyc nanunnomsl yenoseka, onpegenexve AHK 21 tuna: 6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73,
82 + KBM B cockobe anutenuarnbHbIX KIETOK ypOreHUTanbHOro Tpakta
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16,
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3360

141

141 Bupyc nanunnomel yenoseka 31 n 33 tunoe (HPV, 2 Types (31,
33))

560

3111

3111 Bupyc nanunnomsl YernoBeka BbICOKOrO OHKOreHHOro pucka,
TnnnposaHue AHK 12 tnnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59 (HPV DNA, 12 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59)

Typing)*

1590

3011

3011 Bupyc nanunnomsl yenoseka (BlMN4Y), sbisenenne AHK (ckpyHUHT
14 Tunos BINY BbICOKOro oHKoreHHoro pucka - 16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66 n 68 Tvnos, ¢ anddepeHunanbHbIM
onpegeneHnem 16 n 18 Tmnos, Tect-cuctema Peanbect BINY
OHKOCKpVH.

1460

YPO-311C

YPO-311C Bupyc nanunnombl YeroBeKa BbICOKOrO OHKOrE€HHOIo pUcka,
ckpuHuHr 14 Tnnos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68
+ KBM, onpegenenue [HK B cockobe anuTenuanbHbIX KNeTok
yporenuntanbHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)
Screening )*

680

391C-YPO(3058)

391C-YPO(3058) Bupyc nanunnombl Yenoseka, onpeaenervne AHK 21
Tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66,
68, 73, 82 + KBM B cockobe anuTennanbHbIX KNeTOK yporeHNTanbHoro
TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6,
11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73,
82))

1660

305MO4

305MQOM MapagHepenna, onpegenerHne OHK B mo4ye (Gardnerella
vaginalis, DNA, Urine)*

440

305CTI1

305CI MNapaHepenna, onpenenerHne OHK B cekpeTe npocTarhl,
agkynate (Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

350

305YPO

305YPO lNapaHepenna, onpenenexHne OHK B cockobe anutennanbHbIX
KNeTok yporeHntanbHoro TpakTta (Gardnerella vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

420

11864J16

11864J16 Komnnekc MapasnTbl (ONUCT, 9XMHO, TOKCOK, TPUXUH)

1590

297

297 AHTUTena K aHTureHam HemaTtog poga Anisakis IgG

1130

299

299 AHTuTena k aHtureHam Kutanckon asyyctku Clonorchis sinensis
IgG

1510

1563

1563 Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM kK aHTUreHam
kowayben aAByycTku, Opisthorchis felineus)

1050

1564

1564 AHTuTena knacca IgM k aHTureHam TpuxmuHenn (anti-Trichinella
lgM)

1180

3355

3355 CkpunuHrosoe lNLP-nccnegoeanne Bo3byautenenm renbMMHTO30B
(aHTEepoburo3a, ackapmaosa, AnpunnodoTpmosa, oNnMcTopxosa,
TeHno3sa), TecT-cuctema lNenbmo-ckpuH (Screening PCR of pathogens of

helminthiasis. Gelmo-screen assay)

2310

3364

3364 Brisisnenne OHK Bo3byantenen onncropxosa B kane (Opisthorchis

felineus DNA)

890




1858 Anti-Opisthorchis felineus, IgM (aHTuTena knacca IgM k aHTUreHam

1858 N . . . 2440
kowauben asyyctkm Opisthorchis felineus)-onpegeneHue Tutpa
1859 Anti-Opisthorchis felineus, IgG (aHTuTena knacca IgG k aHTUreHam
1859 y . . \ 2440
kowayben aByycTku Opisthorchis felineus)-onpegenenune Tutpa
1860 1860 AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara, 1gG)- 2440
onpegeneHve TuTpa
71 71 AHtuTtena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) 530
72 72 AHTnTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) 510
328CB 328CB Bupyc renatuta A, onpegenenue P*HK B CbIBOpOTKe kposu (HAV 800
RNA, Serum)
73 HBs-aHTuren Bupyca renatuta B (HBs-aHTUreH, noBepXHOCTHbIN
73 aHTUreH Bupyca renatuta B, «aBcTpanunckniny aHTureH), kayecteseHHeln| 380
TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
74 74 HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 710
75 AHTtuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renatuta
75 B, cymmapHo (Anti-HBc IgM, 1gG, Antibodies to Hepatitis B Core 650
Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
76 AHTuTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-
76 HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies 620
IgM)
77 77 AHTutena k HBe-aHTureHy supyca renatuta B (Anti-HBe, HBeAb) 680
78 78 AHTuTena k HBs-aHTureHny Bupyca renatuta B (Anti-HBs, HBsAb) 620
87 HBs-aHTureH Bupyca renatuta B (HBs-aHTWreH, noBepXHOCTHbIV
87 aHTUreH Bupyca renatuTa B, «aBcTpanunckuiny aHTureH), 2000
konudecTtBeHHbI TecT (HBsAg, Hepatitis B Surface Antigen,
Quantitative)
319CB 319CB Bwupyc renatuta B, onpegenenune [JHK B cbiBOpOTKE KPOBM, 380
kayectBeHHoe (HBV DNA, Serum, Qualitative)*
320CB 320CB Bupyc renatuta B, onpegenenne [JHK B cbiBOpOTKE KPOBM, 4580
konunyectBeHHoe (HBV DNA, Serum, Quantitative)*
79 79 AntuTtena knaccos IgM u 1gG k Bupycy renatuta C, cymmapHo (Anti- 390
HCV Total (IgG + IgM))*
1171 1171 Anti-HCV-core, NS3, NS4, NS5 (aHTuTena knacca G Kk aHTureHam 630
core, NS3, NS4, NS5 eupyca renatuta C)
321CB 321CB Bupyc renatuta C, onpegeneHne PHK B cbiBOpoTke KpoBy, 890
kayectBeHHoe (HCV RNA, Serum, Qualitative)*
3241111 Bupyc renatuta C, onpegenerHne PHK B nnaswme,
304117 reHoTunupoBaHue ¢ cyétunamum (tunel 1 (cy6tunel 1a n 1b), 2, 3) 1320
(Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1
(Subtypes 1a, 1b), 2, 3))*
324 Bupyc renatuta C, konuyectBeHHoe onpeerneHme PHK Bupyca u
324 reHoTunupoBanue (Tunbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, 3550
Quantitative PCR, Genotyping (Types 1, 2, 3))
350CB Bupyc renatuta C, onpegenenune PHK B cbiBOpoTKE KpOBU
350CB meTtogom MNMUP, konuyecteeHHoe (HCV RNA, Serum, Quantitative, 3710
PCR)*
3500CB Bwupyc renatuta C (BI'C), ynbTpadyBCTBUTENBHOE
3500CB onpegenenve PHK BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive 2820
PCR)
1688 Bupyc renatuta C PHK, reHoTunnposaHue 6 reHOTMNOB
1688 (1a,1b,2,3a,4,5a,6) 3640
7644G1 7644G1 MyTtaumm nekapctBeHHon pesncteHTHocTn NS3, NS5A n NS5B 17860

pernoHoB reHoma Bupyca renatuta C (ansa reHotmnos 1a, 1b)




7644G3 MyTtauun nekapctBeHHon pe3ncteHTHocTM NS3, NS5A n NS5B

7644G3 17860
pervMoHoB reHoma Bupyca renatuta C (ansa reHotuna 3)
1146 1146 AHTuTena Kk Bupycy renatuta C, 19G, ummyHo6not 7040
1268 1268 AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM) 1190
1269 1269 AHtntena knaccos IgM un IgG k Bupycy renatuta D, cymmapHo 1190
(Anti-HDV Total (IgG + IgM))
325CB 325CB Bupyc renatuta D, onpegeneHue F:HK B cbiBOpOTKE Kposu (HDV 830
RNA, Serum)
3255CB Bupyc renatuta D, konnyectBeHHoe onpenenerHne PHK B
3255CB cbiBopoTke Kpoeu (HDV RNA, quantitative) (Hepatitis D virus, HDV RNA,| 800
quantitative)
227 227 Antutena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 1110
228 228 AHtuTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG) 1110
326CB 326CB Bupyc renatuta G, onpegeneHve FlHK B cbiBOpOTKE kpoBu (HGV 830
RNA, Serum)
122 122 AHTutena knacca lgG k Bupycy npoctoro repneca 1 1 2 tTunos (Anti- 540
HSV-1, 2 IgG)
1292 1222 AHTnTena knacca IgG k Bupycy npoctoro repneca 1 tTuna (Anti- 1020
HSV-1 IgG)
1223 1223 AHTuTena knacca lgG k Bupycy npoctoro repneca 2 tuna (Anti- 590
HSV-2 IgG)
123 123 AHTuTena knacca IgM k Bupycy npoctoro repneca 1 n 2 tunoe (Anti- 510
HSV-1, 2 IgM)
4AVHSV 4AVHSV AsugHocTtb Anti-HSV IgG 1060
309BIT lepnecsupyc 1 n 2 Tunos, onpegenenvne AHK B Beinote (HSV-
309BMT 1, 2 DNA, Exudate)* 440
3093 N'epnecsupyc 1 n 2 Tunos, onpegenenne HK B cockobe
309rN3 anuTenunarnbHbIX KNeToK KOHbIOHKTMBLI (HSV-1, 2 DNA, Scrape of 440
Conjunctiva Epithelial Cells )*
309KOXX "'epnecaupyc 1 1 2 Tunos, onpegenenue HK B cockobe
309KOX anutenuanbHbIX KneTok koxn (HSV-1, 2 DNA, Scrape of Skin Epithelial 440
Cells)*
309MOY 309MOM M'epnecsupyc 1 1 2 TMNOB, on.pe/:lieneHme OHK B moye (HSV-1, 440
2 DNA, Urine)
309HOC l'epnecsupyc 1 n 2 Tnnos, onpegenexne HK B cockobe
309HOC anuTenuarnbHbIX KNeTok crnmamcton Hoca (HSV-1, 2 DNA, Scrape of 440
Nasal Epithelial Cells)*
309POT l'epneceupyc 1 n 2 Tunos, onpeaenerne [JHK B cockobe
309POT anuTenuanbHbIX KneTok potornotkn (HSV-1, 2 DNA, Scrape of Faucial 440
Epithelial Cells)*
309CB l'epnecsupyc 1 n 2 Tnnos, onpegenexHne OHK B cbiBOpoTkE
309CB kpoBu (HSV-1, 2 DNA, Serum) 500
309CHH 309CJ1H N'epnecsupyc 1 1 2 Tvnos, onpgnefeHme OHK B cntoHe (HSV-1, 440
2 DNA, Saliva)
309CMX lepneceupyc 1 n 2 Tunos, onpegenexHve AHK B
309CMXK cnvHHoMo3roBou xugkoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)* 440
309CI 309CI1 Nepneceupyc 1 1 2 Tunos, onpegenexne HK B cekpeTe 350
npocTaThl, askynsate (HSV-1, 2 DNA, Prostatic Fluid, Semen)*
309YPO lepnecaupyc 1 1 2 Tunos, onpegeneHue HK B cockobe
309YPO anuTenuanbHbIX KNeTok yporeHntansHoro tpakrta (HSV-1, 2 DNA, 350
Scrape of Urogenital Epithelial Cells)*
3090BMT 3090BMNT lepneceupyc 1 1 2 Tunos, onpegenenue HK B BbinoTE, 620

TunuposaHune (HSV-1, 2 DNA, Exudate, Typing)*




30903 Nepneceupyc 1 n 2 Tunos, onpeaenerne HK B cockobe

30903 anuTenuanbHbIX KIETOK KOHbIOHKTMBbI, TunupoBaHue (HSV-1, 2 DNA, 620
Scrape of Conjunctiva Epithelial Cells, Typing)*
3090KOXX lepnecaupyc 1 1 2 Tunos, onpegenexme HK B cockobe
3090KOX anuTenuanbHbIX KNeToK KOXu, TunupoBaHue (HSV-1, 2 DNA, Scrape of | 620
Skin Epithelial Cells, Typing)*
3090MOM Mepnecaupyc 1 1 2 Tunos, onpegeneHue JHK B moue,
3090MOH TunupoBaHue (HSV-1, 2 DNA, Urine, Typing)* 620
3090HOC l'epneceupyc 1 n 2 Tnnos, onpegenexHne AHK B cockobe
3090HOC anuTenuarbHbIX KIeToK CNn3ncTon Hoca, Tunuposanue (HSV-1, 2 DNA,| 620
Scrape of Nasal Epithelial Cells, Typing)*
3090POT lepnecsupyc 1 n 2 Tunos, onpeaenenne [HK B cockobe
3090POT anuTenuarnbHbIX KNeToK poTornoTku, Tunuposanue (HSV-1, 2 DNA, 620
Scrape of Faucial Epithelial Cells, Typing)*
3090CB 3090CB l'epneceupyc 1 n 2 Tnnos, onpegenerne [QHK B cbiBOpoTke 830
KpoBwu, TunuposaHne (HSV-1, 2 DNA, Serum, Typing)*
3090CJ1H lepneceupyc 1 1 2 Tunos, onpegenexue HK B cnioHe,
3090C/H TunuposaHune (HSV-1, 2 DNA, Saliva, Typing)* 620
3090CMX lepneceupyc 1 1 2 Tunoe, onpegenexve OHK B
3090CM>XK CMMHHOMO3rOBOM XMAKOCTH, TunnpoBaHme (HSV-1, 2 DNA, 620
Cerebrospinal Fluid, Typing)*
3090CI1 N'epneceupyc 1 1 2 Tunos, onpeaeneHue AHK B cekpeTe
3090CTI npocTaTbl, 3sKynsTe, TunupoBaHne (HSV-1, 2 DNA, Prostatic Fluid, 500
Semen, Typing)*
3090YPO lepnecsupyc 1 n 2 Tunos, onpeaenenne [HK B cockobe
3090YPO anuTenuarnbHbIX KINEeTOK YporeHnTanbHoro TpakTa, tunuposaHue (HSV-1,| 350
2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
276 AHtuTena knacca lgG k repnecsupycy yenoseka 6 Tuna (Anti-HHV-
276 6 IgG) 580
352BMT 352BIMT Nepneceupyc 6 Tnna, onpep,eneljme OHK B Bbinote (HHV-6 410
DNA, Exudate)
352MOY 352MOM Mepnecsupyc 6 Tuna, oanprierz]p,e(;i'leHme OHK B moye (HHV-6 DNA, 410
352HOC lNepnecsupyc 6 Tvna, onpegeneHue JHK B cockobe
352HOC anuTenuanbHbiX KrneTok cnuancton Hoca (HHV-6 DNA, Scrape of Nasal | 410
Epithelial Cells)*
352POT lepneceupyc 6 Tuna, onpegenexue HK B cockobe
352POT anuTenuanbHbiX kneTtok potornotkn (HHV-6 DNA, Scrape of Faucial 410
Epithelial Cells)*
352CB lNepneceupyc 6 Tuna, onpegenenune [HK B cbiIBOPOTKE KPOBU
352CB (HHV-6 DNA, Serum)* 350
359C/TH 352CJH Nepneceupyc 6 Tvna, onpe_p,en:aHme OHK B cntoHe (HHV-6 410
DNA, Saliva)
352CMX Mepnecsupyc 6 Tvna, onpegenerHne AHK B cnuHHOMO3rosom
352CMX xngkoctn (HHV-6 DNA, Cerebrospinal Fluid)* 410
352C[ 352CI1 Nepnecsupyc 6 Tuna, onpegenernvne [AHK B cekpeTte npocrathl, 410
agkynate (HHV-6 DNA, Prostatic Fluid, Semen)*
352YPO lepnecsupyc 6 Tnna, onpeaenexve JHK B cockobe
352YPO anuTenuanbHbIX KNeTok yporeHntanobHoro tpakta (HHV-6 DNA, Scrape | 410
of Urogenital Epithelial Cells)*
1236 1236 AHTUTENA K K BUPYCY repneca 4yenoeeka 6 tvna, IgM 1250
3520 3520 Nepnec-Bupyc YenoBeka 6 Tuna, onpegenerne AHK (HHV-6, 1220
DNA), konu4yecTBeHHO
277 277 AHtuTena knacca lgG k repnecsupycy yenoseka 8 Tuna (Anti-HHV- 1050

8 1gG)




306113 NoHokokk, onpeaenerHne OHK B cockobe anutenunanbHbIX

306 N3 KneTok koHbloHKTUBLI (Neisseria gonorrhoeae, DNA, Scrape of 420
Conjunctiva Epithelial Cells )*
306MOY 306MOM "oHoKOKK, onpeaeneHune ,D,H!( B Enoule (Neisseria gonorrhoeae, 420
DNA, Urine)
306lMPK NoHokokk, onpeaenexHne [JHK B cockobe anntenmanbHbIX
306MPK KneTok crnmaucton npsamon kuwkn (Neisseria gonorrhoeae, DNA, Scrape| 440
of Rectal Epithelial Cells)*
306POT lNoHokokk, onpegenexHne AHK B cockobe anutennanbHbIX
306POT knetok potornotku (Neisseria gonorrhoeae, DNA, Scrape of Faucial 440
Epithelial Cells)*
306CWUH lNoHokokk, onpegenerne [JHK B cMHOBHanNbHOM XUOKOCTH
306CWH (Neisseria gonorrhoeae, DNA, Synovial Fluid)* 640
306CI 306CI1 NoHokokk, onpeaeneHue [JHK B cekpeTe npocTtathl, askynare 340
(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)*
306YPO lNoHokokk, onpeaenenune [JHK B cockobe anuTtenuanbHbIX
306YPO KneTok yporeHutansHoro tpakta (Neisseria gonorrhoeae, DNA, Scrape | 360
of Urogenital Epithelial Cells)*
449 Moces Ha roHokokk (Neisseria gonorrhoeae, roHopes),
449 onpeneneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHLIM npenapatam (GC, 920
Neisseria gonorrhoeae Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)
304 304 Bupyc rpunna A/H1N1, kayectBeHHoe onpeferneHne PHK (Influenza 2780
virus A/H1N1,quality,RNA).
3317 3317 Bupyc rpunna A/B, kayectBeHHoe onpegeneHune PHK (Influenza 2930
virus A/B, quality, RNA)
3610 3610 Bupyc rpunna A/H3N2 (roHKOHrCKui rpunm), Ka4eCTBEHHOE 1280
onpegenerne PHK (Influenza virus A/H3N2, quality, RNA)
3607 Bupycol rpynna A/H1N1, H3N2 (CBMHOM rpynn, rOHKOHICKUIA rpurnn)
3607 kayectBeHHoe onpepnenerHne PHK (Influenza virus A/H1N1, H3N2 2700
quality,RNA).
3606 3606 OnddepeHumanbHasa guardoctnka OPBU 5960
235 AHTuTena knacca IgG k aHTureHam guseHtepumnHon amebol (Anti-
235 : . 920
Entamoeba histolytica 1gG)
280 280 PITIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 660
281 281 PIIA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 660
282 282 PIIA c Shigella sonnei (Shigella sonnei, IHA) 660
437YTIM lNMoceB Ha NaTOreHHy N YCNOBHO-NATOreHHY MUKpOdnopy
437YTM knweyHuka (Stool Culture, Pathogenic Intestinal and Conditionally 1820
Pathogenic Microflora, Bacteria Identification)
437YTIM-A lNMoceB Ha NaTOreHHy N YCroBHO-NATOrEHHYIO MUKPOITOPY
KMLWEYHUKa C onpegeneHnem 4yBCTBUTENbHOCTM K aHTUMUKPOOHbBIM
437YTIM-A npenapatam (Stool Culture, Pathogenic Intestinal and Conditionally 2120
Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility
Testing)
437YTIM-® NoceB Ha NaTOreHHyo 1 YCrOBHO-MNATOrEHHY0 MUKpOnopy
437YFM-® KMLLEYHUKa C onpeaeneHnem YyBCTBUTENbHOCTM K aH.TI/IMI/IKpO§HbIM 2240
npenapatam u 6aktepmnodaram (Stool Culture with Bacteria
Identification and Antibiotic+Bacteriophage Susceptibility Testing)
855 855 AHTuTena knacca IgG k gudprepunHomy aHaTokcmHy (Anti- 1370
Diphtheria Toxoid IgG)
469 469 MNMoces Ha andTteputo (Corynebacterium diphtheriae Culture) 810




460 NMoceB kana Ha nepcuHum (Yersinia enterocolitica, nepcmHnos,
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenapatam

460 (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 980
Antibiotic Susceptibility Testing)
286 PIIA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis
286 IHA) 660
284 284 PIIA c Yersinia enterocolitica cepotuna O:3 (Yersinia 660
enterocolitica O:3, IHA)
285 PIIIA c Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica
285 ) 660
0:9, IHA)
2381 AHTuTena knacca IgA k aHTureHam Yersinia Enterocolitica n
2381 Yersinia Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia 730
Pseudotuberculosis, IgA)
2391 AHtuTena knacca IgG k aHTureHam Yersinia Enterocolitica
2391 Yersinia Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia 730
Pseudotuberculosis, 1gG)
238 AHTuTena knacca IgA k aHTureHam Yersinia enterocolitica (Anti-
238 ;L s 730
Yersinia enterocolitica IgA)
239 Antntena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-
239 - " 730
Yersinia enterocolitica 1gG)
1420 AHTuTena knacca IgM k aHTureHam Yersinia enterocolitica n
1420 2 ) 1250
Yersinia pseudotuberculosis
461 461 lMNMoces kana Ha kamnunobakrep (Campylobacter spp.) 1940
(Campylobacter spp., Stool Culture. Bacterial Identification)
054 254 Antntena knacca IgG k Canlglga) albicans (Anti-Candida albicans 1060
6617 6617 lNneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG )| 800
344BMT 344BINT Kanguga, onpegenerne OHK B Ebll‘IOTe (Candida albicans, 440
DNA, Exudate)
344KOXK 344KOXX Kanguaa, onpegenenne [JHK B cockobe anutenuanbHbIX 440
kneTok koxu (Candida albicans, DNA, Scrape of Skin Epithelial Cells)*
344MOY 344MOY Kangupaa, onpeneneHwaﬁnl-éI;B mode (Candida albicans, DNA, 440
344T1PK Kangunga, onpegenexne HK B cockobe anutennanbHbIX
344T1PK KneTok crnimaumcton npsimon kuwkm (Candida albicans, DNA, Scrape of 440
Rectal Epithelial Cells)*
344POT Kangnga, onpegenexve [HK B cockobe snutennanbHbIX
344POT knetok potornotku (Candida albicans, DNA, Scrape of Faucial Epithelial| 440
Cells)*
344CJTH 344CJH Kanguaa, onpeneneHMeSJ;lIIi-\l/I;)E cntoHe (Candida albicans, DNA, 440
344CH 344CI1 Kanguoa, onpegenerne OHK B cekpeTe npocTaThl, 38KynsTe 350
(Candida albicans, DNA, Prostatic Fluid, Semen)*
344YPO Kananpga, onpegenenne [HK B cockobe anutennanbHbIX
344YPO KneTok yporeHutansHoro Tpakta (Candida albicans, DNA, Scrape of 350
Urogenital Epithelial Cells)*
3021 3021 KaHangos, CKPUHUHT U TMNMpoBaHMe (Candidiasis, Screening and 1580
Typing)
3023 3023 Kangnpos, ckpuHuHr (Candidiasis, Screening ) 620
3024 3024 KaHamnpos, TunupoBaHue (Candidiasis, Typing) 1110
442 lMoceB Ha gpoxokenoaobHble rpmbel (pogos Candida, Cryptococcus)
442 C onpeneneHnem YyBCTBUTESNTbHOCTU K aHTUMUKOTUYECKUM npenapaTtam | 1380

(Yeast Culture. Identification and Antimycotic Susceptibility testing)




3802

3802 'pnbkoBble MHGEKUUN - BLISSBNEHNE U TUMMPOBaHMUE BO30OyanTenen
Muko3oB pogoe Candida, Malassezia, Saccharomyces n Debaryomyces

3460

442-P

442-P lNoceB Ha gpoxokenogobHble rpnbsl (pogos Candida,
Cryptococcus) ¢ onpegeneHmemM 4yBCTBUTESNbHOCTY K pacLUMPEHHOMY
CMeKTpy aHTMMMKoTMYeckux npenapatoB (Yeast Culture. Identification

and Antimycotic Susceptibility testing)

1550

1247

1247 OnpepgeneHne maHHaHoBoro aHTureHa Candida B kposwu (Platelia
Candida Ag)

5990

1248

1248 OnpepgeneHne aHTMMaHHaHOBLIX aHTMTeN Candida B kpoBu
(Platelia Candida Ab)

5990

267

267 Antutena knacca IgG k Bupycy kneweBoro aHuedanuTa (Anti-Tick-
borne Encephalitis Virus (TBEV) IgG)

970

268

268 AnTuTena knacca IgM k Bupycy kneweoro aHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgM)

970

351

35[1 JTabopaTopHoe nccnepoBaHue knewa ans eoisierieHms PHK Bupyca
knewesoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA)

1310

36/

36 Uccneposanue knewa Ha [HK Borrelia miyamotoi metogom MNUP
(Study of Tick: Borrelia miyamotoi DNA, PCR)

1310

370

37 NccnepoBaHue knewa: CKpMHUHT (nabopaTopHoe uccnegoBaHme
knewa ons soiasnenns PHK/OHK Bo3byanTenen nHgekuun,
nepepatowmnxcsa nkcogossbiMu knewamm: PHK Tick-borne encephalitis
Virus (TBEV), OHK Borrelia burgdorferi s. |.) (Study of Tick: Screening)

1990

38/

38[] JTabopaTopHoe nccnegosaHue knewa ans eoiserneHms PHK/OHK
BO36yauTenen NHpekumin, nepeaaBaeMblX UKCOLOBbIMU KIeLlamu:
KneweBoro aHuedanuTa, 6oppenvosa (6onesHu Jlanma), aHannasmo3sa,
3pnmxmosa

2990

400

40[ Wccnepoeanwne knewa: ckpuHuHr (QHK Anaplasma
phagocytophillum (kau.), AHK Ehrlichia muris/chaffeensis (kau.) (Study of]
Tick: Screening (Anaplasma phagocytophillum DNA, Ehrlichia
muris/chaffeensis DNA, Qualitative))

1910

4801

48[1 IlabopaTopHoe uccnenoBaHue knewa ans soigsnexdmnss PHK/OHK
BO30yanTenen MHeKLMI, Nnepeaatonxcst MKCoO40BbIMU KNeLlamu:
KNELWEBOW QHLIE®ANNT, BOPPENNOS (EONE3HbL NNANMA),
AHATJTIASMOS, SPITMXNO3, PUKKETCKOS3 (Detection of pathogen
DNA/RNA in ticks: Tick-borne encephalitis Virus (TBEV), Borrelia
burgdorferi s. I., Borrelia miamotoi, Anaplasma phagocytophillum,
Ehrlichia muris, Rickettsia heilongjiangensis, Rickettsia sibirica, PCR)

4190

462

462 lMoces Ha knoctpuanm (Clostridium difficile, nceBaomembpaHo3HbIv
konuT) (Clostridium difficile Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1960

486/479

486/479 PaspenbHoe onpeaeneHne TokcuHa A n TokcmHa B Clostridium
difficile B kane, aHTureHHbit Tect (Toxin A and B Clostridium difficile.
One step rapid immunochromotographic assay)

2020

247

247 AntuTtena knacca IgA k Bordetella pertussis (Anti-Bordetella
pertussis IgA )

1230

245

245 Antntena knacca IgG k Bordetella pertussis (Anti-Bordetella
pertussis 1gG)

1340

246

246 AHntuTtena knacca IgM k Bordetella pertussis (Anti-Bordetella
pertussis IgM)

1340

470

470 MNMoceB oTaoensemoro poTornoTkm Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakokntow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

760




3319 OnddepeHumpoBaHHoe BbiseneHne [JHK Bordetella species:
Bordetella pertussis (Bo3byantens kokntowa) n Bordetella
bronchiseptica (Bo3byamTtens 6poHxocenTukosa) B cockobe

3319 ANUTENUarnbHbIX KNETOK CIIM3UCTON POTOMMOTKA U/ HOCOTNOTKK 1150
(Differentiated detection of DNA Bordetella spp.: Bordetella pertussis
(pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis
pathogen) in a scraping of the oropharynx and or nasopharynx)
2107 2107 OnpegeneHune aHTUTenN K Bo3byauTento Koknowa v napakoknowa | 1350
1641 1641 AHTUTEna K KOpoHaBMpYyCy ISgAMR)S-CoV-Z, IgM (anti-SARS-CoV-2, 1250
1659 AHTuTena, konnyecTBeHHble, k cnavikoBomy (S) 6enky (RBD)
1659 SARS-CoV-2, IgG (Anti-SARS-CoV-2, spike (S) protein (RBD), IgG, 1800
quantitative).
1663 AHTuTENa, KONMYEeCTBEHHLIE, K cnankosomy (S) 6enky (RBD)
1663 SARS-CoV-2, IgG (c Bblgayen cneumnanbHoro 6naHka pesynbtara ans 1800
BbleaxatoLmx B M3pannb) Anti-SARS-CoV-2, spike (S) protein, 1gG,
quantitative (special result form for those traveling to Israel).
1641/59 AHTTEnNa K kopoHasupycy SARS-CoV-2, IgM (kavyecTBeHHOE
1641/59 onpegenexne) n IgG (konnyecteeHHoe onpegernenue) (Anti-SARS-CoV-| 2880
2, IgM/IgG)
3320 KopoHasupyc SARS-CoV-2, onpegeneHne PHK B maske co
3320 CNN3NCTon HocornoTku u potornoTtku (Coronavirus SARS-CoV-2 RNA 1860
detection in nasopharyngeal and oropharyngeal smear)
3329 KopoHaeupyc SARS-CoV-2, onpegeneHne PHK B maske co
3329 CMMU3NCTON HOCOrNoTkM 1 potornoTkn (Coronavirus SARS-CoV-2 RNA | 1410
detection in nasopharyngeal and oropharyngeal smear)
2646 Okcnpecc-TeCT Ans BbISIBIIEHMS aHTUreHa BMpyca rpunna TUnos
A/B v aHTureHa kopoHasupyca SARS-CoV-2 meTtogom
2646 MMMYHOXpoMaTorpaguyeckoro aHanmsa B Mmaske U3 poto- Unu 1250
HOCOrnoTKkK, kayectBeHHbIN (Influenza A/B, SARS-CoV-2 antigen
express test, nasopharyngeal or oropharyngeal smear, qualitative)
2646COV 2646C0OV AHTUreH Bupyca SAEnSﬁ-gC;(g;/-Z (COVID-19) (SARS-CoV-2 1250
2646INFA 2646INFA AHTureH Bmpyca rpunna tuna A (Influenza A antigen) 1250
2646INFB 2646INFB AHTuren Bmpyca rpunna tuna B (Influenza B antigen) 1250
2500 2500 AHTtuTena knacca lgG k Bupycy kopu (Anti-Measles 1gG) 690
84 84 AHTtuTena knacca lgG k Bupycy kpacHyxu (Anti-Rubella IgG) 620
85 85 AHTtuTtena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 650
1142 AHtnTena knacca IgG kK aHTMreHam BMpyca KpacHyxu,
1142 BblsiBNsieMble MeTogoM uMmmMmyHobnottuHra (Anti-Rubella IgG, 7750
Immunoblot )
3AVRUB 3AVRUB AsugHoctb Anti-Rubella 19G 1490
338CB 338CB Onpegaenenne PHK (Rubella virus, RNA) B CbIBOPOTKE KPOBM 820
482 Kpuntocnopuguu napeyM (Cryptosporidium parvum), anapenHbin
482 cnHOpoMm, aHTureHHbin TecT (Cryptosporidium parvum. One Step Rapid | 1210
Immunochromotographic Assay)
345YPO Jaktobaktepuun, onpenenexHme OAHK B cockobe anutennanbHbIX
345YPO KneTok yporenHutanbHoro tpakta (Lactobacillus spp., DNA, Scrape of 440
Urogenital Epithelial Cells)*
3114MOY 3114MOM Jlnctepuu, onpenenerHne OHK B mode (Listeria 650

monocytogenes, DNA, Urine)*




3114HOC NucTtepun, onpeaenenne HK B cockobe anuTenmanbHbIX

3114HOC KneTok crnimaucTton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal| 780
Epithelial Cells)*
311401 3114011 Nluctepun, onpenenenne OHK B nna3M*e KpoBwu (Listeria 500
monocytogenes, DNA, Plasma)
3114POT Jlnctepun, onpeaenexne [HK B cockobe anutenuanbHbIX
3114POT kneTok potornoTtku (Listeria monocytogenes, DNA, Scrape of Faucial 780
Epithelial Cells)*
3114CWIH Jlnctepuun, onpegenerHme AHK B CMHOBMaNbHOM XXNOKOCTU
3114CVH (Listeria monocytogenes, DNA, Synovial Fluid)* 780
3114CMX Juctepuun, onpegenenne JHK B CIMHHOMO3roBOW XXUAKOCTH
3114CMXK (Listeria monocytogenes, DNA, Cerebrospinal Fluid)* 780
453 lMNMoces Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
453 YyBCTBUTENBHOCTM K aHTUMUKPOOHBbIM Npenapatam (Listeria 1120
monocytogenes Culture. Bacteria Identification and Antibiotic
Susceptibility testing)
234 234 AntuTena knaccos IgM, 1gG, IgA k aHTureHam nambnun, cymMmapHoO 420
(Anti-Giardia lamblia IgM, IgG, IgA, Total)
483 483 Jlambnum (Giardia liamblia), guapenHbiin CMHAPOM, aHTUTEHHbIA TECT 1280
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)
2001 2001 AHTtuTena knacca IgM k aHTVII;T\;I-I)aM naménun (Anti-Giardia lamblia 600
471 NoceB Ha MEHNHIOKOKKN, onpedeneHne YyBCTBUTENbHOCTU K
471 aHTUMUKPOOHLIM NpenapaTtam (Neisseria meningitidis Culture. Bacteria | 1500
Identification and Antibiotic Susceptibility Testing)
3005 HenpownHdpekunn. Beisenenve OHK n gudpdepeHumnaums N.
3005 v . ! 3030
meningitidis, H. influenzae, S. Pneumoniae
3038 3038 MeHnuHrokokk (Neisseria meningitidis), kay. onpegenenue JHK 1190
995 Mukpockonu4eckoe nccriegoBaHne Ha naTtoreHHble rpubsbl
995 . . g . : 1280
(Microscopic examination for pathogenic fungi)
1277 Munkpockonuyeckoe uccnegoBaHne u NOCeB Ha NaToreHHble rpubhbl
1277 ) . NS : . 2450
(Microscopic examination and Culture for pathogenic fungi)
1277KXKHI 1277KXXHI MNoceB Ha naToreHHble rpmnbbl 2450
3014 OepmatoduTel (Trichophyton, Epidermophyton, Microsporum),
3014 y 1410
onpeaenerne [HK B obpa3suax koxu, BONOC, HOITel
1873 1873 OnpepeneHne metabonutos rpnbos ((1,3) - B-D-rntokana) B kposu| 11010
302MOY 302MO4 Mukonnasma (Mycoplasma _hqminis), onpenineHme OHK B 440
moye (Mycoplasma hominis, DNA, Urine)
302CTI Mukonnasma (Mycoplasma hominis), onpegeneHve OHK B
302Cr cekpeTe npocTarthl, aakynate (Mycoplasma hominis, DNA, Prostatic 350
Fluid, Semen)*
302YPO Mwukonnasma (Mycoplasma hominis), onpegenenne HK B
302YPO cockobe anuTenuanbHbIX KNeToK yporeHutanbHoro Tpakta (Mycoplasma| 340
hominis, DNA, Scrape of Urogenital Epithelial Cells)*
308MOY 308MOY Mukonnasma (Mycoplasma.ge.nltallum), onpenineHme OHK B 440
moue (Mycoplasma genitalium, DNA, Urine)
308CIT Mukonnasma (Mycoplasma genitalium), onpegenenue JHK B
308CIr1 cekpeTe npoctarthl, asgkyndare (Mycoplasma genitalium, DNA, Prostatic 350
Fluid, Semen)*
308YPO Mukonnasma (Mycoplasma genitalium), onpegenenune [JHK B
308YPO cockobe anuTenuanbHbIX KNeToK yporeHmtanbHoro Tpakta (Mycoplasma| 350

genitalium, DNA, Scrape of Urogenital Epithelial Cells)*




347MK Mukonnasma (Mycoplasma pneumoniae), onpegenenue OHK B

347MK mokpoTe (Mycoplasma pneumoniae, DNA, Sputum)* 760
347111 Mukonnasma (Mycoplasma pneumoniae), onpegenexHme HK B
3471 . . 540
nnasme kposu (Mycoplasma pneumoniae, DNA, Plasma)
347POT Mukonnasma (Mycoplasma pneumoniae), onpegenexve JHK B
347POT cockobe anuTenuanbHbIX KneTok potornoTkk (Mycoplasma pneumoniae,| 530
DNA, Scrape of Faucial Epithelial Cells)*
347CJMH Mukonnasma (Mycoplasma pneumoniae), onpegenexne OHK B
347CJH . . 380
cntoHe (Mycoplasma pneumoniae, DNA, Saliva)
179/80 179/80 AHTnTena knaccos IgM u IgQ_K Mycoplasma hominis (Anti- 1250
Mycoplasma hominis IgM, IgG)
179 AHTnTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
179 ) 660
hominis IgM)
180 AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma
180 e 660
hominis 1gG)
260 AHTtuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma
260 - 850
hominis IgA)
181/82 AHTuTena knaccos IgM u 1gG k Mycoplasma pneumoniae (Anti-
181/82 . 1640
Mycoplasma pneumoniae IgM, IgG)
181 AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-
181 : 870
Mycoplasma pneumoniae IgM)
182 AHtuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
182 . 870
pneumoniae IgG)
1367 AHTuTEena knacca IgA k Mycoplasma pneumoniae (Anti-
1367 . 940
Mycoplasma pneumoniae IgA)
YPOMVIK YPOMUK MMKonnaslm_a, pasgenbHoe onpegenexne OHK (M. genitalium, 620
M. hominis) B cockobe anutenunanbHbIX KNeToK
MOUMUK MOYMUWK Mukonnasma, pasaenbHoe onpenenexme OHK (M. genitalium, 800
M. hominis) B moue
CAMUK CIMNMMUMK Mukonnasma, pasfenbHoe onpefeneHue OHK (M. genitalium, 650
M. hominis) B askynaTe
345YPO Jlaktobakrepun, onpegenexHme AHK B cockobe snutenmnanbHbIX
345YPO KneTok yporeHutansHoro tpakta (Lactobacillus spp., DNA, Scrape of 440
Urogenital Epithelial Cells)*
396YPO Bbakrepongbl, onpeaenerne JHK B cockobe anutenvanbHbIx
396YPO KNneTok yporeHutanbHoro tpakta (Bacteroides spp., DNA, Scrape of 410
Urogenital Epithelial Cells)*
397YPO MobunyHkyc, onpegenenune [JHK B cockobe anuTenuanbHbIX
397YPO KneTok yporeHuTtanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of 350
Urogenital Epithelial Cells)
380 CKpWHWHI MUKpOhnopbl yporeHnTansHoro Tpakta. democdpnop
380 CkpuH. (UROGENITAL TRACT MICROBIOCENOSIS, Screening (PCR| 3060
Panel Femoflor Screen))
3834J1E Brisienenue Bo3byantenen UMMM (7 + KBM), cockob
383US1G anuTenunanbHbIX KNeTok yporeHntanbHoro tpakta (Identification of 1860
Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital
Epithelial Cells)*
386 386 MccnepoBaHue 6uoLeHo3a yporeHuTtaneHoro Tpakta. ®emodnop 8. 2450
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))
372 NccnepoBaHue GuoLeHo3a yporeHutanbHoro tpakta. Pemodnop
372 16. (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor| 3530

16))




3020

3020 MHBNO®JIOP — komnnekcHoe uccrnegosaHme MUKpodnopsl
yporeHutansHoro Tpakta (INBIOFLOR - Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

4710

30254J16

30254J16 BeisiBneHue so3byautenen UMMM (4 + KBM): onpegeneHue
OHK Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, JHK yenoeeka (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis
DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA,
Mycoplasma genitalium DNA, Human DNA)

1260

3022

3022 BakrepuanbHbii BarnHo3 (Bacterial Vaginosis, BV)

3040

30264J16

30264J16 MHBUNO®JTIOP - ycrnoBHO-NaToreHHble MMKOMNia3Mbl YenoBeka
(yporeHuTanbHbln ckpuHuHr) (INBIOFLOR — Mycoplasma, Urogenital
Screening)

800

30274Nb

30274J1b YcnoBHO-NaToreHHble MUKOMNNa3mMbl, MOHUTOPUHT
appekTmBHOCTM NeveHus (Ureaplasma urealyticum) (Ureaplasma
urealyticum, Effectiveness Monitoring of Treatments)

570

30284I16

30284J1b YcnoBHO-NaTtoreHHble MUKOMaaMbl, MOHUTOPWUHT
ahpekTmBHOCTM neveHus (Ureaplasma parvum) (Ureaplasma parvum,
Effectiveness Monitoring of Treatments)

570

30294J16

30294J16 YcnoBHO-NaToreHHble MUKOMNNa3mMbl, MOHUTOPUHT
adpekTmBHOCTM NeveHus (Mycoplasma hominis) (Mycoplasma hominis,
Effectiveness Monitoring of Treatments)

570

3150YPO

3150YPO Angpodniop, nccrnegosaHme MUMKpodnopbl YporeHUTansHoro
TpaKTa My>X4MH B cockobe anuTenuarnbHbIX KINEeTOK ypOoreHUTanbHoro
TpakTa (Androflor®REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the
balanus, urethra)

3870

3250YPO

3250YPO Angpodnop CKpuvH, nccnegoeaHne MUKpodnopsl
YpOreHUTanbHoro Tpakta My>4dnH B cockobe anutenunanbHbIX KNeToK
yporeHutansHoro Tpakta (Androflor® Screen REAL-TIME PCR
Detection Kit, the study of men’s urogenital tract microbiocenosis in the
epithelial scrapes from the balanus, urethra)

2780

31562

3152 AHgpodnop, nccnegosaHne MUKPOGIOpbl yporeHUTanbHoro
TpaKTa My>XYMH B 3AKynsaTe

3420

3153

3153 AHagpodnop, nccnegosaHne MUKPOMNOpbl yporeHUTanbHoro
TpakTa My>XYMH B CEKpeTe NpeacTaTenibHOM XXeneabl

3420

3252

3252 AHpgpodnop CKkpuH, uccrnegosaHve MUKpodnopsbl
YPOreHUTanbHOro Tpakta My>X4vH B 98Kynate

2570

3253

3253 AHgpodnop CkpuH, nccrnegoBaHme MUKpodopbl
YPOreHUTanbHoro TpakTa My>4duH B cekpeTe npeacraTtenbHon xenesbl

2570

MNNn-m

IMrn-M HeunneasmsHasa anardHoctuka UMMM no moye

2870

3032

3032 MHBUO®INOP-3KCIEPT. PaclumpeHHoe uccrnegosaHue
MUKPOQOIIOpbl YPOreHUTanbHoro TpakTa.

3180

3033

3033 NHBuodbnop CkpuH. CKpUHUHIOBOE MccneaoBaHne MUKpPognops.l
ypOreHuTanbHoro Tpakra

2610

3034

3034 NHBurodnop Makcu

7050

3036

3036 buodnop

1910

380(3058)

380(3058) CKpUHWHI MUKPONOpbl yporeHnTanbLHOro TpakTa.
demodnop CkpuH. (UROGENITAL TRACT MICROBIOCENOSIS,
Screening ( PCR Panel Femoflor Screen))

1660

3054

3054 JlakTo-CKpUH — KONU4ecTBeHHoe onpeaeneHve [HK 4 kntoyesbix
LUTAaMMOB naktobakTepui B BarmHansHoM cockobe (Lacto-screen — DNA
quantification of 4 key lactobacillus species, vaginal swabs)

2070

3254

3254 dnopoueHo3 - komnnekcHoe uccnegosaHve (Bkniovaet NCMT)

4280




3251 3251 AHgpodoriop CKkpuH (Moya) 2440
3060 PEMOPNOP®II, komnnekcHas oueHKa MUKPOOUOTbI
3060 YypOreHnTanbHoro TpakTa »eHwuH metogom MNLP (Femoflor®Il, 5990
comprehensive assessment of the female urogenital microbiome, PCR
real-time)
3067 PEMOPJIOP denbTtaCKpuH, KOMMNIIEKCHAs OLEeHKa MUKPOOUNOTLI
3067 2190
YPOreHnTanbHOro TpakTa XeHLwuH (25 napameTpos) metogom lMNLP
3068 PEMOPJIOP AnbdaCkpurH, KOMMMeKCHast OLeHKa MUKPOOUOTHI
3068 2440
ypOoreHnTanbHoro Tpakra »xeHuwuH (19 napameTpos) metogom MNLP
397YPO MobunyHkyc, onpegenexme HK B cockobe anutenmnanbHbiX
397YPO KneTok yporeHutansHoro tpakrta (Mobiluncus curtisii, DNA, Scrape of 350
Urogenital Epithelial Cells)
230 AntuTtena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis
230 . 440
felineus IgG)
33111KAN 33111KAJT1 SHuTeposupycel, onpeaenenne PHK B kane (Enterovirus, 860
RNA, Fecal)
4235 4235 Hopoeupyc (Norovirus), oGHapyXeHne aHTUreHa B Kane 950
33111CMX 33111CMX 3HTeposupyc, PHK 860
33111CMEL 33111CMEL Enterovirus (ka4.), PHK 860
3324CB 3324CB lNapsosupyc B19, onpegenexne OHK 1080
3324POT 3324POT MNMapsosupyc B19, onpeaenenne HK 1080
3324CJMH 3324CIJH Mapsosupyc B19, onpeaenexve OJHK 1080
85219 85219 AHTuTena k napsosupycy B19,lgG 1190
85319 85319 AnTuTena k napsosupycy B19,IgM 1280
252 AHtuTena knacca lgG k Bupycy anngemuyeckoro napotuta (Anti-
252 1060
Mumps IgG)
253 AHTuTena knacca IgM k Bupycy anmgemmudeckoro napotuta (Anti-
253 1060
Mumps IgM)
3349 CKpVHMHIoBOE MCCreAoBaHME Ha BbIsIBIIEHME BO30yauTenen
KMLLIEYHbIX Napa3nTo3oB (Nambnunosa, amebnasa, GnactoumcTHom
3349 WMHBa3nn, KPMNTOCNOPMANO3a, n3ocnoposa) metogom MNLP, Tect- 2310
cuctema lNpoTto-ckpuH (Screening of intestinal parasitoses. PROTO-
screen assay)
248 248 AHtuTtena knacca lgG Kk pecnnpaTtopHO-CUHLNTUANBHOMY BUPYCY 1060
(Anti-Respiratory Syncytial Virus (RSV) IgG)
249 249 AHTtuTena knacca IgM k pecnupaTopHO-CUHLMTUANbHOMY BUPYCY 1060
(Anti-Respiratory Syncytial Virus (RSV) IgM)
3318 Onpenenexne Bo3byaMTenen OCTpbIX PECMMPATOPHLIX BUPYCHbIX
nHpekunn yenoseka (OPBW): PHK pecnvpaTopHO-CUHUNTUANBHOTO
Bupyca (human Respiratory Syncytial virus, hRSv), meTanHeBmoBupyca
(human Metapneumovirus, hMpv), Bupycos naparpunna 1, 2, 3 u 4-ro
3318 Tunos (human Parainfluenza virus 1-4, hPiv), kopoHasupycos (human 2980
Coronavirus, hCov), puHosupycos (human Rhinovirus, hRv), OHK
ageHoupycos rpynn B, C n E (human Adenovirus B, C, E, hAdv) n
6okasupyca (human Bocavirus, hBov) B cockobe anuTenmanbHbiX
KNEeTOK POTOrAOTKM U HOCOrMOTKK
283 PITA ¢ CbINHOTUPO3HLIM ANArHOCTUKYMOM pUKKeTcuin MNMpoBayeka
283 . : . 660
(Rickettsia prowazekii, IHA)
463 463 PotaBupyc (Rotavirus), oMapenHbin CUHOPOM, aHTUFEHHbIA TeCT 590
(Rotavirus Direct Detection by Latex Agglutination)
273 273 Antutena k Salmonella typhi, PIITA (Salmonella typhi Antibodies, 760

IHA)




288 288 PITA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 660
289 289 PIIA ¢ Salmonella gr.B (Salmonella gr.B, IHA) 660
290 290 PIIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 660
292 292 PITA ¢ Salmonella gr.D (Salmonella gr.D, IHA) 660
293 AHtutena k Salmonella gr.E, PITA (Salmonella gr.E Antibodies,
293 IHA) 660
287 287 PIIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 660
4571 457-I1 MNoceB Ha naTtoreHHyto kuweyHyto gropy (Stool Culture 1740
(Salmonella spp., Shigella spp.). Bacteria Identification)
457-A lNoceB Ha NaTOreHHyH KULWeYHyto hrnopy, onpeaeneHne
457-A YYBCTBUTENTbHOCTM K aHTUMUKPOGHBLIM npenapaTtam (Stool Culture 2990
(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)
457-® lNoceB Ha NaTOreHHy KNLeYHyto dropy, onpegenexHme
457-d YYBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenapatam u bakteprodgaram 1370
(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
69 Cudpunmc RPR — aHTukapgmonunmHoBbin TecT (Syphilis RPR (Rapid
69 . . e 290
Plasma Reagins), Anticardiolipin Test)
70 70 AHTuTena knaccos IgM u 1gG k Treponema pallidum, cymmapHo 350
(Anti-Treponema pallidum IgM, IgG, Total)
221 AntuTtena knacca IgM k Treponema pallidum (Anti-Treponema
221 . 1110
pallidum IgM )
1206 AHTuTena knacca IgM k Treponema pallidum, BeisiBnsemble
1206 MeToAoM UMMyHob6noTTuHra (Anti-Treponema pallidum IgM, 2720
Immunoblot )
1205 AHtntena knacca IgG k Treponema pallidum, BbisiBnsieMmble
1205 MeToAoM uMMyHobnoTTMHra (Anti-Treponema pallidum IgG, 2720
Immunoblot )
3461 N3 bnegHasa TpenoHema, onpenenexHne AHK B cockobe
346I113 anuTenuarnbHbIX KIeTOK KOHbIOHKTMBLI (Treponema pallidum, DNA, 440
Scrape of Conjunctiva Epithelial Cells )*
346KOX brneaHas TpenoHema, onpeaenenne HK B cockobe
346KOX anuTenuanbHbIX KNeTok koxun (Treponema pallidum, DNA, Scrape of 440
Skin Epithelial Cells)*
346MOY 346MOM brnegHas TpenoHema, onpeaenexue EHK B Mmoye (Treponema 440
pallidum, DNA, Urine)
3460T[ bnegHas TpenoHema, onpegenexHve OHK B otaensiemom
346010 (Treponema pallidum, DNA, Secretion)* 440
346POT bnegHasa TpenoHema, onpeaenenue HK B cockobe
346POT anuTenuanbHbIX KNeTok potornoTtku (Treponema pallidum, DNA, Scrape| 440
of Faucial Epithelial Cells)*
346CB bnegHas TpenoHeMa, onpeaenenne [JHK B cbiIBOPOTKE KPOBU
346CB . N 540
(Treponema pallidum, DNA, Serum)
346CMK 346CMX bnegHas TpenoHema, onpegenerne JHK B cnmHHOMO3roeomn 440
xuakocTtun (Treponema pallidum, DNA, Cerebrospinal Fluid)*
346CI 346CI1 bnegHasa TpenoHema, onpegenexHne OHK B cekpeTte npocTarhl, 350
aakynate (Treponema pallidum, DNA, Prostatic Fluid, Semen)*
346YPO bnegHasa TpenoHema, onpenenexdne OHK B cockobe
346YPO anuTenuarnbHbIX KNETOK yporeHnTanbHoro tpakta (Treponema pallidum,| 350

DNA, Scrape of Urogenital Epithelial Cells)*




468-I1

468-I1 MNoces Ha 30N0TUCTLIN CTadMMOKOKK (METULMIIIMH-PE3UCTEHTHbIN
3ono0TucTbIn ctadpunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification)

730

468-A

468-A lNoceB Ha 30510TUCTbIN CTAaUNOKOKK (METULMIIINH-PE3NCTEHTHbIN
3onotucTbin ctadunokokk, MP3C) (Staphylococcus aureus),
onpegeneHve 4yBCTBUTENbHOCTU K aHTUMUKPOBHbLIM NpenapaTtam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

810

468-P

468-P NoceB Ha 30M10TUCTbIN CTAMUITOKOKK (METULIMNINNH-PE3UCTEHTHbLIN
3onoTtuctbi ctadunokokk, MP3C) (Staphylococcus aureus),
onpeaeneHve YyBCTBUTENbHOCTU K PacLLMPEHHOMY CNEKTPY

aHTUMKKPOOHLIX NpenapaTos (Staphylococcus aureus (Methicillin-
Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

1130

468-®

468-® [NoceB Ha 30M10TUCTbIN CTAPUNOKOKK (METULMNINH-PE3NCTEHTHbIN
3onoTtucTei ctadpunokokk, MP3C) (Staphylococcus aureus),
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM Npenapartam u
bakTepuodharam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1440

459-T1

459-I1 NMoce. Ha 30n0TUCTLIN cTadunokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria |dentification)

810

459-A

459-A MNoceBs Ha 30n0TUCTLIN cTadnITOKOKK (Staphylococcus aureus),
onpegeneHve YyBCTBUTENBbHOCTU K aHTUMUKPOOHbLIM Npenapatam
(Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

920

459-P

459-P lNoceB Ha 3onoTucThin ctadmnokokk (Staphylococcus aureus),
onpegeneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMEKTPY
aHTUMMKPOGHbIX NpenapatoB (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)

1260

459-¢

459-® lNoceB Ha 30n0TUCTbIN cTadhmnokokk (Staphylococcus aureus,
onpegeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM Npenapartam 1
bakTepunodaram (Staphylococcus aureus Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1680

876

876 AHTuTena knacca lgG k ctonbHa4YHOMY aHaTokcuHy (Anti-Tetanus
toxoid 1gG)

1360

348MK

348MK CtpenTokokk, onpenenerHme AHK B mokpoTe (Streptococcus
spp., DNA, Sputum)*

1060

348171

348[1J1 CtpenTokokk, onpeaenenne OHK B nnasme kposu
(Streptococcus spp., DNA, Plasma)*

740

348POT

348POT Ctpentokokk, onpegeneHne [JHK B cockobe anutenmanbHbIX
kneTok potornoTku (Streptococcus spp., DNA, Scrape of Faucial
Epithelial Cells)*

680

348CJH

348CJTH Crpentokokk, onpeaenerne OHK B crtoHe (Streptococcus spp.,
DNA, Saliva)*

680

466

466 NMoceB Ha 6eTa-reMONUTUYECKNUIA CTPEMTOKOKK rpynmbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

810

466-A

466-A MNoceB Ha beTa-reMoNUTUYECKMIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpegeneHue
YYBCTBUTENbHOCTU K aHTUMUKPOOHbIM Npenapatam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility

Testing)

1210




454-11 MNoceB Ha GeTa-reMoNMTUYECKNI CTPENTOKOKK rpynnbl B

454-M (Streptococcus group B, Streptococcus agalactiae) (Streptococcus 1000
agalactiae Culture. Bacteria Identification)
454-A lNoces Ha 6eTa-reMonnTUYECKNin CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpegeneHue
454-A YyBCTBUTENBbHOCTM K aHTUMUKPOOHLIM npenapaTam (Streptococcus 1210
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)
331030 331030MJ1 NMHEeEBMOKOKK, onpe,qeneHme_,El,HK B Nnsiasme KpoBwu 1170
(Streptococcus pneumoniae, DNA)
33103CNH 33103CJ1H MNMHeBMOKOKK, onpeseneHue IOHK B cntoHe (Streptococcus 1170
pneumoniae, DNA)
33103POT 33103POT lNHeBmokokk, onpegenerne [OHK B cockobe anuTenmManbHbIX 1170
KneTok potornoTtku (Streptococcus pneumoniae)
33103MK 33103MK NHEBMOKOKK, onpepenexne OHK B mokpoTe (Streptococcus 1170
pneumoniae, DNA)
354KOXK Ctpentokokk rpynnel B, onpegenenne OHK (Streptococcus
354KOX . 830
agalactiae DNA) B cockobe anutenunanbHbIX KNETOK KOXK
354MOY 354MOY CTpenToKOKK rpynnbl B, onpenenexne OHK (Streptococcus 830
agalactiae DNA) B moue
354POT CtpenTtokokk rpynnsl B, onpegenexne OHK (Streptococcus
354POT . 830
agalactiae DNA) B cockobe anutenuanbHbIX KNeTOK pOTOrMOTKA
354YPO CtpenTokokk rpynnbl B, onpegenexHne OHK (Streptococcus
354YPO agalactiae DNA) B cockobe anntenvanbHbIX KNeTOK yporeHMTanbHoro 830
TpakTa
3541MPK CtpenTtokokk rpynnel B, onpeaenexnve OHK (Streptococcus
35411PK agalactiae DNA) B cockobe anutenuanbHbIX KneTok crnmancton npsamon | 830
KVULLIKA
3366 Streptococcus pyogenes, B cockobe anutenmanbHbIX KIeTok
3366 850
poTtornotkn, OHK.
1372 AHTuTena knacca IgG k aHTureHam ctpoHrunovgosa (Anti-
1372 : . 1360
Strongyloides stercoralis IgG)
1208 1208 AHTnTena knacca IgG k T-numcoTponHOMY BUpYCY YenoBeka Tuna 1190
1 n 2 Tunoe (Anti-HTLV-1, 2 1gG )
232 232 AHtuTtena knacca lgG k aHTureHam Tokcokap (Anti-Toxocara IgG) 440
80 AHTtuTena knacca lgG k Toxoplasma gondii (Anti-Toxoplasma gondii
80 I9G) 480
81 AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii
81 IgM) 580
1AVTOXO 1AVTOXO AsugHoctb Anti-Toxopl gondii IgG 1440
335BMT 335BINT Tokconnasma, onpeAeneHve OHK B*BmeTe (Toxoplasma 440
gondii, DNA, Exudate)
335CB 335CB Tokconnaswma, onpeaenexue OHK B CbIB*OpOTKe KpOBMU 620
(Toxoplasma gondii, DNA, Serum)
335CMX Tokconnasma, onpegenexHme OHK B cnMHHOMO3roBow
335CMX xngkoctu (Toxoplasma gondii, DNA, Cerebrospinal Fluid)* 440
233 233 AHtutena knacca lgG k aHtureHam Tpuxunenn (Anti-Trichinella IgG)| 440
261 AHtutena knacca lgG k Trichomonas vaginalis (Anti-Trichomonas
261 S 910
vaginalis IgG)
307MOY 307MQOM TpuxomoHaaa, onpeaenex1e ,IT'I,HK*B mMoue (Trichomonas 420
vaginalis, DNA, Urine)
307CI 307CI1 TpuxomoHaga, onpenenerHne OHK B cekpeTe npocTaThl, 330

agkynate (Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*




307YPO TpuxomoHaga, onpeaenerHne OHK B cockobe anntennansHbIX

307YPO KneTok yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape | 410
of Urogenital Epithelial Cells)*
13210ET MmmyHonornyeckoe nccrnegosaHme Ha M.tuberculosis
13210ET meTtogom T-SPOT.TB (aetn go 10 net) (T-SPOT TB - Interferon-Gamma| 7740
Release Assays, IGRA (children under 10 years of age))
1321B3P NmmyHonornyeckoe nccriegosanme Ha M.tuberculosis
1321B3P metogom T-SPOT.TB (B3pocnble u getun ctapwe 10 net) (T-SPOT TB - 7740
Interferon-Gamma Release Assays, IGRA (adults and children of ten
and over))
1266 1266 AHTuTena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis, 2480
cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, IgG, Total)
341BMT 341BIMT Mukob6aktepumn TyGepkynesa, onpegenenne AHK B Boinote 470
(Mycobacterium tuberculosis, DNA, Exudate)*
341MK 341MK Mukobaktepun TyGepkynesa, onpegenenvne [AHK B mokpoTte 890
(Mycobacterium tuberculosis, DNA, Sputum)*
341MHC Mukobaktepum Tybepkynesa, onpegenexHve JHK B
341MHC MeHcTpyansHon kposu (Mycobacterium tuberculosis, DNA, Menstrual 530
Blood)*
341MOM Mukobaktepun Ty6epkynesa, onpegenenve IHK B move
341MOH (Mycobacterium tuberculosis, DNA, Urine)* 460
341CB 341CB Mukobakrepun Tyb6epkynesa, onpegenexve HK B cbiBOpoTke 590
kpoBu (Mycobacterium tuberculosis, DNA, Serum)*
341CUH MukobakTtepun Tybepkynesa, onpegeneHue JHK B
341CUNH cvHoBmanbHom xnakoctu (Mycobacterium tuberculosis, DNA, Synovial 640
Fluid)*
341CMX Mukobaktepum Tybepkynesa, onpegenenune JHK B
341CMX cnnHHOMOo3roBou xugkoctu (Mycobacterium tuberculosis, DNA, 530
Cerebrospinal Fluid)*
341CIN Mukobaktepumn Ty6epkynesa, onpegenexHmne HK B cekpeTte
341CI1 npocTtaTbl, 3askynsaTe (Mycobacterium tuberculosis, DNA, Prostatic Fluid,| 470
Semen)*
1547 1547 Bpyuenna-IgM (Brucella, IgM) 760
1548 1548 bpyuenna-lgG (Brucella, 1gG) 760
1598TB MmmyHogmarHocTuka Ty6epKynésHon nHdekLmnn
1598TB (MuTepdepoHoBbIn TecT, TB-Feron IGRA) 6950
1546 1546 Bpyuenna-IgA (Brucella, IgA) 800
1352 "TurpaTect.TB"— ummyHoanarHocTvka Ty6epkynesHon nHdekumu,
1352 TecT BbicBOGOXAeHMA ramMma-nHTepdepoHa (Interferon-Gamma Release| 12510
Assays, IGRA)
3061 Mukobakrepun Ty6epkynesa (Mycobacterium tuberculosis
3061 1830
complex), konudectBeHHoe onpeaenenne OHK
3062 Mukobaktepun Ty6epkynesa (Mycobacterium tuberculosis
3062 complex), konuyecTteeHHoe onpeaenenne HK ¢ nocnegyowmm 4030
BblSIBIEHMEM MyTaUW, CBA3AHHbIX C NTEKAPCTBEHHON YCTONYMBOCTLIO K
pudamnuumHy 1 nsoHnasuay, metogom NLP
3063 Mukobaktepun Ty6epkynesa (Mycobacterium tuberculosis
3063 1830
complex), konudecteeHHoe onpeaenenune JHK
264 AntuTtena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
264 . 1050
urealyticum IgG)
265 AHtuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
265 . 940
urealyticum IgA)
170 171 Ureaplasma urealyticum n Ureaplasma parvum (Ureaplasma 530

urealyticum, Ureaplasma parvum)




343MOM Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),

343MOY onpegenexve HK B moye (Ureaplasma urealyticum + Ureaplasma 440
parvum, DNA, Urine)*
343CTI1 Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
343CI onpegeneHne OHK B cekpeTe npocTaThl, 3skynaTe (Ureaplasma 440
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*
343YPO Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpeaenenne [JHK B cockobe anutenuarnbHbIX KIETOK ypOreHUTanbHOro
343YPO . 380
TpakTa (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of
Urogenital Epithelial Cells)*
133 AHtutena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori
133 I9G) 470
176 AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori
176 IgM) 990
177 AHTnTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori
177 IgA) 1000
258 AHtuTtena knacca lgG k Helicobacter pylori, BbisiBnsieMmble MeTogom
258 . : . 3820
nmmyHobnoTtTuHra (Anti-Helicobacter pylori IgG, Immunoblot)
259 AHntutena knacca IgA k Helicobacter pylori, BbissiBnsieMble MeTogom
259 . . \ 3820
nmmyHobnotTuHra (Anti-Helicobacter pylori IgA, Immunoblot)
1303HEL 1303HEL 1303HEL "*C-ypeasHbinn abixatenbHbl TecT (*C-YOT, 13C- 3640
Urea Breath test, UBT). BoisBrneHue nHgekuuun Helicobacter pylori
3158XEJ1 Xenukobaktep nunopu, onpegenexue [JHK B buontate
3158XEN CNU3NCTON Xenyaka u/unu aseHaguatnnepcTHom knwku (Helicobacter 910
pylori, DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR)
3177 3177 Xenukobakrep nunopw, onnpapll,:’eneHme [OHK B kane ¢ nomoubto 1040
3178 3178 Xenukobaktep nunopw, onprclel/_qlgneHme JHK B crnitoHe ¢ nomoLbto 1040
1789 1789 CymmapHble aHTuTena k aHtureHy CagA Helicobacter pylori 470
105 AHTnTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
105 . 730
trachomatis IgA)
106 AHTutena knacca lgG k Chlamydia trachomatis (Anti-Chlamydia
106 : 730
trachomatis 1gG)
105/6 105/6 AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo 1400
(Anti-Chlamydia trachomatis IgA, IgG)
188 AHtuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
188 : 800
trachomatis IgM)
1495 1495 AHtntena knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia 900
trachomatis (Anti-cHSP60 IgG)
301BMT 301BIMT Xnamugusa (Chlamydia trachomatis), onpegenenve AHK B 440
BoinoTe (Chlamydia trachomatis, DNA, Exudate)*
3013 Xnamuawnsa (Chlamydia trachomatis), onpegenenne [HK B
3013 cockobe anuTenuanbHbIX KNeTok KoHboHKTMBBLI (Chlamydia trachomatis,| 440
DNA, Scrape of Conjunctiva Epithelial Cells )*
301MOY 301MOM Xnamngus (Chlarr_mydia trachor_natis), onpgnejleHme OHK B 440
moye (Chlamydia trachomatis, DNA, Urine)
301MPK Xnamuams (Chlamydia trachomatis), onpegenernne HK B
301MPK cockobe anuTenuanbHbIX KNeToK cnnsncton npamon knwku (Chlamydia | 440
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
301POT Xnamugusa (Chlamydia trachomatis), onpepgenexne JHK B
301POT cockobe anuTenuanbHbIX knetok poTtornoTtku (Chlamydia trachomatis, 440

DNA, Scrape of Faucial Epithelial Cells)*




301CUH Xnamuama (Chlamydia trachomatis), onpeaenenne HK B

301CVH cnHoBmanbHom xmngkocTtun (Chlamydia trachomatis, DNA, Synovial Fluid)* 660
301CMX Xnamuamusa (Chlamydia trachomatis), onpegenenve HK B
301CMXK cnmHHOMo3roBou xungkoctu (Chlamydia trachomatis, DNA, 440
Cerebrospinal Fluid)*
301CIMN Xnamngua (Chlamydia trachomatis), onpeaenenune JHK B
301Cr cekpeTe npoctarthl, 3gkynate (Chlamydia trachomatis, DNA, Prostatic 350
Fluid, Semen)*
301YPO Xnamngusa (Chlamydia trachomatis), onpegenenne JHK B
301YPO cockobe anuTennanbHbIX KNeToK yporeHutansHoro Tpakta (Chlamydia 460
trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
183 AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-
183 . . 920
Chlamydophila pneumoniae IgA)
184 Antutena knacca IgM k Chlamydophila pneumoniae (Anti-
184 ) . 890
Chlamydophila pneumoniae IgM)
185 AHtutena knacca IgG k Chlamydophila pneumoniae (Anti-
185 . . 970
Chlamydophila pneumoniae IgG )
349MK 349MK Xnamuauns (Chlamydia pneumoniae), onpegenexHve AHK B 1060
mMokpoTe (Chlamydophila pneumoniae, DNA, Sputum)*
3490 34901 Xnamnams (Chlamydia pneumoniae), onpeaenerve OHK B 820
nnasme kpoewu (Chlamydophila pneumoniae, DNA, Plasma)*
349POT Xnamuauns (Chlamydia pneumoniae), onpegenexve HK B
349POT cockobe anuTtenunanbHbIX Knetok potornotkun (Chlamydophila 680
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
349CTH 349CINH Xnamngusa (Chlamydia pneumoniae), onpenenexHvne JHK B 680
cnitoHe (Chlamydophila pneumoniae, DNA, Saliva)*
1379 AHTntena knacca lgG k rnaBHoMy 6enky HapyXHon MembpaHbl
1379 MOMP n AnTutena knacca IgG Pgp3 (membpaHoaccoLmMnmpoBaHHbIv 810
nna3muaHbii 6enok) Chlamydia trachomatis
CEPO/ CEPOI Mpodunb CeponormquKgﬂ AnarHocTuka MHAEKLUMN BbI3BAHHOMN 2090
Chlamydia trachomatis
CEPOJ11 Mpodune Cepornormyeckas guarHoCTMka XpOHUYECKUX,
CEPOJ11 6eccMMNTOMHBLIX (POPM U OCIOXHEHWI, BbI3BAHHbLIX MHADEKLMEN 2240
Chlamydia trachomatis
82 82 AHTtuTena knacca lgG k untomeranosupycy (Anti-CMV IgG) 520
83 83 AHTuTena knacca IgM k uutomeranosupycy (Anti-CMV IgM) 640
2AVCMV 2AVCMV AsuaHocTtb Anti-CMV 1gG 1580
310BMT 310BMNT LUuntomeranosupyc, onpe,qeneljvle OHK B BbinoTe (CMV DNA, 440
Exudate)
310MN3 Untomeranosupyc, onpeaenenune [JHK B cockobe
310MN3 anutenunanbHbIX KneTok koHbHHKTUBLI (CMV DNA, Scrape of 440
Conjunctiva Epithelial Cells )*
310KOX Uuntomeranosupyc, onpeaenexve HK B cockobe
310KOX anutenunanbHbIx kneTok koxn (CMV DNA, Scrape of Skin Epithelial 440
Cells)*
310MOY 310MOM Untomeranosupyc, oEJp;ien/:g;*neHme OHK B moye (CMV DNA, 440
310HOC UuTtomeranosupyc, onpeaenexHne OHK B cockobe
310HOC anuTenunanbHbIX KNeTok cnmamcton Hoca (CMV DNA, Scrape of Nasal 440
Epithelial Cells)*
310POT UuTtomeranosupyc, onpegenenne HK B cockobe
310POT anutenunanbHblx knetok potornotkn (CMV DNA, Scrape of Faucial 440

Epithelial Cells)*




310CB UuTtomeranosupyc,kavyectBeHHoe onpeaenerHne HK B

310CB cbiBopoTke kpoBu (CMV DNA, Serum)* 350
310CHH 310CJTH Untomeranosupyc, onSpaeI,;:\l,/ear)l?Hme OHK B critoHe (CMV DNA, 440
310CMX Uuntomeranosupyc, onpegenexHme JHK B CAIMHHOMO3roBom
310CMX xnakoctn (CMV DNA, Cerebrospinal Fluid)* 440
310CI 310CIN Untomeranosupyc, onpegeneHue AHK B cekpeTe npocTtaThl, 350
agkynate (CMV DNA, Prostatic Fluid, Semen)*
310YPO Uwntomeranosupyc, onpegenenue JHK B cockobe
310YPO anuTenuarnbHbIX KNeTok yporeHutansHoro tpakta (CMV DNA, Scrape of| 350
Urogenital Epithelial Cells)*
3156 LiuTomeranosupyc, konmyectseHHoe onpegeneHne JHK
3156 . 580
(Cytomegalovirus, DNA) B CbIBOPOTKE KPOBM
3045 3045 OHK Lutomeranosupyca/supyca dnwtenHa-bapp/supyca repneca 1790
6 Tuna, kon. onpegenexne (EBV-CMV-HHV6E DNA)
3106I1 31060 Uutomeranosupyc, onpegenexqne OHK B 6uontarte 1340
351BMT 351BMNT Bupyc 3nwTtenHa-bapp, onpenej;leHme IOHK B Beinote (EBV 440
DNA, Exudate)
351MOY 351MOM Bupyc dnwtenHa-bapp, o.npefl,eneHme OHK B moue (EBV 440
DNA, Urine)
351HOC Bupyc OnwtenHa-bapp, onpegenenue HK B cockobe
351HOC anuTenuanbHbiX kneTok cnuancton Hoca (EBV DNA, Scrape of Nasal 440
Epithelial Cells)*
351POT Bupyc OnwrernHa-bapp, onpegenexve HK B cockobe
351POT anutenunanbHblx kneTok potornotku (EBV DNA, Scrape of Faucial 410
Epithelial Cells)*
351CB 351CB Bupyc OnwrernHa-bapp, kadyecteseHHoe onpegenexne OHK B 380
cbiBopoTKe kpoBu (EBV DNA, Serum)*
351CJTH 351CJ1H Bupyc 3nwTtenHa-bapp, onpe,q:aneHme OHK B cnioHe (EBV 440
DNA, Saliva)
351CMX Bupyc Anwtenna-bapp, onpeaenenne HK B
351CMXK cnnHHomo3srosown xuakoctu (EBV DNA, Cerebrospinal Fluid)* 440
351CN 351CIN Bupyc 3nwtenna-bapp, onpeaenenne [OHK B cekpeTte 350
npocTtaTbl, askynaTe (EBV DNA, Prostatic Fluid, Semen)*
351YPO Bupyc 3nwTtenHa-bapp, onpeaenenne [HK B cockobe
351YPO anuTenuarnbHbIX KNeTok yporeHntanoHoro tpakta (EBV DNA, Scrape of | 350
Urogenital Epithelial Cells)*
186 186 AHTuUTena knacca IgM Kk kancMaHOMy aHTUreHy Bupyca dnTenHa- 470
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM )
187 187 AHTuTena knacca IgG kK HykneapHoMy aHTUreHy BUpyca JnuiTenHa- 560
Bapp (B3B NA IgG, Epstein-Barr Virus Nuclear Antigen IgG, EBNA 1gG)
055 255 AHtuTtena knacca IgG K paHHemy aHTureHy Bupyca dnwtenHa-bapp 590
(Anti-EBV Early Antigen (EA) 1gG )
275 275 AHtuTtena knacca lgG K kancMgHoOMy aHTUreHy Bupyca OnwtenHa- 540
Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgG)
3511 3511 Bupyc OnwrernHa-bapp, konunyecteeHHoe onpeaenenne JHK B 570
cbiBopoTKe kpoBu (EBV DNA, Serum)*
1630 OnpepeneHne nHaekca aBMaHOCTU MMMYHOrNobynuHoBs knacca G
1630 K kancuaHbiM aHTureHam VCA Bupyca 3nwtenHa-bapp B CbiIBOpOTKe 690
KpOBW.
299 229 AHtuTena knacca lgG k aHTureHam axmHokokka (Anti-Echinococcus 440

IgG)




485 NccnepoBaHue Ha kuweyHyto nanoyky (Escherichia coli O157:H7,

485 3epuxunos), oMapenHbln CMHOPOM, aHTUreHHbI TecT (Escherichia coli | 1160
0157:H7. One Step Rapid Immunochromotographic Assay)
3388 bakPesucta. BbisiBreHne reHoB pe3nCTEHTHOCTU K
3388 o 3300
rMUKONENTUAHBbIM N 6eTa-nakTamMmHbIM aHTUOMOTUKaM Yy GakTepuii
3389 BakCkpuHYT1M. BbisiBneHne ycrioBHO-NaToreHHbIX
3389 6360
MUKpoopraHnamoB metogom NLP B pexnme peanbHOro BpemeHu.
1304CUBP BoaopoaHoO-MeTaHOBbIV AblXxaTeSlbHbIA TECT C NakTyrno3omn,
1304CUBP AnarHocTtuka cuHgpoma nsbbiTouHoro 6akrepmansHoro pocta (CUBP) | 4300
(Hydrogen/Methane Breath Test with lactulose, assessment of SIBO)
3380 Spnuxug, onpegenenne OHK B uenbHon kposu (Ehrlichia
3380 . 800
chaffeensis, DNA)
1279 1279 Antntena IgG k xaHtasupycam (I'T1M1C) 820
1535 1535 AHtutena IgM k xaHtasupycam (I'J1MC) 1100
3216 3216 Pneumocystis jirovecii (carinii) OHK (kau) 1620
370 370 Boissnenne [JHK Cryptococcus neoformans 1620
AN302KTILL AN302KILL, AHannasma (Anaplasma platys, Anaplasma 1200
phagocytophilum)(kneLy ¢ >kMBOTHOro)
AN3O03KILW, AN303KJILL Babesusa (Babesia spp.)(kneLy ¢ >XMBOTHOrO) 1200
AN304KILL AN304KJIL Boppenus (Borrelia burgdorferi sensu lato)(knew, ¢ 1200
XMBOTHOrO)
AN324KJLW, AN324KJ1W Spnuxus (Ehrlichia canis)(kneLy ¢ >MBOTHOro) 1200
AN1227KJ1 ViccnepoBaHume Krella ¢ XXMBOTHOro (aHannasma (Anaplasma
AN1227KI1 phagocytophilum, Anaplasma platys), 6abesus (Babesia spp.), spnnxusa| 4560
(Ehrlichia canis), 6oppenus (Borrelia burgdorferi sensu lato))
3015 3015 Legionella pneumophila (kay.) OHK, cocko6 anuTtenuanbHbIX 870
KNEeToK CfIM3MCTON Hoca
3016 3016 Legionella pneumophila (kay.) OHK, cocko6 anuTtenuanbHbIX 870
KNeTOK CITM3NCTOWN POTOrNOTKM
3017 Legionella pneumophila (kay.) AHK, MokpoTa 1 NpoMbIBHbIE BOAbI
3017 870
OpoHXxoB
1520 1520 AHTuTena k Bupycy Kokcaku (Coxsackievirus), IgM 6110
3605 Nepnec-Bupyc Yenoseka 7 Tvna B COCKOBE anuTenmanbHbIX KNeToK
3605 1710
potornoTkn, QHK
MUWKTC MWKTC lNpo6Gonogrotoeka (MUK) 350
456-® [IncbakTepunos KueYHnka, onpeaeneHme 4yBCTBUTENbHOCTY K
456-¢ bakTepuodparam (Stool Culture. Intestinal Bacterial Overgrowth, 1900
Bacteriophage Efficiency Testing)
447 NccnepoBaHne Ha OMOLIEHO3 BRaranuiia, onpeaenexHune
YyBCTBUTENBbHOCTU K @aHTUMUKPOOHBIM Y @HTUMUKOTUYECKNM
447 npenapatam (C MUKPOCKOMMUEN HaTUBHOrO npenaparta, OKpaLleHHOro no 1360
"pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic
Susceptibility Testing (Gram Stain, Bacterioscopic Examination of
Smear))*
445 Mukpockonuyeckoe (6akTepmocKonMyeckoe) nccnegoBaHne maska,
445 okpaweHHoro no Npamy (Gram Stain. Bacterioscopic Examination of 340
Smear)
440 NoceB Ha MuUKonMasmbl, OnpeaeneHne YyBCTBUTESNTbHOCTH K
440 aHTUMUKPOOHLIM NpenapaTtam (Mycoplasma hominis Culture. Bacteria | 2390

Identification and Antibiotic Susceptibility Testing)*




444

444 ToceB Ha ypeannasmbl, onpegeneHme YyBCTBUTENbHOCTU K
aHTUMMKPOOHBIM NpenapaTtam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

2390

440/444

440/444 MoceB Ha MMKOMNasMmy 1 ypeannasmbl, onpegeneHme
YYBCTBUTENBHOCTU K aHTUMUKPOBHBIM Npenapatam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

3350

452

452 lNMoceB Ha aHa3pobHyt0 MUKpOGIopy, onpeaeneHme
YYBCTBUTENBLHOCTU K aHTUMMKPOOHbIM npenapatam (Anaerobic Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

2590

474-A

474-A lNoceB paHeBOro OTAENSAEMOro U TKaHen Ha MUKpodbnopy,
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM Npenapatam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1050

474-P

474-P MNoceB paHeBOro oTAeNseMOoro 1 TkaHen Ha MUKpodriopy,
onpegeneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMNEKTPY
aHTMMUKpPOOHLIX npenapaTtos (Wound/Pus/Aspirate/Tissue Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

1360

474-0

474-® NoceB paHEBOro OTAENSEMOrO 1 TKaHEN Ha MUKPOQSopY,
onpeaeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM Npenapartam 1
6aktepuodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

1690

464-N

464-I1 MNoces rpyaHoro monoka Ha mukpodnopy (Breast Milk Culture.
Bacteria Identification)

1000

464-A

464-A lNoceB rpyaHOro Mosioka Ha MUKpodhriopy, onpeaeneHue

YYBCTBUTENTbHOCTM K aHTUMMKPOOHBLIM npenapaTam (Breast Milk Culture.

Bacteria Identification and Antibiotic Susceptibility Testing)*

1100

464-P

464-P NMoceB rpygHOro Mosioka Ha Mukpodhriopy, onpegeneHune
YYBCTBUTENBHOCTM K pacLUMPEHHOMY CNEKTPY aHTUMMKPOOBHbIX
npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

1490

464-0

464-® NoceB rpygHOro Morioka Ha MUKpodhriopy, onpeaeneHue
YYBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenapatam u baktepuodgaram
(Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1880

475-A

475-A lNoceB. xenyu Ha mukpodonopy, onpeaeneHne YyBCTBUTENBHOCTH
K aHTUMUKpOBHbIM NpenapaTtam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

940

475-P

475-P lNoceB xenyu Ha mukpodoriopy, onpeaeneHne YyBCTBUTENBHOCTH
K paclMpeHHOMY CNEKTPY aHTUMUKPOOHbIX npenapatos (Bile Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

1260

467-A

467-A lNoceB oTAeNAeMOro BepXHUX AbiXxaTenbHbIX NyTen Ha
MUKpodpropy, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBOHbIM
npenaparam (ogHa nokanusauus) (Upper Respiratory Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1860

467-P

467-P MNoceB oTAendaemMoro BEpXHUX AblXxaTeNbHbIX NyTen Ha
MUKpOJdIiopy, onpeaeneHe 4yBCTBUTENbHOCTU K pacLUMPEeHHOMY
cnekTpy aHTUMKKPOBHbIX NnpenapaToB (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2250




467-0

467-® NoceB oTAENAEMOro BEPXHUX AblXaTeNbHbIX MyTEN Ha
MUKpOdoriopy, onpeaeneHe YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM
npenapatam n 6akrepmnodaram (Upper Respiratory Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

2070

441-A

441-A lNMoceB Mo4n Ha MUKpodriopy, onpeaeneHne YyBCTBUTENbHOCTYU K
aHTMMNKpOoOHbIM Npenapatam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

990

441-p

441-P lNoceB MOYU Ha MUKpPOQOIIOpY, onpedeneHne YyBCTBUTENbHOCTU K
pacLIMPEHHOMY CNEKTPY aHTUMUKPOOHbIX npenapatos (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2490

441-®

441-® NoceB Mo4M Ha MUKpOOriopy, onpedeneHne YyBCTBUTENbHOCTU K
aHTUMMUKPOOHbIM NpenapaTtam n 6aktepmnodgaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage

Efficiency Testing)*

1820

465-A

465-A lNoce oToensemoro rnas Ha Mukpodniopy, onpeaeneHune
4YyBCTBUTENBHOCTM K aHTUMUKPOBHbIM npenapaTtam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

900

465-P

465-P NoceB oTaensiemMoro rnas Ha Mukpodopy, onpegeneHune
YYBCTBUTESBbHOCTY K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapatos (Eye Culture. Bacteria ldentification, Antibiotic
Susceptibility, Enlarged Testing)*

1230

465-0

465-d lNoceB oTAeNs€MOro rnas Ha Mukpodhiopy, onpeaeneHune
YyBCTBUTENbBHOCTU K aHTUMMKPOBHBIM Npenapartam u 6aktepuodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1550

446-A

446-A lNoceB Ha MUKpPOhNopy oTAENAeMOro nosioBbLIX OPraHos,
onpegeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam
(Genitourinary Tract Culture. Bacteria Identification and Antibiotic

Susceptibility Testing)*

2480

446-P

446-P MNoceB oTAendemoro nonosBbIX OpraHoB Ha MUKpPOopy,
onpegeneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMEKTPY
aHTUMKKPOOHLIX NpenapaTos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2930

446-0

446-9 NoceB o0TAENAEMOro NOJIOBLIX OPraHoB Ha MUKpodopy,
onpegeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM Npenapartam 1
6aktepmodparam (Genitourinary Tract Culture. Bacteria Identification,

Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1690

473-A

473-A MNoceB oTaendemoro yuen Ha MuKkpodhriopy, onpeaeneHue
YYBCTBUTENbHOCTM K aHTUMUKPOOHLIM npenapaTam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1140

473-P

473-P lNoceB otoendemoro yuwen Ha mukpodopy, onpeaeneHue
YyBCTBUTESTbHOCTM K PACLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Ttesting)*

1490

473-®

473-® MNoceB oTAENAEMOro yuen Ha MUKpodhriopy, onpeaeneHue
YYBCTBUTENBbHOCTU K aHTUMUKPOOHBIM Npenapatam u bakteprodgaram
(Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1780

477-A

477-A lNoceB NyHKUMOHHOIO Matepmarna Ha MUKpodhnopy, onpeaeneHve
YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM Npenapatam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

830




A77-P

477-P NoceB NyHKUMOHHOIO Matepmarna Ha MUKpodhnopy, onpeaeneHve
YyBCTBUTESbHOCTM K PACLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapatos (Punctate Fluid Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

1170

472-A

472-A TloceB MOKpPOTbI U TpaxeobpOoHXMarnbHbIX CMbIBOB Ha
MUKpodoriopy, onpeaeneHve 4yBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapartam n Mukpockonuen maska (Sputum and Tracheobronchial
washings Culture. Bacteria Identification and Antibiotic Susceptibility
Testing, Microscopy)*

1670

472-P

472-P NoceB MOKpPOTbI 1 TpaxeobpoHXMarbHbIX CMbIBOB Ha
MUKpOdoriopy, onpeaeneHue Y4yBCTBUTENbHOCTM K pacLUMPEHHOMY
CMEKTPY aHTUMUKPOOHbIX NpenapaToB U MUKPOCKONMeEn mMmaska (Sputum
and Tracheobronchial washings Culture. Bacteria Identification,
Antibiotic Susceptibility, Enlarged Testing, Microscopy)*

2060

481

481 ApeHosupyc (Adenovirus), AnapenHbli CUHOPOM, aHTUrEHHbIN TecT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1200

484

484 Xenukobaktep nunopwu (Helicobacter pylori), aHTureHHbIn TecTt
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1490

201

20[ YporeHuTanbHble Ma3sku, cekpeT npocTtaTbl (ocmoTp) (Urogenital
Smears, Prostatic Fluid (Examination))

350

402

402 Kamnunobaktep, onapenHbiin CUHOPOM, BbiSIBFIEHWE aHTUreHa B
kane, nmmyHoxpomatorpadus (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1590

403

403 NoHopes, BbigBreHWe aHTUreHa, MMmyHoxpomaTorpadus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1310

405

405 JlernoHenna, BbIABNEeHNe aHTUreHa B Mo4e,
nmmyHoxpomatorpadus (Legionella pneumophila, One step rapid
immunochromotographic assay, antigen, urinae)

2210

408

408 NMHEeBMOKOKK, BbISIBIIEHWE aHTUreHa B Moye, MMMyHOoXpoMaTorpadus
(Streptococcus pneumoniae, One step rapid immunochromotographic
assay, antigen, urinae)

2210

409

409 3HTEpOBUPYC, BbISIBNIEHNE aHTUrEHa B Kane,
nmmyHoxpomatorpadus (Enterovirus, One step rapid
immunochromotographic assay, antigen, stool)

1670

441-AM

441-AM TlNoceB Mouun Ha Mukpodriopy, onpeaeneHne YyBCTBUTENBHOCTH
K aHTUMUKPOBHBIM U aHTUMMKOTUYECKMM NpenapaTam

1350

446-AM

446-AM TlNoceB 0TAENAEMOro NOOBLIX OPraHOB Ha MUKPOIIopY,
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM Y
aHTUMMKOTMYECKUM NpenapaTam

1540

465-AM

465-AM lNoceB oToensaemMoro u3 rnasa, onpeaeneHue
YYBCTBUTESTbHOCTU K aHTUMMUKPOOHBIM M aHTUMUKOTUYECKUM
npenaparam

1390

467-AM

467-AM lNoceB oTAENSEMOro BEpPXHUX AblXaTernbHbIX MyTEN Ha
MUKpOQOIiopy, onpeaeneHme YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM 1
aHTUMWKOTUYECKMM NpenapaTtam

1510

472-AM

472-AM lNoceB MOKPOTbI U TpaxeobpOoHXManbHbIX CMbIBOB,
onpegeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM 1
AHTUMWKOTUYECKMM NpenapaTam

1580

474-AM

474-AM TlNoceB paHeBOro OTAENSEMOro U TKaHEN Ha MUKpOodhriopy,
onpegeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM 1
aHTUMMKOTMYECKUM NpenapaTam

1470

475-AM

475-AM Tloces xenun Ha MUKpodropy Ha MUKpodnopy, onpeaenexHune
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Y @HTUMUKOTUYECKUM

npenapaTtam

1470




477-AM

477-AM lNoceB NyHKUMOHHOIO Matepuana Ha Mukpodnopy,
onpepaeneHne YyBCTBUTENBHOCTUN K aHTUMUKPOOHbLIM 1
aHTUMMKOTMYECKMM NpenapaTam

1470

474-AP (EKB)

474-AP (EKB) NoceB paHeBOro otaensieMoro u TkaHen Ha
MUKpodpropy, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHBIM
npenapatam C BbiSIBIEHNEM r€HOB PE3UCTEHTHOCTU K FINKONENTUAHbIM
n 6eTa-nakTamHbIM aHTUOMoTUKam y 6aktepuii metogom MNLP B pexunme
peanbHOro BpEMeHMU.

3510

477-AP (EKB)

477-AP (EKB) NoceB nyHKUMOHHOrO Matepuana Ha MMKpodnopy,
onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM Npenapartam ¢
BbISIBIEHMEM F€HOB PE3UCTEHTHOCTU K rnkonenTuaHbIM 1 6eta-
nakTamMHbIM aHTMOMOTUKam y 6aktepuin metogom MNP B pexnme
peanbHOro BpEMEHM.

3510

441-AP (EKB)

441-AP (EKB) lNoceB Moun Ha Mukpodbriopy, onpeaeneHune
YYBCTBUTENbHOCTU K aHTUMUKPOOHbBIM NpenapaTtam C BbiSIBIIEHEM
reHOB PE3MCTEHTHOCTU K rMMKONENTUAHbIM 1 B6eTa-nakTaMHbIM
aHTMbunoTturkam y 6aktepuin metogom lMLLP B pexnme pearnbHOro
BPEMEHW.

3190

446-AP (EKB)

446-AP (EKB) NoceB oTaensemoro nosioBbiX OpraHoB, Ha MUKPOdopy,
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHBLIM Npenapatam ¢
BbISIBIIEHMEM F€HOB PE3UCTEHTHOCTU K IMUKONENTUAHbLIM 1 6eTa-
nakTamMHbIM aHTMBbnoTukam y 6aktepuin metogom MNUP B pexnme
pearibHOro BpEMEHU.

3710

467-AP (EKB)

467-AP (EKB) lNoceB oToensieMoro BEpXHNX AblXaTeslbHbIX MyTEN Ha
MUKpOQoIiopy, onpeaeneHme YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM
npenapatam C BbISIBIEHUEM r€HOB PE3UCTEHTHOCTM K MIMKONENTUAHbIM
n 6eTa-nakTamHbIM aHTUGMoTUKam y 6aktepuii metogom MNLP B pexunme
peanbHOro BpeMeHM.

3510

9441-0

9441-® YckopeHHoe nccnegoBaHne Modm Ha MUKpodnopy ¢
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM npenapaTtam v
baktepuodharam (Fast urine culture, antibiotic & bacteriophage
susceptibility testing)

2160

3441-A

3441-A YcKopeHHoe nccrnegoBaHne MoYn Ha MUKpodhnopy ¢
onpegeneHnemM YyBCTBUTENbHOCTN K aHTUMUKPOOHBLIM npenapatam (Fast
urine culture & AST)

1820

446MWNK

446MUK MNMoceB 0TAENAEMOro NosIoBbIX OPraHoB Ha MUKPOopy ¢
onpeneneHnem YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTUMUKPOOHbBIX NpenapaToB U MUHUMAITbHbIX MHIMBUPYOLLNX
KOHLEeHTpauun

3250

477TMUK

477MUVIK MNoceB NyHKUMOHHOIO MaTepuana Ha MUKpodsiopy ¢

onpeneneHnem YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMEKTPY

AHTUMUKPOOHbIX NpenapaToB U MUHUMAITbHbLIX MHIMBUPYOLLNX
KOHLEHTpaLunn

1530

474MUK

474MUK TloceB oTAENAEMOr0 paHbl HA MUKPOIOpY C onpeaeneHnem
YYBCTBUTENBbHOCTM K pacLUMPEHHOMY CNEKTPY aHTUMMKPOBHbIX
npenapaTtoB U MUHUMAaIbHbIX MHIMOUPYIOLLMX KOHLEHTpaLmMM

2060

467MUVK

467MUK ToceB 0TAENAEMOro BEPXHUX AbIXaTelbHbIA NyTen Ha
MUKpOGOIIopy € onpeaeneHnem YyBCTBUTENBHOCTU K pacLUMPEHHOMY
CNeKTpy aHTUMMKPOBHBIX NpenapaToB U MUHUMAarbHbIX MHIMOUPYHOLLMX
KOHLEeHTpauun

2440

441MUK

441MUK TMoceB MouM Ha MUKpPOhNopy ¢ onpegeneHnem
YYBCTBUTENbHOCTM K pacLUMPEHHOMY CNEKTPY aHTUMMKPOOBHbIX
npenapaTtoB U MUHUMAIbHbIX MHIMOUPYIOLLMX KOHLEHTpaLmMM

3000

473MVK

473MUK TMoceB oTAENAEMOro U3 yXxa Ha MUKpodnopy ¢ onpeaeneHnem
YYBCTBUTESBHOCTY K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapatoB U MUHUMASTbHbIX UHIMBUPYIOLLIMX KOHLIEHTpaLnii

2060




475MUK ToceB xenyn Ha MUKpodbnopy ¢ onpegeneHnem

475MUK YyBCTBUTESBbHOCTY K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX 2060
npenapaTtoB U MUHUMAINbHbLIX MHIMBUPYIOLLMX KOHLEHTpaLumm
473KYA-AM lMoces oToensemMoro 13 yxa Ha MMKpodoriopy m
473KYA-AM onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM 1 1610
AHTUMWKOTUYECKMM NpenapaTam
491 491 AHanun3 MmnkpobuoTbl no OcmnoBy 5990
480 480 KynbTypanbHbIN CKPUHUHT HA NONMPE3NCTEHTHLIE BakTepun 3660
4410AA Boictpbit noces moumn (ALIFAX) ¢ ngeHTudukauuen snga
BO30yauTens, onpeaeneHmeM YyBCTBUTENbHOCTU (Propbl K OCHOBHOMY
4410AA s = 1710
CNEeKTPY aHTUBNOTUKOB U OCTAaTOYHON aHTUMMKPOBHON akKTUBHOCTU B
moye (OAA)
447-® NccnegoBaHue Ha buoLeHo3 Bnaranuila v onpegeneHune
YYBCTBUTESBHOCTM K @aHTUMUKPOOHbBIM, aHTUrpnBKOBBLIM Npenapartam 1
BakTepuodaram (C MMKPOCKOMMUEN HAaTUBHOTO Npenapara, OKpaLleHHOro
447-0 . . . S e 1830
no pamy) (Vaginal biocenosis study and determination of sensitivity to
antimicrobial, antifungal drugs and bacteriophages (with microscopy of
native preparation stained by Gram))
OAA OAA OcTaTtoyHasi aHTUMKKPOOHas akTMBHOCTb B Mo4de (OAA) 360
1278YX0O 1278Y X0 lMoceB oTAENAEMOro M3 yXa Ha NaToreHHble rpubsbl 1580
996 996 Mukpockonmyeckoe uccrieqoBaHue OTAEeNsieEMOro U3 yxa Ha 110
natoreHHble rpubbl
1278 1278 NoceB 1 MUKPOCKONUA OTAENSEMOro 13 yxa Ha natoreHHble rpubbl| 1630
11CH Umpkynupytowme nmmyHHble komnnekcol (LIMK) (Circulating
11CH 390
Immune Complexes (CIC))
314010 314019 NmmyHorpamma. TecTbl 1 ypoBHa (Immunogram. Tests level 1) | 2060
314020 NmmyHorpamma. TecTbl 3 ypOBHSA METOOOM MPOTOYHOWN
314020 LUMTOMETPUM (OCHOBHbIE cyBnonynsaumm numdoumnTos) (Immunogram. 3870
Tests level 3, Flow Cytometric Method, Main Lymphocyte
Subpopulations)
314039 NmmyHorpamma. TecTbl 3 ypOBHSA METOOOM MPOTOYHOWN
314039 unTomeTpum (6asosasd) (Immunogram. Tests level 3, Flow Cytometric 5090
Method, Base)
314049 NmmyHorpamma. TecTbl 3 ypOBHSA METOOOM MPOTOYHOWN
314040 unTomeTpum (pacwmpeHHas) (Immunogram. Tests level 3, Flow 5430
Cytometric Method, Extended)
31414® OnpegeneHune pasnmyHbIX NONynsauMi MMmdounToB,
OCHOBHbIe+ONpeaeneHne mapkepos aktmeauuun (CD-TunnposaHme
314140 MeToAoM npoTtoyHoun umutomeTpun) (Evaluation of Different Lymphocyte | 6390
Populations, Basic + Evaluation of Activation Markers (Flow Cytometry
CD-Typing))
ANMM 4MMM OnpegeneHue KonnyecTsa T-xennepos (T-Helper Cells: 2370
Determination of Number)
NMM2 MMM2 OueHka rymopanbHOro MMMyHUTETa 2240
IMM3 MMM3 OueHka ryMOPasnbHOTO MMMYyHUTETa U KNeTOYHOM 2240
PYHKLMOHANbHOW aKTUBHOCTU
45 45 immyHornobynuHel knacca A (Immunoglobulin A, IgA) 420
46 46 MimmyHornobynuHel knacca M (Immunoglobulin M, IgM) 380
47 47 NmmyHornobynuHel knacca G (Immunoglobulin G, IgG) 380
67 67 MmmyHornoOynuHbl knacca E (06w IgE, nmmyHorno6ynun E 490
o6wmn) (Immunoglobulin E Total, IgE Total)
4048 4048 NmmyHornobynuHel G (nogknaccel 1I9G1, 1gG2, IgG3, 1gG4) 19150




948 J03nHOUNbHBIN KaTUOHHbIM 6enok (Eosinophil Cationic Protein,

948 ECP) 1260
6948 6948 3031HOMUIBbHBIN KaTUOHHBIM Benok, IMmunoCAP® (Eosinophil 2130
Cationic Protein, ImmunoCAP® ECP)
1251 1251 KanbnpotektuH (S100A8/A9) B kpoBu (Calprotectin (S100A8/A9)) | 3590
1252 1252 NccnepoBaHme KOHLEHTpaummy npeansbyMuHa (TpaHCTUpeTUHa - 2990
TTR) (Prealbumin (Transthyretin - TTR))
1253 1253 NccnegoBaHme KOHLEHTpaummn peTUHON-CBA3bIBatoLLEero 6emnok 2990
(RBP) (Retinol binding protein (RBP))
1470 NccneposaHne TREC n KREC gnsa gnarHocTuku
1470 nmmyHogedumumToB B LenbHon kpou (TREC and KREC analysis for 8090
immunodeficiency diagnostics in blood)
193 KomnoHeHTbl cuctembl komnnemeHTta C3, C4 (Complement
193 830
components C3, C4)
1315C3 1315C3 C3 KomnoHeHT cuctembl komnriemeHta (Complement 440
Component C3)
1316C4 1316C4 C4 KomnoHeHT cuctembl komnnemeHta (Complement 440
Component C4)
1534 1534 Cucrtema KomMnyieMeHTa: oueHka YHKLMOHANbHOW akTUBHOCTH 2060
(CH50) (Functionality Test of Complement (CH50))
836 836 MHrmbutop C1-actepassl, aI<IT[\Il/I|_B|I)-|OCTb (C1-Esterase Inhibitor, C1- 3010
850 NHrmbutop C1-actepasbl, koHueHTpauus (C1-Esterase Inhibitor,
850 o 4300
concentration; C1-INH)
1259 1259 VccnepoBaHue KoHUeHTpauum haktopa H cnctembl komnnemeHta| 4310
1427 1427 WUccneposaHue KoHueHTpauun C5a (aHadunoTokcmHa) 2390
KOMMOHEHTa CUCTEMbI KOMMNIIEMEHTa
210 210 UnTepnenknn-1B (UJ1-1B) (Interleukin 1 Beta, IL-1) 2880
211 211 WUnTepnenknH-6 (UJ1-6) (Interleukin 6, IL-6) 2880
212 212 WNntepnenknH-8 (UJ1-8) (Interleukin 8, IL-8) 2880
213 213 NutepnenknH-10 (UJ1-10) (Interleukin 10, IL-10) 2880
214 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha,
214 . 2880
TNF-a, Cachectin)
1250 1250 UHTtepnenkuH 18 (MUJ1-18, Interleukin 18, IL-18) 2270
125 125 AHTnsigepHble antutena (AAA, aHTUHYKNeapHble aHTUTEna), 2100
ckpuHuHr (Anti-Nuclear Antibodies, ANA, Screening)
126 AHTuTena knacca lgG k gsycnupansHon HatusHon HK (aHTu-
126 AcAHK 19G, aHtn-AHK) (Double-Stranded (Native) DNA 1gG Antibodies, | 1110
Anti-dsDNA I1gG)
1267 1267 AHTMHYKNeapHbi baktop (ANA IIFT, HEp-2) 1600
1586ADN AHtntena k acHK B cbiBOpOTKE KpOBUW, NOATBEPXOAKOLLMIN
1586ADN TECT C NCNOMb30BaHMEM cybcrparta Crlthldl_a I_uqllae,_ I_gG,_ MeToAoM 1670
Henpsamon nmmyHodntoopecueHuun (Crithidia luciliae indirect
fluorescent test (CLIFT))
1588 1588 AHTuTena Kk numdountam, krnacca lgG 2110
825 AHTuTena knacca IgG Kk akcTparmpyemomy HykneapHOMy aHTUreHy
825 (QHA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein 1580

Antibodies, Anti-RNP)




826 NaHenb aHTUHYKNeapHbIX aHTUTEN NpU cknepoaepmumn
(pasgenbHoe onncanune aHtuten k aHtureHam Scl-70, CENP-A, CENP-
B, RP11, RP155, doubpunnapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75,

826 Ku, PDGFR, Ro-52), nmmyHo6noT (Scleroderma (Systemic Sclerosis) 5990
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
dunbpunnapmH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-
52, Immunoblotting)
827 AHTUHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60
kda), SS-A (52 k1a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA,
827 Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTuUreHy), MMMyHOBNOT 4500
(ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-
M2, Anti-Jo-1, Immunoblotting)
956 956 AHTuTena knacca IgG K HykneocoMam (aHTusgepHble aHTuTena), 1580
ckpuHuHr (Anti-Nuclear Antibodies, ANA, IgG, Screening)
4059 CkpuHuHr bonesHen coeanHuTenbHom TkaHn (AT k QHA,
4059 M 3050
aHTUHYKIeapHbIn daktop (AHD))
4060 CuctemHas KpacHasa BonyaHka, obcnegosanue (AT K
4060 Hykreocomam, AT Kk kapguonununy, IgG; AT k kapguonunuHy, IgM; 5270
aHTUHYKIeapHbIn dakTtop (AHD))
4061 OudbpepeHunansHas anarHoctuka CKB n gpyrnx peBmaTuyeckmnx
4061 < < 3050
3aboneBaHuii (AT K HyKneocoMmam, aHTUHYKIeapHbIn daktop (AHD))
4069 lMpodunb «CuctemHas kpacHasa BonyaHka (CKB), MOHUTOPUHT
4069 aktmeHocTu (aHTU-ac-AHK IgG, C3, C4 KOMMNOHEHTbI KOMMNEMEHTA)» 1500
(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-
double-stranded DNA IgG, C3 and C4 complement components) )
1215 AHTuTena K untonnasmaTudeckum aHtureHam SS-A (Ro) ((SS-A
1215 (52k[da)/ SS-A (60 k[a), IgG (Anti —=SS-A, IgG (Anti-SS-A-52 and anti- | 1970
SS-A-60 autoantibodies))
1216 1216 AHTUTENa K K uMTonnasmaTnyeckum aHtureHam SS-A (52x[a), 1970
IgG (Anti-SS-A-52 autoantibodies, IgG)
1217 AHTnueHTpomepHble aHTuTena CENT-B, IgG (Anti-Centromere B
1217 N 1970
autoantibodies, 1gG)
1218 AHTUTENA K 3KCTparupyemomy saepHomy aHtureHy Sm, IgG (Anti-
1218 N 1970
Sm autoantibodies, IgG)
1219 1219 AHTuTENa K 3KCTparnpyemMmbiMm gaepHbim aHTureHa RNP/Sm, IgG 1970
(Anti-RNP/Sm autoantibodies, IgG)
1220 1220 AHTUTENA K TMCTOHaM (Hlstolngcg,) IgG (Anti-Histone autoantibodies, 1970
1221 AHTuTena Kk mutoxoHapusam (AMA-M2), IgG (Anti-AMA-M2
1221 o 2280
autoantibodies, 1gG)
1224 1224 AHTTEna K yutonnasMaTtudeckum aHtureHam SS-A (60k[a), IgG 1970
(Anti-SS-A-60 autoantibodies, 1gG)
1225 AHTHUTENA K uMTonnasmaTudeckomy aHtureHy Jo-1, IgG (Anti-Jo-1
1225 o 1970
autoantibodies, 1gG)
1226 1226 AHTUTENA K uMToNnasmaTudecknum aHtureHam SS-B (La), IgG 1970
(Anti-SS-B autoantibodies, 1gG)
1228 1228 AHTuTena k aHtureHy Scl-70, 1gG (Anti-Scl-70 autoantibodies, 1IgG)| 1970
1229 AHTutena k pubocomanbHomy 6enky P (Rib-P), IgG (Anti-Rib-P
1229 o T 1970
autoantibodies, 1gG)
1232 1232 AHTuHykneapHble aHTuTena RNP-70 (Anti-RNP-70 autoantibodies)| 1960
OBC299 O6cnenoBaHMe Npy CUCTEMHOW KPACHOW BOMYaHKe,
OBC299 nmmyHonorundeckme kputepumn (Examination of systemic lupus 12980

erythematosus, immunological criteria)




1254 KomnnekcHoe uccrnegoBaHve npu aytoBocnanuTenbHbIX

1254 3aboneBaHuaX (KanbnpoTekTH B KpoBu 1 IL-18) (Analysis for 5380

autoinflammatory diseases)

1887 1887 (bnomapkep) AJIN-B-6-TecT (0OLee cCOCTOAHNE MMMYHHOM 4030

CUCTEeMbI, NOArOTOBKA K BaKLMHaUUN, 6 aHTUreHOB)
1888 1888 (Brniomapkep) 3JIN-Bucuepo-TecT-24 (aHTUTena Kk 24 aHTUreHam 9780
OCHOBHbIX OpraHoOB U CMCTEM YenoBeka)
137/138 137/138 AHtuTena knaccos IgM u IgG k dochonnnngam (Anti- 1120
Phospholipid Antibodies, APA, IgM, IgG)
966/74 966/74 AHTUTEena Kraccos IgG n IgM K bochaTnguncepuHy (Anti- 1950
Phosphatidylserine, 1gG, IgM)
967 967 AHTuTena knaccos IgA, IgM, 1gG k kapamMonunuHy, CKPUHUHT 1130
(Cardiolipin Antibodies IgA, IgM, IgG, aCL, Screening)
968 968 AHTuTena knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA)| 1020
969 AHtuTena knacca IgG k kapguonunuHy (Anticardiolipin 19G, aCL
969 I9G) 950
997 997 AHTuTena knacca IgM k Kap,zlqglzll\(zlj)'many (Anticardiolipin IgM, aCL 1370
1284 AHTuTena knaccos IgG, IgA, IgM k 6eTa-2-rnkonpoTeunHy 1,
1284 cymmapHo (Anti-B2-Glycoprotein 1 Antibodies, anti-B2-GP1, 1gG, IgA, 570
IgM, Total)
1340 AHTuTena knaccos IgG n IgM k docchaTnanncepmH-
1340 NpOTPOMOMHOBOMY KOMMMEKCY, cyMMapHo (Anti- 1740
Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, I1gG, IgM, Total)
1341 1341 AHTutena knacca IgG K aHHGIZ('JCI;I)I-W V (Annexin V Antibodies, aAnV, 1530
1342 1342 AHtntena knacca IgM k aHHekcuHy V (Annexin V Antibodies, 1530
aAnV, IgM)
1378 MNanenb aHTudocdonmnuaHeix aHtuten, IgG, IgM metogom goT-
1378 UMMYHOaHarnms, Ka4eCTBEHHbIN TECT B CbIBOPOTKE KpoBM (Anti- 11940
Phospholipid Antibodies Panel)
4062 4062 AT k kapanonununy, 1gG, IgM 2210
4063 dnarHocTuka BTOpUYHOro aHTudgocdonunuaHoro cuHapoma (AH®,
4063 3760
AT k kapguonununy, IgG, IgM)
4064 AHTUbOCHONUNNOHLIN CUHAPOM, pa3BEpPHYTOEe ceponormyeckoe
4064 nccneposanune (AH®; AT k kapguonunuHy, IgG, IgM; AT k 6eTa-2- 4290
rMUKONpoTenHy 1)

1666 1666 AT k npoTpombuHy, IgA 1690
1667APTG 1667APTG AT k npoTpombuHy, 1gG 1770
1668APTM 1668APTM AT k npotpombuHy, IgM 1770

1669 1669 AT K NPOTPOMOWHY, CKPUHWUHT 1520

1670 1670 AHTuTena k 6eta2-rnukonpotenHy lgG 1910
1671AB2M 1671AB2M AHTuTena k 6eta2-rnukonpoTtenHy IgM 1910

1672 1672 AHTuTena k 6eta2-rnukonpoTenHy IgA 1670

1340AF 1340AF AHTuTena k doccatnanncepmH-npoTPOMOMHOBOMY KOMMIIEKCY, 1790
cymmapHsble 1gG, IgM, IgA
4064NEW 4064NEW AHTM_cpoccponv_ln_vabM CUHOPOM, na6opaT.op|?|b|e KpUTepUM | g,n0
(Antiphospholipid syndrome, laboratory criteria)
1879 1879 (buomapkep) AJIN-APC-XIY TecT (aHTMdOChONMNNOHbIN 3660

cuHapom, aHTu-XIMY cuHapom, 6 aHTUreHoB)




223 AHTUTENa aHTMUCcnepmarbHble B CbIBOPOTKe KpoBu (Anti-

223 Spermatozoa Antibodies, ASA, Serum) 1120
1885 (buomapkep) AJIN-MNM-Komnnekc-12 (penpoayKTMBHOE 340POBbLE
1885 5500
XEHLLUMH, 12 aHTUreHoB)
1204 1204 AHTUTENA K LMKNUYECKOMY LINTPYISIMHUPOBAHHOMY NenTuay 1770
(AL L) (Anti-Cyclic Citrullinated Peptide, anti-CCP)
965 AHTuTena knacca lgG k kepaTuHy (AHTUKEPaTUHOBLIE aHTUTENA,
965 AKA, AHTndumnarrpmHoBble aHtutena, A®A) (Anti-Keratin Antibodies, 2630
AKA, Anti-Filaggrin Antibodies, AFA, IgG)
1332 AHTuTena knacca IgG k mogMumnpoBaHHOMY
1332 UMTPYIIMHUPOBAHHOMY BUMEHTUHY (aHTU-MUB) (Anti-Mutated 1790
Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated
Vimentin Antibodies, Anti-Sa Antibodies, IgG)
1333 1333 PeBmaTtongHbivi chakTtop, IQIQA()PCD IgA; Rheumatoid Factor, RF, 1580
308 808 Kpuctannbl B Ma3ke CMHOBUAIbHOW XUAKOCTM (MOHOYpAT HaTpus, 2190
nupodpocdaTt kanbums) (Synovial Fluid Smear, Crystals)
1536 1536 OnuromepHbIn MaTpuKcHbIi 6enok xpdwa (Human Cartilage 3570
Oligomeric Protein, COMP)
807 AHTuTena knacca IgG k 6a3anbHon membpaHe Krny6o4KkoB noyvek
807 (aHTn-BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM, 1460
I9G)
970 970 AHTuTena knacca lgG k untonnasme Hentpodunos (AHLLA) (Anti- 1760
Neutrophil Cytoplasmic Antibodies, ANCA, IgG)
812 AHTuTena knaccoe IgG, IgA, IgM Kk kneTkam cCocyancToro saHaoTenus
812 (HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA,| 2190
IgM, Total)
822 822 AHtuTena k peuentopy cdocdonunasel A2 (Anti-Phospholipase A2 3420
Receptor Antibody, PLA2R Antibodies), IgG
823 823 AHTtuTtena knacca IgG k muenonepokcugase (aHTn-MPO) 1580
(Myeloperoxidase Antibody, MPQO)
837 837 AHTtuTtena knacca IgG k C1q daktopy komnnemeHTta (Anti- 1580
Complement 1g Antibodies, Anti-C1q, IgG)
955 955 AHTtuTtena knacca lgG k npotenHase-3 (aHTK-PR-3) (Anti- 1580
Proteinase-3 Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)
821 lNMaHenb aHTUTEeN K aHTUreHaM aHTUHENTPOMUIbHBIX aHTUTenN
821 (naHenb anTureHos AHLIA), IgG (Anti-Neutrophil Cytoplasmic 4380
Antibodies, ANCA, 1gG, Panel)
4065 [uarHocTuka rpaHynemMaTo3HbIX BaCKyNIMTOB (QHTUHYKIeapHbIN
4065 dakTop (AHD), AT k untonnasme Hentpodunos (AHLIA/pANCA, 2960
cANCA), 1gG)
4066 OuarHocTturka 6bicTponporpeccupytollero rnomepynoHedputa (AT
4066 K 6azanbHom membpaHe knyboukoB nodvek, AT K uutonnasme 2780
HenTpodunos (AHLA/pPANCA, cANCA), IgG)
4067 uarHocTuka ayTOMMMYHHOIO NOpaXKeHMs novek (aHTUHYKIeapHbIn
4067 daktop (AH®P), AT k 6a3zanbHon membpaHe knyboykoB noyek, AT kK 4330
uutonnasme HenTpodmnos (AHUA/pANCA, cANCA), IgG)
OBC303 OBC303 JlabopaTtopHas anarHoctnka AHLLA-accouumpoBaHHbIX 4890
BackynmtoB (ANCA-associated vasculitides laboratory diagnostics)
201 201 AnTutena knacca IgG k 6eTa-kneTkam nogxenyao4HOM xenesbl 1960
(Anti-Islet Cell Antibodies, Islet Cell Autoantibodies, ICA)
202 AHTtuTena knacca lgG k rmytamataekapbokcunase (aHTM-GAD)
202 (Anti-GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, 2250

I9G)




202CMX Antutena k GAD (rmytamaTtgoekapbokeunase), IgG, nuksop

202CMX (Anti-GAD (glutamic acid decarboxylase), IgG, CSF) 2760
200 200 AnTtutena knacca IgG k nHeynuny (Insulin Autoantibodies, 1AA, IgG)| 810
1285 1285 AHTuTena K Tupo3suHdocdatase (IA-2) (Islet Antigen 2 Antibodies, 2190

Anti-IA2 Antibodies, |1A-2 Ab, Tyrosine Phosphatase Antibodies)
1286 AHTMTENa K aHTMreHaMm KneTok nogxenyaoyHon xxenesol GAD/IA-2,
1286 cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid 1960
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, IA2, ICA-512) Autoantibodies, Total)
1890 (buomapkep) 3JI-Ouna-TecT (CoCTOAHUE NOSKENYL0YHON
1890 - 4770
Xeneabl, caxapHbi guabeT, 8 aHTUreHoRB)
1209 1209 AHTutena knacca IgG K TkaHu sM4HuKa (aHTMoBapuarbHble 2990
aHTutena) (Anti-Ovarian Antibodies, AOA, IgG)
1287 AHtuTena knaccos IgA, IgM, 1gG k cTepomanpogyLmpyowum
1287 kneTkam HagnoyeyvHuka (ACIIK), cymmapHo (Anti-Steroidal Cell 1630
Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG,
Total)
1290 AHTuTena knaccos IgA, IgM, IgG k cTepongnpogyumpyroLmm
1290 KneTkam andka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, 2190
Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell
Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)
1291 1291 AHTUTEna K CTepoMANPOAYLMPYIOLLMM KIeTKaM penpoayKTUBHbIX 4200
TkaHen (Reproductive tissue steroid-producing cells Antibodies)
809 AHTtuTena k 6aszanbHon membpaHe koxu, IgG (Basement membrane
809 . 2580
zone antibodies, IgG)
813 AHTuTena knacca IgG k gecmocomam anugepmumca (Desmoglein
813 Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, | 3050
IgG)
1298 1298 AHTuTena knacca IgG K.ﬂeC!VIOFJ'IeI/IHy-'] (Desmoglein 1, DSG1 3050
Antibodies, 1gG)
1299 1299 AHTuTena knacca IgG K./J,eC!VIOFJ'IeI/IHy-3 (Desmoglein 3, DSG3 3050
Antibodies, IgG)
1330 AHTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies,
1330 Bullous Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, | 3050
19G)
1331 AHTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies,
1331 Bullous Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, | 3050
19G)
4054 Mpodunb «[uarHoctnka dynnesHbix gepmaTto3oB (AT K
aecmocomMam annaepmuca, AT k 6aszanbHon membpaHe koxu)» (Bullous
4054 o : : N : : 5340
Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))
7378 7378 OnpepeneHne NHTepdEPOHOBOW MOANUCK NPU ayTOUMMYHHbIX 2340
3aboneBaHusIX
972 972 AHTtuTena k aHgomusuio, IgG (Anti-Endomisial Antibodies, IgG, 1820
EMA)
810 810 AHTuTena knacca IgA K 3HOOMU3NIO (AHTUIHOOMU3UHBLIE aHTUTENa, 1860
ABMA) (Anti-Endomysial Antibodies, Anti-EMA, IgA)
805 805 AHTuTEna K napueTtanbHbIM KneTkam xenyaka, IgG (Parietal Cell 1980
Antibodies, PCA, Ig G)
971 971 AHTtuTena knaccoe IgA u IgG k petukynuHy (Anti-Reticulin 1820

Antibodies, ARA, IgA, 1gG)




270 AHTuTena knacca lgG kK geammaMpoBaHHbIM NeNTUAAM rmuaguHa

210 (Anti-Deaminated Gliadin Peptide, Anti-DGP, IgG) 900
271 271 AHTuTena knacca IgA kK geamnanpoBaHHbIM NenTugam rinvaguHa 900
(Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA)
1282 1282 AHTTEena knacca IgA K TkaHeBon TpaHcrntoTammnHase (Anti-Tissue 1460
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)
1283 1283 AHTuTena knacca IgG k TkaHeBon TpaHcrnoTamuHasze (Anti-Tissue 1460
Transglutaminase Antibodies, Anti-tTG, tTGA, IgG)
817 817 AHTuTena knacca IgG k BHyTpeHHeMy daktopy Kactna (Anti- 2390
Intrinsic Factor, IFAD, Intrinsic Factor Antibodies, IgG)
1335 1335 AHTuTena knacca IgG k caxapomuueTam (guarHoctvka 6onesHu 1580
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgG )
1336 1336 AHTuTena knacca IgA k caxapomuueTam (anarHoctuka 6onesHu 1580
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA )
1337 1337 AnTutena knacca IgA k uutonnasme Hentpodpunos (AHUA) (Anti- 1580
Neutrophil Cytoplasmic Antibodies, ANCA, IgA)
944 [narHocTmka ayTOMMMYHHOrO naHkpeaTtuta v apyrux lgG4-
944 accoummpoBaHHbIx 3abonesaHun (Diagnosis of Autoimmune Pancreatitis| 2550
and other IgG4-Related Diseases)
4055 CepoamarHocTnka ayTouMMYHHOMO racTpuTa U NepHULMO3HON
4055 aHemun (AT K napueTanbHbIM KreTkam xenyaka; AT K BHyTpeHHemy 4140
dakTopy Kactna)
4056 CepoamnarHoctuka 6onesnn KpoHa n Hecnewmdmnyeckoro
4056 a3seHHoro konuta (HAK) (AHUA/pANCA, cANCA, IgG; AHLIA/ANCA, 5920
IgA; ASCA, 1gG, IgA)
4057 Llennakus, ceponornvecknii cKpuHuHr (AT kK aHgommsnio, IgA; AT K
4057 , 3050
JeaMmmanpoBaHHbIM NenTugam rmuaguHa, IgG; IgA obu,.)
4058 Llennakus, ceponornyeckast gnarHoctuka (AT K aHgomusnio, IgA,;
4058 C , 4950
AT K TKaHeBOW TpaHcrnyTamuHase, IgA, 1gG; IgA obwy.)
15306KK AHTuTena knaccos IgA 1 IgG k 6okanoBMaHbBIM KreTkam
1530BKK KnweyHuka, cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, 1580
IgA, IgG, Total)
1531AALIK 1531AALIK AHTuTena knaccos IgG u Ig,f\ kK GP2 aHTUreHy 2630
LeHTpoaunHapHbIX KNeTok nogkenynodHomn xenesol (Anti-GP2)
1532AIMXK AHTUTENa K aunHapHbIM KeTkam nogKenygoyHomn Xenesbl,
1532AIDK IgG n IgA CymMMapHo (aHTMTeﬂa K 9K3OKPUHHOW YaCTN MOMKENYAOYHON | pg1
xenesbl, Autoantibodies against Exocrine Pancreas, Pancreatic
Antibodies, PAB)
1617 1617 AHTUTENA K 3HTepounTam, knacca lgG 3050
4057NEW 4057NEW Ceponornyeckunim CKPUHMHT Lienmakmn (Serological screening 1730
of celiac disease)
1891 1891 AHTuTena k Saccharomyces cerevisiae (ASCA IgG, EIliA) (Anti- 2390
Saccharomyces cerevisiae Antibodies (ASCA IgG, EIliA))
1892 1892 AHTuTena k Saccharomyces cerevisiae (ASCA IgA, EIliA) (Anti- 2390
Saccharomyces cerevisiae antibodies (ASCA IgA, EliA))
1893 1893 AHTHTENa K Ae3aMUHMPOBaHHbIM NenTuaam rmmaguna, IgA, EliA 2390
(Anti-deamidated gliadin peptides antibodies, IgA (DGP IgA, EliA))
1894 1894 AHTUTENa K Ae3aMMHMPOBaHHbIM NenTuaam rnuaguHa, IgG, EliA 2390
(Anti-deamidated gliadin peptides antibodies, 1gG (DGP IgG, EliA))
1895 AHTUTENna K TkKaHeBOW TpaHcrnyTamuHase, IgG, EliA (Anti-tissue
1895 . AR : 2390
transglutaminase antibodies, IgG, EIliA)
1896 AHTuTena K TkaHeBOW TpaHcrnytTamuHase, IgA, EliA (Anti-tissue
1896 : ) . 2390
transglutaminase antibodies, IgA, EIiA)
1898 1898 dekanbHbIN KanbnpoTekTuH (Fecal calprotectin, EIiA) 4550




1886 (buomapkep) AJIN-XKKT-TecT-12 (cocTOsIHME OpPraHOB CUCTEMBI

1886 4890
nuwieBapeHusi, 12 aHTUreHoB)
804 804 AHTuTena k MMTOXOanMﬂM,IIggC% (Mitochondrial Antibodies, AMA, 1950
806 806 AHTuTena Kk rmagkon myckynaTtype, IgG (Smooth Muscle Antibodies, 1950
SMA, ASMA, IgG)
819 819 AHTMTena K MMKpocoMam neyeHn u novek, IgG (anti-liver kidney 1840
microsomal antibody, anti-LKM, 1gG)
1288 MNaHenb aHTUTen knacca lgG npy ayToMMMyHHbIX 3aboneBaHusx
neyvenun (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1,
1288 LC-1, SLA/LP, SSA/R0-52), ummyHo6110T (Autoimmune Disease Liver | 4700
Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1,
SLA/LP, SSA/R0-52, IgG, Immunoblotting)
1289 AHTuTena knacca IgG k acuanornMkonpoTeMHOBOMY peLienTopy
1289 (aHTn-ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, 2190
Anti-ASGPR, 1gG)
1197 1197 Komnnekc MmapkepoB ayTOMMMYHHOrO renatuTa 2090
1897 AHTuTEna Kk mutoxoHapusam (AMA-M2), 1gG, EliA (Anti-AMA-M2
1897 Sy . 2940
autoantibodies, 1gG, EliA)
936 936 AHTuTena k akBanopuHy 4 (NMO), IgG 3590
937 937 AHTtuTena knacca lgG k ckeneTHbiM Mblwuam (ACM) (Anti-Skeletal 1570
Muscle Antibodies, AStMA, 1gG)
938 AHTuTena knaccos IgG un IgM k raHrnmosugam (nanH-6not: GM1;
938 GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, 7380
cynbdatngpl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies,
Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)
939 MuosuT-cneumdunyHble aHTuTena knacca IgG (namH-6not: Mi-2, Ku,
939 PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis- 5200
Specific Panel)
803 AHTuTEna K aueTunxonmHoBoMy peuentopy (AxP, anarHocTtuka
803 mMuacteHun), cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR,| 7380
Total)
953 AHTMHelrpoHanbHble aHTUTENa Knacca IgG (nann-6not: Hu
953 (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amdundpmaun) (Anti- 7380
Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2,
Ri (ANNA2), Amphiphysin))
954 954 AHtutena knacca IgG NMDA (N-meTtun-D-acnaptaT) rnytamatHomy 5650
peuenTopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG)
954CMX AnTtutena k NMDA rnytamatHomy peuentopy, IgG,
954CMX onpegenexue B nuksope (aHTM-NMDAR 1gG, N-methyl-D-Aspartate 4020
Receptor Antibodies, CSF)
4049 OnuroknoHanbHbI IgG B NukBope (LepedpocnnHanbHOM
4049 XngkocTtn) n coiBopoTke Kposu (Oligoclonal IgG, Cerebrospinal Fluid 5650
(CSF), Serum)
1541 CBoboaHble nerkue uenv MMMyHornobynuHoB kanna n naméaa B
1541 nuksope (Cerebrospinal Fluid Concentration of Immunoglobulin Free 2550
Light Chains)
1538 1538 AHTuTena K muenuHy 1gG, meToa Henpsmon 2920
nMmmMmyHodpnroopecueHuun (Anti-myelin antibody, IgG, IF)
1581CB AHtutena k LGI1 u CASPR2 (KOMNOHEHTbLI KOMMAeKca
1581CB kanueBbIx kaHanoB), IgG, ceiBopoTka kpoBmu (VGKC-associated proteins | 8160

LGI1 and CASPR2 antibodies, serum)




1581CMX AnTtutena k LGI1 n CASPR2 (kOMNOHEHTbI KOMMeKkca

1581CMX kanuesbIx kaHanoB), IgG, nukeop (VGKC-associated proteins LGI1 and | 8160
CASPR?2 antibodies, CSF)
1582CB AHTuTena K peuentopam HenpoHos TunoB NMDA,CASPR, LG,
1582CB AMPA1, AMPA2, GABAR1 knacca IgG, pasgensHo, onpegeneHuve B 18030
CbIBOPOTKE
1582 AHTnTena k peuentopam HenpoHoB Tunoe NMDA,CASPR, LGI,
1582 AMPA1, AMPA2, GABAR1 knacca IgG, pasgensHo, onpeaeneHuve B 18200
NMKBOpE
1584AN AHTMHenpoHanbHble aHTUTEeNa, IgG, meToq HenpsiMon
1584AN nmmyHodpnyopecueHumm (Neuronal antibodies, 1gG, Indirect 4380
immunofluorescence (lIF))
1585MUSK AHTUTENA K MbILLEYHO-Ccneundunyeckon TMpo3NHKMHa3e
1585MUSK (aHTM-MuSK) B cbiBopoTKe kpoBu, (Muscle-specific tyrosine kinase 7260
(MuSK) antibody)
1537 KomnnekcHoe nccnegoBaHne Ans UCnosib30BaHUst B AWarHOCTUKe
1537 paccedaHHOro cknepoasa: onpegeneHue onuroknoHaneHoro IgG (nuksop, | 7790
CbIBOPOTKA) 1 CBOGOAHbIX NErKUX Liene MMMYHOrNoByMHOB (FTMKBOP)
1584CMIK 1584CMX AT AHTMHeMpOHaﬂI?HbIe B nukBope, IgG (Neuronal antibody 4500
liquor, 1gG)
1257 1257 WccnepoBaHue KOHLleHTpa(L\I,;/Ié/IGCT;ESIKTOp pocTa 3HOOTENMs COCyaoB 3230
1343 1343 AHTUTENA K MUEenuH-accoummpoBaHHoMy rnvkonpoTenHy (MAG) 5630
1554 1554 AHtutena k GM1 raHrnnosngy knaccoe IgG n IgM 4310
2928 PacluMpeHHoe cepornormyeckoe nccnegoBanue npu sabonesaHnsax
2928 cnekTpa onTukoHenpomuenuta (Extended serological testing for 8800
neuromyelitis optica spectrum disorders)
1787 1787 AHTUTENA K MMenuMHonurogeHgpounTHomMy rnukonpotenHy (MOG) | 7340
1872 1872 (bnomapkep) AJIN-H-TecT-12 (cocTosiHNE HEPBHOW CUCTEMBI, 12 5620
aHTUreHoB)
815 815 AHTtuTtena knacca IgG k cepaedHon myckynatype (M1okapay), 1740
aHTUMUOKapananeHble aHTuTena (Anti-Heart Antibodies, 1gG)
844 844 AKTUBHOCTb aHrMOTEeH3MH-NpeBpaLlatoiero gepmeHTa (Ald) 3120
cbiBopoTKM KpoBu (Angiotensin Converting Enzyme, ACE, Serum)
923 923 HeonTtepwuH (HI1) B cbiBopoTKe kpoBu (Neopterin, Serum) 2190
4068 BocnanutenbHble myuokapguonatum (AT kK mutoxoHgpuam (AMA),
4068 o 3500
AT Kk cepaeyHon myckynaType)
1889 (buomapkep) AJTN-AHkop-TecT-12 (COCTOSIHME cepaeyHo-
1889 y 5130
COCYANCTON CUCTEMBI, 12 aHTUrEeHOB)
973 AHTuTena knacca kK IgG TpombouuTam, Henpsmon TecT (Platelet
973 A : 4220
Antibodies IgG, Indirect)
6830M6 6830M6 lNneceHb Alternaria alternata (m6) IgE, ImmunoCAP (Alternaria 1470
alternata (m6) IgE, ImmunoCAP)
6846M229 lMNMneceHb Alternaria alternata, rAlt a 1 (m229) IgE,
6846M229 ImmunoCAP (Mold Alternaria alternata, rAlt a 1 (m229) IgE, 3340
ImmunoCAP)
6831M3 6831M3 ﬂneceH.b Aspergnlus fumigatus (m3) IgE, ImmunoCAP 1440
(Aspergillus fumigatus (m3) IgE, ImmunoCAP)
6833M5 6833M5 Npubok Cant;hda albicans (m5) IgE, ImmunoCAP (Candida 880
albican, m5, IgE, ImmunoCAP)
6834M2 6834M2 lNneceHb Cladosporium herbarum (m2) IgE, ImmunoCAP 1170
(Cladosporium herbarum (m2) IgE, ImmunoCAP)
6863M227 6863M227 'pnbbl poga Manaccesuns (m227) IgE, ImmunoCAP 1620

(Malassezia spp. (m227) IgE, ImmunoCAP)




6832M1 lNneceHb Penicillium notatum (P.chrysogenum, m1) IgE,

6832M1 ImmunoCAP (Penicillium notatum (P.chrysogenum, m1) IgE, 1170
ImmunoCAP)
6801PI Cmecb OeTCKUX MULLEBbLIX U UHranNsALMOHHbIX anfepreHos
6801PI Phadiatop Infant, IgE, ImmunoCAP (Cmecb AeTCKUX NULLEBBLIX U 3740
MHransiynoHHbIx annepreHoB Phadiatop Infant, IgE, ImmunoCAP)
66632 Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca
66632 (f237) IgE, ImmunoCAP) 1620
66605 Aeokapo (f96) IgE, ImmunoCAP (Avocado, Persea americana
66605 (f96) IgE, ImmunoCAP) 1620
6806F76 Anbda-naktansbymuH nBos d4 (f76) IgE, ImmunoCAP (Alpha-
6806F 76 lactalbumin nBos d4 (f76) IgE, ImmunoCAP) 3340
6814W230 AMBpo3usa Bbicokas, nonbiHonucTHas, nAmb a1 (w230) IgE,
6814W230 ImmunoCAP (Common ragweed, artemisia, nAmb a1 (w230) IgE, 3340
ImmunoCAP)
6903E210 6903F210 Ananac (f210) IgE, ImmunoCAP (Pineapple (f210) IgE, 1140
ImmunoCAP)
6882F33 6882F33 AnenbcuH (f33) IgE, ImmunoCAP (Orange (f33) IgE, 1170
ImmunoCAP)
6872F13 6872F13 Apaxuc (f13) IgE, ImmunoCAP (Peanut (f13) IgE, 1190
ImmunoCAP)
66606 Apbys (f329) IgE, ImmunoCAP (Watermelon, Citrullus lanatus
66606 (f329) IgE, ImmunoCAP) 1620
66638 66638 baknaxaH (f262) IgE, ImmunoCAP (Eggplant, Solanum 1620
melongena (f262) IgE, ImmunoCAP)
6877F92 6877F92 BanaH (f92) IgE, ImmunoCAP (Banana (f92) IgE, ImmunoCAP)| 1140
6901F88 6901F88 bapanuHa (f88) IgE, ImmunoCAP (Lamb (f88) IgE, 1470
ImmunoCAP)
6809T3 6809T3 Bepesa (13) IgE, ImmunoCAP (Birch (t3) IgE, ImmunoCAP) 980
6810T215 Bepesa 6opogasyaTtas, 6enok PR-10, rBet v1 (t215) IgE,
68107215 ImmunoCAP (Birch warty, protein PR-10, rBet v1 (t215) IgE, 3340
ImmunoCAP)
68117221 68117221 bepesa 6oponasyatas, rBet v2, rBet v4 (1221) IgE, 2130
ImmunoCAP (Silver birch, rBet v2, rBet v4 (t221) IgE, ImmunoCAP)
6808F77 Beta-nakrornobynuH nBos d5 (f77) IgE, ImmunoCAP (Beta-
6808F77 lactoglobulin nBos d5 (f77) IgE, ImmunoCAP) 3340
66639 bpokkonu (f260) IgE, ImmunoCAP (Broccoli, Brassica oleracea
66639 (f260) IgE, ImmunoCAP) 1620
66633 66633 BuwHs (f242) IgE, ImmunoCAP (Cherry, Prunus avium, f242, IgE, 1140
ImmunoCAP)
6878F27 6878F27 lNosaguHa (f27) IgE, ImmunoCAP (Beef (f27) IgE, 1170
ImmunoCAP)
66630 66630 lNopox (f12) IgE, ImmunoCAP (Pea, Pisum sativum, f12, IgE, 1620
ImmunoCAP)
6900F209 6900F209 MpenndpyT (f209) IgE, ImmunoCAP (Grapefruit, f209, IgE, 1620
ImmunoCAP)
6886F 11 6886F11 Npeunxa (f11) IgE, ImmunoCAP (Buckwheat, f11, IgE, 1320
ImmunoCAP)
66643 66643 LlamnuHboHbl (f212) IgE, ImmunoCAP (Mushrooms, Agaricus 1220
hortensis, 212, IgE, ImmunoCAP)
66634 66634 Npywa (f94) IgE, ImmunoCAP (Pear, Pyrus communis, f94, IgE, 1320
ImmunoCAP)
6819H1 6819H1 Cmecb annepreHos gomaiuHen noinu Greer (h1) IgE, 1170

ImmunoCAP (Greer (h1) IgE House Dust Allergen Mixture, ImmunoCAP)




6825H2 Cmecb annepreHoB gomatuHen nbinu Hollister-Stier (h2) IgE,

6825H2 ImmunoCAP (Hollister-Stier House Dust Allergen mix (h2) IgE, 1170
ImmunoCAP)
6879F45 [poxokn nekapckne (Saccharomyces cerevisiae) (f45) IgE,
6879F45 ImMmunoCAP (Yeast Flakes, Saccharomyces cerevisiae, 45, IgE, 1180
ImmunoCAP
6890F 44 6890F44 3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP (Strawberry, f44, 1170
IgE, ImmunoCAP)
6807F78 KaseuH, nBos d8 (f78) IgE, ImmunoCAP (Casein, nBos d8
6807F78 (f78) IgE, ImmunoCAP) 3340
6870F93 6870F93 Kakao (f93) IgE, ImmunoCAP (Cocoa, f93, IgE, ImmunoCAP) | 1140
6895F216 Kanycta 6enokovaHHas (f216) IgE, ImmunoCAP (White
6895F216 cabbage (f216) IgE, ImmunoCAP) 1620
6887F35 6887F35 KapTtodpens (f35) IgE, ImmunoCAP (Potato, 35, IgE, 1180
ImmunoCAP)
6898F84 6898F84 Kueu (f84) IgE, ImmunoCAP (Kiwi (f84) IgE, ImmunoCAP) 1140
6818D2 Knew, gomawHen neinu Dermatophagoides farinae (d2), IgE,
6818D2 ImmunoCAP (House dust mite Dermatophagoides farinae (d2) IgE, 1110
ImmunoCAP )
6817D1 Knew, gomawHen nuinn Dermatophagoides pteronyssinus (d1),
6817D1 IgE, ImmunoCAP (House dust mite Dermatophagoides pteronyssinus 1160
(d1) IgE, ImmunoCAP )
6908171 6908171 Komap (i71) IgE, ImmunoCAP (Mosquito (i71) IgE, 1320
ImmunoCAP)
66627 66627 Kodbe (f221) IgE, ImmunoCAP (Coffee, Coffea spp., 221, IgE, 1140
ImmunoCAP)
6841E94 6841E94 Kowika, rFel d1 (€94) IgE, ImmunoCAP (Cat, rFel d1 (e94) IgE, 2540
ImmunoCAP)
6804E1 6804E1 Kowka, nepxoTb (e1) IgE, ImmunoCAP (Cat dander (e1) IgE, 1130
ImmunoCAP)
6902F23 6902F23 Kpab (f23) IgE, ImmunoCAP (Crab (f23) IgE, ImmunoCAP) 1620
6894F24 6894F24 KpeseTka (f24) IgE, ImmunoCAP (Shrimp (f24) IgE, 1180
ImmunoCAP)
6861E85 6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP (Chicken, feather (€85) 1140
IgE, ImmunoCAP)
6917K82 6917K82 Jlatekc (k82) IgE, ImmunoCAP (Latex (k82) IgE, ImmunoCAP)| 1160
6889F208 6889F208 Jlnmon (f208) IgE, ImmunoCAP (Lemon (f208) IgE, 1140
ImmunoCAP)
66607 66607 Jlowapap, nepxoTsb (e3) IgE, ImmunoCAP (Horse dander (e3) IgE, 1620
ImmunoCAP)
66640 66640 Jlyk (f48) IgE, ImmunoCAP (Onion, Allium cepa (f48) IgE, 1620
ImmunoCAP)
66635 ManuHa (f343) IgE, ImmunoCAP (Raspberry, Rubus idaeus
66635 (f343) IgE, ImmunoCAP) 1140
66636 66636 MaHgapuH (f302) IgE, ImmunoCAP (Tangerine (f302) IgE, 1140
ImmunoCAP)
66631 66631 MuHganb (f20) IgE, ImmunoCAP (Almond (f20) IgE, ImmunoCAP)| 1140
66618 66618 Mornoko ko3be (f300) IgE, ImmunoCAP (Goat milk (f300) IgE, 1140
ImmunoCAP)
6805F2 6805F2 Monoko koposbe (f2) IgE, ImmunoCAP (Cow's milk (f2) IgE, 1110
ImmunoCAP)
6891F31 6891F31 Mopkosb (f31) IgE, ImmunoCAP (Carrot, f31, IgE, 1180

ImmunoCAP)




6862E6 Mopckasi cBuHka, anutenui (e6) IgE, ImmunoCAP (Guinea pig,

6862E6 epithelium (e6) IgE, ImmunoCAP) 1620
6873F83 6873F83 Msco kypuubl (f83) IgE, ImmunoCAP (Chicken meat (f83) IgE, 1180
ImmunoCAP)
6848F232 OBanbbymuH anua, nGal d2 (f232) IgE, ImmunoCAP (Egg
6848F232 ovalbumin, nGal d2 (232) IgE, ImmunoCAP) 2000
6884F7 6884F7 Osec (f7) IgE, ImmunoCAP (Oats (f7) IgE, ImmunoCAP) 1180
6849F233 Osomykouna, nGal d1 (f233) IgE, ImmunoCAP (Ovomucoid,
6849F233 nGal d1, f233, IgE, ImmunoCAP) 3340
66603 66603 Oscannua nyroeas (g4) IgE, ImmunoCAP (Meadow fescue (g4) 1140
IgE, ImmunoCAP)
66604 66604 Orypeu, (f244) IgE, ImmunoCAP (Cucumber, 244, IgE, 1260
ImmunoCAP)
66646 66646 OgyeaH4ymk (w8) IgE, ImmunoCAP (Dandelion (w8) IgE, 1140
ImmunoCAP)
6911C1 6911C1 MNMennumnnuu G (c1) IgE, ImmunoCAP (Penicillin G, c1, IgE, 1320
ImmunoCAP)
6912C2 6912C2 MennuunnumH V (c2) IgE, ImmunoCAP (Penicillin V (c2) IgE, 1620
ImmunoCAP)
6876F95 6876F95 lMepcuk (f95) IgE, ImmunoCAP (Peach (f95) IgE, ImmunoCAP)| 1620
66647 66647 MNogconHeyvHuk (W204) IgE, ImmunoCAP (Sunflower, w204, IgE, 1620
ImmunoCAP)
6874W6 6874W6 MNonbiHb 06bIkHoBEeHHasA (W6) IgE, ImmunoCAP (Common 1060
wormwood (w6) IgE, ImmunoCAP)
6815W231 lNonblHb 06bikHOBEHHas, nArtv1 (w231) IgE, ImmunoCAP
6815W231 (Common wormwood, nArtv1 (w231) IgE, ImmunoCAP) 2670
6816W233 lNonblHb 06bIkHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP
6816W233 (Wormwood, nArtv3, w233, IgE, ImmunoCAP) 3340
6881F25 6881F25 Tomar (f25) IgE, ImmunoCAP (Tomato (f25) IgE, ImmunoCAP)| 1240
6824E213 Monyrain, nepo (e213) IgE, ImmunoCAP (Parrot, feather,
6824E213 €213, IgE, ImmunoCAP) 1290
6904F55 6904F55 Mpoco noceBHoe (nweHo) (f55) IgE, ImmunoCAP (Millet (f55) 1620
IgE, ImmunoCAP)
6869F4 6869F4 MweHunua (f4) IgE, ImmunoCAP (Wheat (f4) IgE, ImmunoCAP) | 1190
6892F9 6892F9 Puc (f9) IgE, ImmunoCAP (Rice (f9) IgE, ImmunoCAP) 1170
66601 66601 Poxb (f5) IgE, ImmunoCAP (Rye (f5) IgE, ImmunoCAP) 1620
66648 66648 Pomawuka (w206) IgE, ImmunoCAP (Chamomile (w206) IgE, 1620
ImmunoCAP)
6893F26 6893F26 CsunuHa (f26) IgE, ImmunoCAP (Pork (f26) IgE, ImmunoCAP)| 1200
6885F85 6885F85 Cenbaepen (f85) IgE, ImmunoCAP (Celery, 85, IgE, 1620
ImmunoCAP)
6820HS Cmecb annepreHoB gomaluHen noinu (Hollister-Stier) (hx2) IgE,
6820HS ImmunoCAP (House dust allergen mixture (Hollister-Stier) (hx2) IgE, 2200
ImmunoCAP)
6822MX2 6822MX2 Cmecb annepreHoBs nieceHu (mx2) IgE, ImmunoCAP (Mold 1800
allergen mixture (mx2) IgE, ImmunoCAP)
6821TX9 Cmeck annepreHoB nbibubl AgepesbeB (1x9) IgE, ImmunoCAP
68217X9 (Tree pollen allergen mix (tx9) IgE, ImmunoCAP) 1680
6838WX1 Cmecb annepreHos nbinbLbl COpHbIX Tpas (wx1) IgE,
6838WX1 ImmunoCAP (Weed pollen allergens mix (wx1) IgE, ImmunoCAP) 1040
6914FX5 6914FX5 Cmech petckux nuwieBbix annepreHos (fx5) IgE, ImmunoCAP 1800

(Mixture of children's food allergens (fx5) IgE, ImmunoCAP)




6883CF Cmecb nuwieBbix annepreHoB (fx15) IgE, ImmunoCAP (Food

6883CF allergen mixture (fx15) IgE, ImmunoCAP) 1800
6897FX21 6897FX21 Cmechb nNULLEBbIX annepreHos (fx21) IgE, ImmunoCAP (Food 2010
allergens mix, fx21, IgE, ImmunoCAP)
6868GX1 Cmecb annepreHoB NblifbLbl PAHHELBETYLLMX NYyroBbiX TPaB
6868GX1 (gx1) IgE, ImmunoCAP (Early flowering meadow grasses pollen 1550
allergens mix (gx1) IgE, ImmunoCAP)
66651 66651 CmopoanHa kpacHas (f322) IgE, ImmunoCAP (Red currant (f322) 1620
IgE, ImmunoCAP)
6843E101 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP (Dog, rCan f 1
6843E101 (€101) IgE, ImmunoCAP) 3340
6803E5 6803E5 Cobaka, nepxoTb (€5) IgE, ImmunoCAP (Dog, dander (e5) IgE, 1130
ImmunoCAP)
6871F 14 6871F14 CoeBble 606b!I (f14) IgE, ImmunoCAP (Soybeans (f14) IgE, 1190
ImmunoCAP)
690916 TapakaH pbbxui (npycak) (i6) IgE, ImmunoCAP (German
690916 cockroach (i6) IgE, ImmunoCAP) 1620
6835G6 6835G6 Tumocpeeska nyroeas (g6) IgE, ImmunoCAP (Timothy grass 1370
(g6) IgE, ImmunoCAP
6812G213 Tumodbeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE,
6812G213 | | imunoCAP (Timothy grass, rPhl p1, rPhl p5 (g213) IgE. ImmunoCAP) | 240
6813G214 6813G214 'TVIMO(beeBKa nyroas, rPhl p7, rPhl p12 (g214) IgE, 2540
ImmunoCAP (Timothy grass, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP)
6880F3 6880F3 Tpecka atnaHtnyeckas (f3) IgE, ImmunoCAP (Atlantic cod (f3) 1190
IgE, ImmunoCAP)
6829TP 6829TP Tpuntasa, ImnmunoCAP (Tryptase, InmunoCAP) 3480
6852F351 TponomwnosuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP
6852F 351 9Shrimp tropomyosin, rPen a1(f351) IgE, ImmunoCAP) 2420
6888225 6888F225 TeikBa (f225) IgE, ImmunoCAP (Pumpkin, f225, IgE, 1140
ImmunoCAP)
6915K80 dopmanbgerng (dbopmanuH) (k80) IgE, ImmunoCAP
6915K80 (Formaldehyde (formalin) (k80) IgE, ImmunoCAP) 1620
6896F 17 6896F 17 ®yHayk (f17) IgE, ImmunoCAP (Hazelnut, f17, IgE, 1170
ImmunoCAP)
6916C8 6916C8 XnoprekcnauH (c8) IgE, ImmunoCAP (Chlorhexidine (c8) IgE, 1620
ImmunoCAP)
66628 66628 Yain nuctoson (f222) IgE, ImmunoCAP (Leaf tea (f222) IgE, 1140
ImmunoCAP)
66641 66641 YecHok (f47) IgE, ImmunoCAP (Garlic, f47, IgE, ImmunoCAP) 1620
6875F49 6875F49 Abnoko (f49) IgE, ImmunoCAP (Apple (f49) IgE, ImmunoCAP)| 1180
690713 690713 Ag ocbl obbikHOBEeHHOW (i3) IgE, ImmunoCAP (Wasp venom, i3, 1620
IgE, ImmunoCAP)
690612 690612 Ap ochbl I'IFITHI/ICTO!Z (i2) IgE, ImmunoCAP (Spotted wasp venom 1170
(i2) IgE, ImmunoCAP)
690511 An nyenbl megoHocHom (i1) IgE, ImmunoCAP (Honey bee venom
690511 . 1110
(i1) IgE, ImmunoCAP)
6836F 1 6836F1 AnunHbii 6enok (f1) IgE, ImmunoCAP (Egg white (f1) IgE, 1470
ImmunoCAP)
6837F75 6837F75 Anunbin xentok (f75) IgE, ImmunoCAP (Egg yolk (f75) IgE, 1170
ImmunoCAP)
66629 66629 Aumensb (f6) IgE, ImmunoCAP (Barley (f6) IgE, ImmunoCAP) 1620
6802PH 6802PH Cwmecb annepreHos Phadiatop, IgE, ImmunoCAP (Phadiatop 4540

allergen mix, IgE, ImmunoCAP)




6920W5 lMonbiHb ropbkas (w5) IgE, ImmunoCAP (Absinthium, w5, IgE,

6920W5 ImmunoCAP) 1140
6844E102 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP (Dog, rCan f 2
6844£102 (€102) IgE, ImmunoCAP) 3340
6851K208 Jlnsoumm sinua, nGal d4 (k208) IgE, ImmunoCAP (Egg
6851K208 lysozyme, nGal d4, k208, IgE, ImmunoCAP) 3340
6855F353 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP (Soybean, rGly
6855F353 m 4/PR-10, 353, IgE, ImmunoCAP) 3340
6847E204 Bblunin CbiIBOPOTOYHLIN anbbymuH, nBos d6 BSA (e204) IgE,
6847E204 ImmunoCAP (Bovine serum albumin, nBos d6 BSA (e204) IgE, 3340
ImmunoCAP)
6919E81 OBua, anutenuu (e81) IgE, ImmunoCAP (Sheep, epithelium
6919E81 (€81) IgE, ImmunoCAP) 1110
6005 CradmnokokkoBbI 3HTEpoTOKCKH A, IgE (Enterotoxin A
6005 1140
(Staphylococcus aureus), IgE, m80)
6006 CtadmnokokkoBbI 3HTEpPOTOKCHH B, IgE (Enterotoxin B
6006 1140
(Staphylococcus aureus), IgE, m81)
6922 6922 NmmyHornobynuHel knacca E (o6wmi IgE, ummyHornobynuH E 1140
obwmin), ImmunoCAP (Immunoglobulin E Total, IgE Total, ImmunoCAP)
6823MX1 Cmecb annepreHoB nnecHesbix rpubos (mx1) IgE,
6823MX1 ImmunoCAP (Mold allergens mix (mx1) IgE, ImmunoCAP) 1550
6931F245 6931F245 Anuo kypuHoe (f245) IgE, ImmunoCAP (Whole eggb 2456 1470
IgE, ImmunoCAP)
6932F79 6932F79 NioteH (f79) IgE, ImmunoCAP (Gluten (f79) IgE, ImmunoCAP)| 1470
6312EX1 6312EX1 Cmecb annepreHoB anuTenust AoMaLlHnX XMBOTHbIX (ex1) IgE, 2010
ImmunoCAP (Pets epithelium allergens mix (ex1) IgE, ImmunoCAP)
6839 6839 Kowwuka (ansbymuH ceiBopoTku), rkel d2 (e220) IgE, ImmunoCAP 2510
(Cat (serum albumin) rFel d2 (e220) IgE, ImmunoCAP)
6315 6315 Cmecb annepreHoB nblinbLbl COPHbIX Tpas (wx2) IgE, ImmunoCAP 2510
(Allergen mix of weed pollen (wx2) IgE, ImmunoCAP)
6828IM 6828IM MNMaHenb "Ok3ema" IgE, ImmunoCAP (Eczema Panel IgE, 8390
ImmunoCAP)
6850F 323 KoHanbbymuH anua (nGal d3, £323) IgE, ImmunoCAP (Egg
6850F323 conalbumin (nGal d3, £323) IgE, ImmunoCAP) 2880
6918EX73 6918FX73 Cmecb annepreHos msaca (fx73) IgE, ImmunoCAP (Meat 2010
allergen mix, fx73, IgE, ImmunoCAP)
6865M81 6865M81 CTadunrnoKokkoBbIN aHTEPOTOKCHMH B (m81) IgE, ImmunoCAP 1620
(Staphylococcal enterotoxin B (m81) IgE, ImmunoCAP)
6864M80 6864M80 CTannoKoKKOBbIN 3HTEPOTOKCHH A (m80) IgE, ImmunoCAP 1620
(Staphylococcal enterotoxin A (m80) IgE, ImmunoCAP)
66652 TponomnosuH knewen gomaiiHen neinn Dermatophagoides
66652 pteronyssinus rDer p 10 (d205) IgE, ImmunoCAP (Tropomyosin of house 4400
dust mites Dermatophagoides pteronyssinus rDer p 10 (d205) IgE,
ImmunoCAP)
66653 Knew gomawHen neinn Dermatophagoides pteronyssinus, rDer p
66653 2 (d203) IgE, ImmunoCAP (House dust mite Dermatophagoides 4400
pteronyssinus, rDer p 2 (d203) IgE, ImmunoCAP)
66654 Knew gomawHen neinn Dermatophagoides pteronyssinus, rDer p
66654 1 (d202) IgE, ImmunoCAP (House dust mite Dermatophagoides 4400
pteronyssinus, rDer p 1 (d202) IgE, ImmunoCAP)
6857 Mblwb, sanutenuin, 6enku ceiBOPOTKMN 1 Moun (€88) IgE,
6857 ImmunoCAP (Mouse epithelium, serum and urine proteins (e88) IgE, 1880

ImmunoCAP)




68271M lManenb "Actma/puHunT B3pocnbie” IgE, ImmunoCAP

6827IM (Asthma/Rhinitis Adults Panel IgE, ImmunoCAP) 8390
6572 6572 Am6po3aus Bbicokast (w1) Ig E, ImmunoCAP (Ragweed (w1) Ig E, 1250
ImmunoCAP)
6826IM MNManenb "Actmal/punnt getn" IgE, ImmunoCAP (Asthma/Rhinitis
68261M Panel for Children IgE, ImmunoCAP) 9230
6552 6552 Tononb TpexrpaHHbii (114) IgE, ImmunoCap (Cottonwood (114) 1250
IgE, ImmunoCap)
6553 6553 Tumodeeska nyrosas rPhl p1 (g205) IgE, ImmunoCap (Timothy 1620
grass rPhl p1 (g205) IgE, ImmunoCap)
6554 6554 Poxb nocesHas (g12) IgE, ImmunoCap (Rye (g12) IgE, 1250
ImmunoCap)
6555 6555 Nlebepa (w15) IgE, ImmunoCap (Scale /Atriplex lentiformis (w15) 1250
IgE, ImmunoCap)
6556 6556 Ackapuga (p1) IgE, ImmunoCAP (Ascaris (p1) IgE, ImmunoCAP) | 1250
6558 Cmecb annepreHos rpbidyHoB (ex70) IgE, ImmunoCAP (Rodents
6558 . 1250
allergens mix (ex70) IgE, ImmunoCAP)
6560 Cmecb annepreHoB nbinbLbl Tpas (Wx7) IgE, ImmunoCap (Weed
6560 1190
pollen (wx7) IgE, ImmunoCap)
6561 6561 MNneceHb Aspergillus flavus (m228) IgE, ImmunoCAP (Aspergillus 1250
flavus (m228) IgE, ImmunoCAP)
6562 6562 Monoko kunga4yeHoe (f231) IgE, ImmunoCAP (Boiled milk (f231) 1250
IgE, ImmunoCAP)
6563 6563 AMbpo3nsa obbikHOBEHHas (ronomernbyartasl) w2, IgE, ImmunoCAP 1250
(Common ragweed (naked ragweed) w2, IgE, ImmunoCAP)
6564 6564 Exa cbopHas (g3) IgE, ImmunoCAP (Cocksfoot (g3) IgE, 1250
ImmunoCAP)
6565 6565 bepesa 6opogasyatas, rBet v2 (t216) IgE, ImmunoCAP (Birch 1620
warty, rBet v2 (1216) IgE, ImmunoCAP)
6566 6566 Xomsk, anutenun (e84) IgE, ImmunoCAP (Hamster epithelium, 1250
e84 IgE, ImmunoCAP
6567 Knew pomaiuHen neiiv Dermatophagoides microceras (d3) IgE,
6567 ImmunoCap (House dust mite Dermatophagoides microceras (d3) IgE, | 1250
ImmunoCap)
6568 6568 Bepesa, rBet v4 (1220) IgE, ImmunoCap (Birch (t220) IgE, 1620
ImmunoCap)
6569 6569 Mpeuknn opex (f256) IgE, ImmunoCap (Walnut (f256) IgE, 1250
ImmunoCap)
6570 6570 Cmecb annepreHoB NbinbLbl 3NakoBbIxX Tpas (gx4) IgE, 1250
ImmunoCAP (Grass pollen allergens mix (gx4) IgE, ImmunoCAP)
6571 Knew pomawuHen neinn Euroglyphus maynei (d74) IgE,
6571 ImmunoCAP (House dust mite Euroglyphus maynei (d74) IgE, 1250
ImmunoCAP)
6573 6573 lNneeen (g5) IgE, ImmunoCap (Rye grass (g5) IgE, ImmunoCap) | 1620
6574 lNneceHb Aspergillus niger (m207) IgE, ImmunoCap (Aspergillus
6574 . 1620
niger (m207) IgE, ImmunoCap)
6575 6575 ductawkm (f203) IgE, ImmunoCap (Pistachio (f203) , IgE, 1620
ImmunoCap)
6576 6576 Yeuesnua (f235) IgE, ImmunoCap (Lentil (f235) IgE, ImmunoCap)| 1620
6577 CeuHopown nanbyaTtbin (g2) IgE, ImmunoCap (Bermuda grass (g2)
6577 920
IgE, ImmunoCap)
6583 6583 lMNMoTawHuk (w11) IgE, ImmunoCap (Kalidium (w11) IgE, 1020
ImmunoCap)
6584 6584 Akauus (t19) IgE, ImmunoCap (Acacia (t19) IgE, ImmunoCap) 1620




6585 NHcynuH Yenoeveckuii (¢73) IgE, ImmunoCap (Human insulin

6585 (c73) IgE, ImmunoCap) 1620
6586 6586 Bpasunbckuii opex (f18) IgE, ImmunoCap (Brazil nut (f18) IgE, 1620
ImmunoCap)
6587 MNopopoxHuk naHuetoBmaHbin (W9) IgE, ImmunoCap (Plantain
6587 1620
lanceolata (w9) IgE, ImmunoCap)
6578 6578 HyT 6apanui (f309) IgE, ImmunoCap (Chickpeas (f309) IgE, 1620
ImmunoCap)
6579 6579 Maco nHgenku (f284) IgE, ImmunoCap (Turkey meat (f284) IgE, 1620
ImmunoCap)
6580 6580 KopoBa, nepxoTb (e4) IgE, ImmunoCap (Cow, dander (e4) IgE, 1620
ImmunoCap)
6581 MNopgconHeyvHuk, cemeHa (k84) IgE, ImmunoCap (Sunflower seeds
6581 1620
(k84) IgE, ImmunoCap)
6582 6582 Kewsto (f202) IgE, ImmunoCap (Cashew (f202) IgE, ImmunoCap) | 1620
6588 6588 Kykypyasa (f8) IgE, ImmunoCap (Corn (f8) IgE, ImmunoCap) 1620
6589 6589 Annszakunga (p4) IgE, ImmunoCap (Anisakid (p4) IgE, ImmunoCap)| 1620
6591 6591 BuHorpag (f259) IgE, ImmunoCap (Grapes (f259) IgE, 1620
ImmunoCap)
6592 6592 KneH siceHenucTtHbin (1) IgE, ImmunoCap (Box elder (t1) IgE, 1620
ImmunoCap)
6593 6593 Cmecb annepreHoB 60608Bbix 1 oBowen (fx13) IgE, ImmunoCap 2070
(Legume and vegetable allergen mixture (fx13) IgE, ImmunoCap)
6400 6400 NucoxsocT nyrosor (g16) IgE, ImmunoCap (Meadow foxtail (g16) 1620
IgE, ImmunoCap)
6401 Kykypy3a, nbinbua (g202) IgE, ImmunoCap (Corn, pollen (g202)
6401 1620
IgE, ImmunoCap)
6402 6402 Mornb (i8) IgE, ImmunoCAP (Bombyx mori, i8, IgE, ImmunoCAP) 950
6403 6403 KaHapeiika gomalwHss, nepo (€201) IgE, ImmunoCAP (Serinus 1620
canarius, €201, IgE, ImmunoCAP)
6404 6404 Mapb 6enas (w10) IgE, ImmunoCap (White goosefoot (w10) IgE, 1620
ImmunoCap)
6405 6405 WnuHart (f214) IgE, ImmunoCAP (Spinachia oleracea (f214) IgE, 1620
ImmunoCAP)
6406 6406 Xnonok (o1) IgE, ImmunoCap (Cotton (01) IgE, ImmunoCap) 1620
6407 6407 Xypma (f301) IgE, ImmunoCAP (Persimmon (f301) IgE, 1620
ImmunoCAP)
6425 6425 BbysnHa yepHas (t205) IgE, ImmunoCap (Elder (t205) IgE, 1620
ImmunoCap)
6426 6426 Tumodpeeska nyrosas Phl p 5b (g215) IgE, ImmunoCap (Timothy 3140
grass Phl p 5b (g215) IgE, ImmunoCap)
6427 6427 ObiHa (f87) IgE, ImmunoCap (Melon (f87) IgE, ImmunoCap) 1620
6428 6428 Nea ko3bs (112) IgE, ImmunoCap (Willow (t12) IgE, ImmunoCap) | 1620
6429 6429 AnnepreH c6, AmokcuumnnuH, IgE, ImmunoCap (Amoxicillin (c6), 1550
IgE, ImmunoCap)
6596 6596 Knew gomaiuHen noin Blomia tropicalis (d201) IgE, ImmunoCap 1620
(House dust mite Blomia tropicalis (d201) IgE, ImmunoCap)
6598 6598 Cmecb annepreHos pbibbl (fx74) IgE, ImmunoCAP (Fish allergen 1620
mixture (fx74) IgE, ImmunoCAP)
6599 Cmecb pervioHarnbHbIx annepreHos (rx6) IgE, ImmunoCap (Mixture
6599 . 1480
of regional allergens (rx6) IgE, ImmunoCap)
6595 6595 Knnapuc BeyHoseneHbin (t23) IgE, ImmunoCap (Cupressus 1620

sempervirens (t23) IgE, ImmunoCap)




66659 lNocteHHuua (w19) IgE, ImmunoCap (Wall pellitory (w19) IgE,

66659 1620
ImmunoCap)
66656 66656 Nony6b, nepo (e215) IgE, ImmunoCap (Pigeon, feather (e215) 1620
IgE, ImmunoCap)
66657 66657 duHuk (f289) IgE, ImmunoCap (Dates (f289) IgE, ImmunoCap) 1620
66658 66658 Lumpuua konocuctas (w14) IgE, ImmunoCap (Spicy acorn (w14) 1620
IgE, ImmunoCap)
6424 6424 ycb, nepo (e70) IgE, ImmunoCap (Goose feathers (e70) IgE, 1620
ImmunoCap)
6412 6412 Cmecb annepreHoB nepbes Ntuy (ex72) IgE, ImmunoCap 1620
(Cagebirds Allergen Mix, ex72, IgE, ImmunoCap)
6408 6408 dopensb (f204) IgE, ImmunoCap (Trout, Rainbow trout (f204) IgE, 1620
ImmunoCap)
6423 KpacHbin nepeu (nanpuka) (f218) IgE, ImmunoCap (Paprika, Sweet
6423 1620
Pepper (f218) IgE, ImmunoCap)
6421 6421 CbiBOpOTKa KopoBbero Mmonoka (f236) IgE, ImmunoCap (Cow's 1620
whey (f236) IgE, ImmunoCap)
6410 6410 Cnuea (f255) IgE, ImmunoCap (Plum (f255) IgE, ImmunoCap) 1620
6433 6433 Ykpon (f277) IgE, ImmunoCap (Dill, 277, IgE, ImmunoCap) 1620
6416 YepHbin nepey, (f280) IgE, ImmunoCap (Black pepper (f280) IgE,
6416 1620
ImmunoCap)
6413 Cbip Yenaep (f81) IgE, ImmunoCap (Cheddar cheese (f81) IgE,
6413 1620
ImmunoCap)
6418 6418 Cblp ¢ nnecexbio (f82) IgE, ImmunoCAP (Mold cheese, 82, IgE, 1620
ImmunoCAP)
6417 6417 MNMeTpywka (f86) IgE, ImmunoCap (Parsley, f86, IgE, ImmunoCap | 1470
6411 6411 Cmecb nuwiesbIx annepreHos (fx26) IgE, ImmunoCap (Food 1620
Allergen Mix fx26, IgE, ImmunoCap)
6415 6415 OBec nocesHow (g14) IgE, ImmunoCap (Oats (g14) IgE, 1020
ImmunoCap)
6419 6419 Cmecb annepreHoB ambpoaun (wx209) IgE, ImmunoCAP 1620
(Ragweed allergen mixture (wx209) IgE, ImnmunoCAP)
6432 6432 TyHey xentonépbin (f40) IgE, ImmunoCAP (Thunnus albacares, 1620
f40, IgE, ImmunoCAP)
6430 6430 Tumodeeska nyrosas Phl p 7 (g210) IgE, ImmunoCap (Timothy 1620
grass Phl p 7 (g210) IgE, ImmunoCap)
6431 6431 Tumodeeska nyrosas rPhl p12 (g212) IgE, ImmunoCap (Timothy 1620
grass rPhl p12 (g212) IgE, ImmunoCap)
6409 Cmecb annepreHos nneceHn (mx4) Ige, ImmunoCap (Moulds
6409 . 1620
Allergens mix (mx4) IgE, ImmunoCap)
6420 6420 Jluna menkonuctHas (t208) IgE, ImmunoCap (Linden (t208) IgE, 1620
ImmunoCap)
6673 6673 Cmecb annepreHoB NbinbLbl COPHbIX TpaB (wx5) IgE, ImmunoCap 1620
(Weed Pollen Allergen Mix, wx5, ImmunoCAP)
6674 6674 MacnuHbl (f342) IgE, ImmunoCAP (Olive black, Olea europaea, 1620
f342, IgE, ImmunoCAP)
6675 6675 Cmecb annepreHoB NbifbLbl 3r1akoBbIxX Tpas (gx2), IgE, 1620
ImmunoCAP (Grass pollen allergens mix, gx2, IgE, ImmunoCAP)
6676 6676 MNweHnua nocesHas (g15) IgE, ImmunoCap (Cultivaited wheat, 920
Triticum aestivum, g15, IgE, (ImmunoCAP)
6677 6677 Cenbapb (f205) IgE, ImmunoCAP (Herring, Clupea harengus, 205, 1620

IgE, ImmunoCAP)




6678 lNneceHb Mucor racemosus (m4) IgE, ImmunoCAP (Mold Mucor

6678 racemosus (m4) IgE, ImmunoCAP) 1620
6679 6679 CocHa Benmytora (t16) IgE, ImmunoCAP (White pine, Pinus 1620
strobus, 116, IgE, ImmunoCAP)
6680 6680 CnieneHb (i204) IgE, ImmunoCAP (Horse fly, Tabanus spp., i204, 1230
IgE, ImmunoCAP)
6681 6681 MNneceHb Fusarium moniliforme (m9) IgE, ImmunoCAP (Mold 1620
Fusarium moniliforme (m9) IgE, ImmunoCAP)
6682 Kpbica, anutenui, 6enku cbiBOpoTkn 1 Moun (e87) IgE,
6682 ImmunoCAP (Rat epithelium, serum, urine proteins, €87, IgE 1620
ImmunoCAP)
6921F9 6921F9 Matro (f91) IgE, ImmunoCAP (Mango (f91) IgE, ImmunoCAP) | 1620
6435 6435 Mantyc 6enokopbivi (f303) IgE, ImmunoCAP (Halibut, 1310
Hippoglossus hipoglossus, f303, IgE ImmunoCAP)
6437 6437 Pak peuHon (f320) IgE, ImmunoCAP (Crayfish, Astacus astacus, 1250
320, IgE, ImmunoCAP)
6438 6438 TmuH (f265) IgE, ImmunoCAP (Caraway, Carum carvi, f265, IgE, 1250
ImmunoCAP)
6439 6439 Ceekna (f319) IgE, ImmunoCAP (Beetroot, Beta vulgaris, 319, 1250
IgE, ImmunoCAP)
6445 Kegposbii opex (f253), IgE, ImmunoCap (Pine nut, pignoles (f253)
6445 1250
IgE, ImmunoCAP)
6446 6446 OcTtparoH (TapxyH) (f272) IgE, ImmunoCAP (Tarragon (f272) IgE, 1250
ImmunoCAP)
6447 6447 Kokoc (f36) IgE, ImmunoCAP (Coconut, Cocos nucifera, f36, IgE, 1290
ImmunoCAP)
6448 6448 basunuk (f269) IgE, ImmunoCAP (Basil, Ocimum basilicum, 269, 1250
IgE ImmunoCAP)
6590 Cmecb annepreHoB AOMaLIHUX XNBOTHbIX (ex2) IgE, ImmunoCAP
6590 : 1250
(Pet allergens mix, ex2, IgE, ImmunoCAP
6594 6594 Cmecb annepreHoB nbinbLbl COpHbIX Tpas (Wx3) IgE, ImmunoCAP 1250
(Weed pollen, wx3, IgE, ImmunoCAP)
6856F422 Apaxuc rAra h 1 (f422) IgE, ImmunoCAP (Arachis hypogaea,
6856F422 rAra h 1, f422, IgE, ImmunoCAP) 3540
6857F423 Apaxuc, pekoMOMHAHTHbIN anneprokoMnoHeHT rAra h 2 (f423)
6857F423 IgE, ImmunoCAP (Peanut, Arachis hypogaea, recombinant allergen rAra| 3540
h 2 (f423) IgE, ImmunoCAP)
6858F424 Apaxuc, pekoMOHaHTHbIN anneprokoMnoHeHT rAra h 3 (f424)
6858F424 IgE, ImmunoCAP (Peanut, Arachis hypogaea, recombinant allergen rAra| 3540
h 3 (f424) IgE, ImmunoCAP)
6860F427 Apaxuc, peKOMOUHAHTHbIN anneprokoMnoHeHT rAra h 9/LTP
6860F427 (f427) IgE, ImmunoCAP (Peanut, Arachis hypogaea, recombinant 3540
allergen rAra h 9/LTP (f427) IgE, ImmunoCAP)
6859F 352 Apaxuc, peKOMOUHAHTHbIN anneprokoMnoHeHT rAra h 8/PR-
6859F352 10 (f352) IgE, ImmunoCAP (Peanut, Arachis hypogaea, recombinant 3540
allergen rAra h 8/PR-10 (f352) IgE, ImmunoCAP)
6323 Cmecb annepreHoB osowen (fx14) IgE, ImmunoCAP (Vegetable
6323 . 1620
allergens mix, fx14, IgE, ImmunoCAP
677372 6773T2 Onbxa cepas (t2) IgE, ImmunoCAP (Gray alder (t2) IgE, 1620
ImmunoCAP)
6774EXTA 6774EX71 Nepo pomaiuHen ntmubl (ex71) IgE, ImmunoCAP (Poultry 1620

feather, ex71, IgE, ImmunoCAP)




6775TX5 Cmecb annepreHoB nbibLbl AepeBbeB (ix5) IgE, ImmunoCAP

6775TX5 (Tree pollen, mix tx5, IgE, ImmunoCAP) 1620
6777T4 JlewmHa obbikHOBEHHas (opelwHuk) (t4) IgE, ImmunoCAP
677714 (Corylus avellana (t4) IgE, ImmunoCAP) 1620
6845E221 6845E221 Cobaka, CbIBOpOTO'-II.-IbIVI anbbymuH (nCan f3, e221) IgE, 1620
ImmunoCAP (Dog, serum albumin (nCan f3, e221) IgE, ImmunoCAP)
6929 6929 Cmecb annepreHos opexos (fx1) IgE, ImmunoCAP (Mix nut 1620
allergens (fx1), IgE, ImmunoCAP)
6950 6950 Nococs (f41) IgE, ImmunoCAP (Salmon (f41) IgE, ImmunoCAP) 1620
6467 MNaHenb «[eTckue nuwleBble annepreHbl» paclwmpeHHas IgE,
6467 ImmunoCAP (Children's Food Allergens panel, expanded IgE, 10190
ImmunoCAP)
6468 MNaHenb «lepeq onepauunen. Anneprust Ha KOMMOHEHTbI
6468 MeguuuHeknx nagenuiny IgE, ImmunoCAP (Pre-operative Allergy to 5390
Medical Device Components" panel, IgE, ImmunoCAP)
6469 MaHenb «lepen BakumMHaunen. Anneprua Ha KOMMOHEHTbI
6469 BakuuH» pacwmpeHHas IgE, ImmunoCAP (Before Vaccination. Allergy to| 6590
vaccine components expanded panel IgE, ImmunoCAP)
6470 6470 NMaHenb «Anneprusa Ha nnecHesble rpubsbi» IgE, IMmunoCAP 2390
(Mold Allergy Panel IgE, ImmunoCARP)
6471 MNaHenb «lMnweBas TOKCMKOUHPEKUNSA. Anneprusa Ha
6471 3HTEPOTOKCUHBbI cTadpunokokkar» IgE, ImmunoCAP (Food Poisoning. 3590
Allergy to Staphylococcal Enterotoxins Panel IgE, ImmunoCAP)
6472 6472 MNaHenb «Anneprusa Ha naToreHHble rpubbl» IgE, ImmunoCAP 4190
(Allergy to Pathogenic Fungi Panel IgE, ImmunoCAP)
6473 MNanenb «lMuwesas anneprus» IgE, ImmunoCAP (Food Allergy
6473 4190
Panel IgE, ImmunoCAP)
6474 6474 MaHenb «bbiToBas anneprus» pacwmpeHHas IgE, ImmunoCAP 6590
(Expanded Household Allergy Panel IgE, ImmunoCAP)
6475 MaHenb «lepen BakumMHaunen. Anneprua Ha KOMMOHEHTHI
6475 BakuuHy» IgE, ImmunoCAP (Before Vaccination. Allergy to Vaccine 4190
Components Panel IgE, ImmunoCAP)
6476 Manenb «lepeq onepaunen. Anneprus Ha KOMMOHEHTHI
6476 MeanumnHeknx nagenuny Ige, ImmunoCAP (Pre-operative Allergy to 5390
Medical Device Components" panel, IgE, ImnmunoCAP)
6449 6449 lMNonesuua noberoHocHas (g9) IgE, ImmunoCAP (Creeping 1620
bentgrass (redtop), Agrostis stolonifera, g9, IgE, ImmunoCAP)
6450 Koctep nonesow (g11) IgE, ImmunoCAP (Brome grass, Bromus
6450 . . 1620
inermis, g11, IgE, ImmunoCAP)
6451 6451 Kambana mopckas (f254 ) IgE, ImmunoCAP (Plaice, Pleuronectes 1620
platessa (f254) IgE, ImmunoCAP)
6452 6452 TumbsH (f273) IgE, ImmunoCAP (Thyme, Thymus vulgaris, f273, 1620
IgE, ImmunoCAP)
6453 6453 Kopuangp (f317) IgE, ImmunoCAP (Coriander, Coriandrum 1620
sativum, f317, IgE, ImmunoCAP)
6454 6454 Msata nepeyHas (f332) IgE, ImmunoCAP (Pepermint, Mentha 1620
piperita, 332, IgE, ImmunoCAP)
6455 6455 Naeposbii nucT (f278) IgE, ImmunoCAP (Laurel (bay leaf), Laurus 1620
nobilis, 278, IgE ImmunoCAP)
6456 6456 AHuc (f271) IgE, ImmunoCAP (Anise, Pimpinella anisum, 271, IgE, 1620
ImmunoCAP)
6457 6457 CapguHa ganbHeBocToYHas (f61) IgE, ImmunoCAP (Sarddine, 1620

Sardinops melanosticta, 161, IgE, ImmunoCAP)




6458 CraBpuga (f60) IgE, ImmunoCAP (Jack mackerel, Trachurus

6458 japonicus, f60, IgE, ImmunoCAP) 1620
6459 Nmbunpsb (f270) IgE, ImmunoCAP (Ginger, Zingiber officinale (f270)
6459 1620
IgE, ImmunoCAP)
6460 6460 Ckymbpusa atnantndeckas (f206) IgE, ImmunoCAP (Mackerel, 1620
Scomber scombrus (f206) IgE, ImmunoCAP)
6461 lNepevy, 3enévbin (f263), IgE, ImmunoCap (Green pepper (f263)
6461 1620
IgE, ImmunoCap)
6462 Kpanvea gsygomHas (w20) IgE, ImmunoCAP (Nettle, Urtica dioica
6462 1620
(w20), ImmunoCAP)
6463 6463 MNocTteHHnua (w21) IgE, ImmunoCAP (Wall pellitory (w21) IgE, 1620
ImmunoCAP)
6464 6464 3onoTapHuk (3onoTtas poasra, w12) IgE, ImmunoCAP (Goldenrod, 1620
Solidago virgaurea, w12, IgE, ImmunoCAP)
6465 6465 MawiopaH (f274) IgE, ImmunoCAP (Marjoram, Origanum majorana, 1620
f274, IgE, ImmunoCAP)
6466 6466 NBo3guka (f268) IgE, ImmunoCAP (Clove, Syzygium aromaticum, 1620
f268, IgE, ImmunoCAP)
6793 6793 Kponuk (anutenuin) (€82) IgE, ImmunoCAP (Rabbit epithelium 1620
(e82) IgE, ImmunoCAP)
6924 6924 Cmecb annepreHoB Nbinblbl AepeBbeB (tx6) IgE, ImmunoCAP 2130
(Tree pollen allergens mix (tx6) IgE, ImmunoCAP)
6910175 6910175 Ag wepwHs (i75) IgE, ImmunoCAP (Hornet (i75) IgE, 1620
ImmunoCAP)
6866M226 CTtadnnoKoKKOBbIN 3HTEpOTOKCUH TSST (m226) IgE,
6866M226 ImmunoCAP (Staphylococcal enterotoxin TSST, m226, IgE, 1620
ImmunoCAP)
6942 6942 XXenatuH koposui (c74) IgE, ImmunoCAP (Cow gelatin (c74) IgE, 1760
ImmunoCAP)
6493 MNaHenb «MuweBasa anneprus. ANLO KypuHoe: 6enoK 1 XenTok»
6493 IgE, ImmunoCAP (Food Allergy Panel. Chicken Egg: White and Yolk 2100
Panel IgE, ImmunoCAP)
6486 6486 MNaHenb «AcTtma, puHUT (aeTun)» pacwmperHas IgE, ImmunoCAP 15350
(Asthma, Rhinitis (Children) Expanded Panel IgE, ImmunoCAP)
6485 MNaHenb «AcTma, pUHUT (B3pocnble)» paclumpeHHas IgE,
6485 ImmunoCAP (Asthma, Rhinitis (Adults) Expanded Panel IgE, 14750
ImmunoCAP)
6487 6487 MNaHenb «3k3ema» pacwmpeHHas IgE, ImmunoCAP (Expanded 16210
Eczema Panel (IgE, ImmunoCAP))
6488 lNaHenb «lMporHo3 apdpekteHocT ACUT. Bepésza» IgE,
6488 ImmunoCAP (ASIT Efficacy Prediction Panel. Birch Tree IgE, 3780
ImmunoCAP)
6477 Manenb «lporHo3 agpdektnsHoctn ACUT. Tumodeeska» IgE,
6477 ImmunoCAP (ASIT Efficacy Prediction Panel. Timothy Grass Panel (IgE,| 2480
ImmunoCAP)
6479 6479 Manenb «[lMporHo3 acpdektuBHocTM ACUT. CopHble TpaBsbi» IgE, 7120
ImmunoCAP (ASIT Efficacy Prediction Panel. Weeds IgE, ImmunoCAP)
6480 MaHenb «lporHo3 addektneHocTn ACUT. Knewm gomallHemn
6480 nbinuy» IgE, ImmunoCAP (ASIT Efficacy Prediction Panel. House Dust | 10050
Mites IgE, ImmunoCAP)
6478 MNaHenb «Bbibop nutomMua. Anneprus Ha JOMaLLHUX XUBOTHBIX»
6478 IgE, ImmunoCAP (Choosing a Pet. Pet Allergies Panel IgE, 4720

ImmunoCAP)




6481 MNaHenb «bbiToBas anneprusa» Ige, ImmunoCAP (Household

6481 Allergy Panel IgE, ImmunoCAP) 7570
6482 6482 MaHenb «NonnuHo3. Anneprus Ha Nblfbly aepesbeBy» IgE, 5640
ImmunoCAP (Hay Fever Panel. Tree Pollen Allergy IgE, ImmunoCAP)
6484 6484 MaHenb «Anneprusa Ha aabl HacekoMbix» IgE, ImmunoCAP (Insect 3400
Venom Allergy Panel IgE, ImmunoCAP)
6489 6489 lMaHenb «uwesasa anneprus. Peiba» IgE, ImmunoCAP (Food 4620
Allergy Panel. Fish IgE, ImmunoCAP)
6483 MaHenb «lNpukopm. MNuwesas anneprmua y geten» IgE,
6483 ImmunoCAP (Complementary Feeding. Food Allergies in Children Panel| 8270
IgE, ImmunoCAP)
6491 6491 NanHenb «Munwesasa anneprus. ®pykTol un arogbl» IgE, ImmunoCAP 8060
(Food Allergy Panel. Fruits and Berries IgE, ImmunoCAP)
6495 6495 MNanenb «Muwesasa anneprus. Osowm» IgE, ImmunoCAP (Food 5070
Allergy Panel. Vegetables IgE, ImmunoCAP)
6494 6494 lMaHenb «lMuwesas anneprus. Opexu n apaxmcy IgE, ImmunoCAP 6060
(Food Allergy Panel. Nuts and Peanuts IgE, ImmunoCAP)
6492 6492 MaHenb «uwesasa anneprus. Beinedka» IgE, ImmunoCAP (Food 6230
Allergy Panel. Baked Goods IgE, ImmunoCAP)
6946 6946 BaHunb (f234) IgE, ImmunoCAP (Vanilla (f234) IgE, ImmunoCAP) | 1770
6928 6928 Cmecb annepreHos mopenpoayktos (fx2) IgE, ImmunoCAP (Mix 2510
seafood allergens (fx2), IgE, ImmunoCAP)
6559 6559 Cmecb annepreHoB MyKu 311akoBbIX U KyHXYTHbIX (fx3) IgE, 1880
ImmunoCAP (Cereal flour and sesame, mix fx3 IgE, ImmunoCAP)
66655 66655 MopdumH (c260) IgE, ImmunoCap (Morphine (c260) IgE, 1620
ImmunoCap)
6854F416 Omera-5 MmuaguH nwenuubl rTria 19 (f416) IgE, ImmunoCAP
6854F416 (Omega-5 Gliadin wheat rTri a 19 (f416) IgE, ImmunoCAP) 3770
6930 6930 Cmecb annepreHoB myku 3nakoBbix (fx20) IgE, ImmunoCAP (Mix 2510
cereal flour allergens (fx2) IgE, ImmunoCAP)
6944 6944 daconb 6enasn (benble 606bl1) (f15) IgE, ImMmunoCAP (White beans 1760
(f15) IgE, ImmunoCAP)
6939 6939 Msco kponuka (f213) IgE, ImmunoCAP (Rabbit meat (f213) IgE, 1760
ImmunoCAP)
6792 6792 KynxyT (cemeukun n macrno) (f10) IgE, ImmunoCAP (Sesame 1760
(seeds and oil) (f10) IgE, ImmunoCAP)
6947 6947 Kanbmap (f258) IgE, ImmunoCAP (Squid (f258) IgE, ImmunoCAP)| 1760
6940 6940 CemeHa maka (f224) IgE, ImmunoCAP (Poppy seeds (f224) IgE, 1760
ImmunoCAP)
6943 Matnuk nyroeon (g8) IgE, ImmunoCAP (Meadow bluegrass (g8)
6943 1760
IgE, ImmunoCAP)
6941 Ambposunsa noxHasa (w4) IgE, ImmunoCAP (False ragweed (w4)
6941 1760
IgE, ImmunoCAP)
6949 6949 Cunaa mugusa (f37) IgE, ImmunoCAP (Blue mussel (f37) IgE, 1760
ImmunoCAP)
6546 6546 Mepcuk rPru p3 LTP (f420) IgE, ImmunoCAP (Peach rPru p3 LTP 3770
(f420) IgE, ImmunoCAP)
6497 6497 Manenb «lMnwesas anneprus. Msco IgE, ImmunoCAP (Food 6600
Allergy Panel. Meat IgE, ImmunoCAP)
6496 6496 Cmecb nuwesblx annepreHos (fx16) IgE, ImmunoCAP (Food 1910
allergens mix (fx16) IgE, ImmunoCAP)
1308ISAC 1308ISAC Anneprounn ImmunoCAP ISAC, 112 anneprokoMnoHEHTOB 34190

(Allergochip ImmunoCAP ISAC, 112 allergic components)




6328IM

6328IM PecnunpatopHas naHens ImmunoCAP

6329IM 6329IM lNegunaTtpuyeckasa naHenb
6330IM 6330IM lMNMuweBasa naHenb ImmunoCAP
6331IM 6331IM CmewwaHHada naHens ImmunoCAP
66660 66660 Atonuyeckas naHenb ImmunoCAP
66661 66661 MynbTtunaHens ImmunoCAP
66662 66662 MNuwesas naHenb pacwmpeHHas ImmunoCAP
66663 66663 PecnnpaTtopHas naHernb pacwmnpeHHaa ImmunoCAP
67 67 MmmyHornoOynuHbl knacca E (06w IgE, nmmyHorno6ynun E 490
o6wmn) (Immunoglobulin E Total, IgE Total)
665 665 CmewwaHHasa naHenb Immulite (20 annepreHoB: 13 pecnupaTopHbIX, 11990
7 nuwesbix) (Food and Respiratory Panel), IgE
6706 Manas pecnupartopHas naHenb Immulite (10 pecnMpaTopHbIX
6706 , 5880
annepreHoB) (Small Respiratory Panel), IgE
6707 6707 Manas cmelwwaHHas naHens Immulite (10 annepreHos: 7 5760
nuwieBbIx, 3 pecnupaTopHbIx), IgE
670 MNegmatpuyeckasa naHens Immulite (20 annepreHos: 13 NULLEBLIX U
670 S 13070
7 pecnvpatopHbix ) (Pediatric Panel), IgE
666 PecnunpatopHas naHenb Immulite (20 pecnnpaTtopHbIX annepreHos)
666 : 12680
(Respiratory Panel), IgE
6010 PecnupatopHas naHens PROTIA Allerqy-Q (anneprus y geten u
6010 B3pocnblX, 59 pecnupaTtopHbIX 1 NULLEBLIX annepreHos) (Respiratory 7220
PROTIA Allergy-Q), IgE
6011 Atonunueckas naHenb PROTIA Allerqy-Q - (anneprus y geten m
6011 B3pocnblx, 43 annepreHa: 25 nuweBkix 1 18 pecnnpatopHbix) (Food and| 5760
Respiratory PROTIA Allegry-Q), IgE
6260 Mynbtunanens PROTIA Allerqy-Q (anneprus y geten un
6260 B3pocnbix, 90 annepreHoB: NULEBLIE, pecnupaTopHble, MHCEKTHble 1 | 12350
apyrue) (Multipanel PROTIA Allerqy-Q), IgE
6310 MNMuwesas naHenb PROTIA Allerqy-Q (anneprusa y geten un
6310 B3pocCbiX, 59 nuLLEeBbIX 1 pecnMpaTopHbiX annepreHos) (Food panel 8510
PROTIA Allergy-Q), IgE
1881-K 1881-K Anneprounn ALEX2 (Allergy Explorer 2), no 300 anneprotecto| 26280
1991-K 1991-K Anneprounn ALEX3 (Allergy Explorer 3), oo 300 anneprotectoB 29610
(Allergochip ALEXS3, 300 allergic components and IgE total)
669 669 MNuwesas naHenb Immulite (20 nuweBbix annepreHoB) (Food 14630
Panel), IgE
6691 6691 Manas nuwesas naHenb Immulite Ne1 (10 nuwieBbIx 6120
annepreHoB) (Small Food Panel) , IgE
6692 6692 Manas nuwesas naHenb Immulite Ne2 (10 nuwieBbIx 8040
annepreHoB) (Small Food Panel), IgE
637 Cmecb nuLieBbIX annepreHoB 1: anenbcuH, 6aHaH, S6Moko, NEePCUK,
637 IgE (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, 1280
Peach, IgE)*
638 Cmecb nuLLeBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgE
638 (FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, 1280
Pineapple, IgE)*
639 Cmecb nuLeBbIX annepreHoB 3: CBMHMHA, KYpPMHOE MSACO, roBsiAnHA,
639 G6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, 1280
Chicken Meat, Lamb, IgE)*
677 677 AHaHac, IgE (Pineapple, IgE, F210) 540
998 998 AnenbcuH, IgE (Orange, IgE, F33) 540
611 611 Apaxwuc, IgE (Peanut, IgE, F13) 450




676 676 baHaH, IgE (Banana, IgE, F92) 540

673 673 bapaHuHa, IgE (Lamb, IgE, F88) 540

649 649 beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 650

645 645 NoBaguHa, IgE (Beef, IgE, F27) 540

636 636 NpenndpyT, IgE (Grapefruit, IgE, F209) 530

641 641 NpeuHeBasa Myka, IgE (Buckwheat, IgE, F11) 800

650 650 KasewuH, IgE (Casein, IgE, F78) 650

642 642 Kanycta kovyaHHas, IgE (Cabbage, IgE, F216) 800

646 646 Kaptodens, IgE (Potato, IgE, F35) 540

654 654 Kusw, IgE (Kiwi Fruit, IgE, F84) 800

634 634 Kny6Huka, IgE (Strawberry, IgE, F44) 490

608 608 Koposbe mornoko, IgE (Milk, IgE, F2) 450

614 614 Kpabwl, IgE (Crab, IgE, F23) 500

615 615 Kpesetku, IgE (Shrimp, IgE, F24) 450

651 651 KypuHoe msco, IgE (Chicken Meat, IgE, F83) 540

635 635 JlumoH, IgE (Lemon, IgE, F208) 510

675 675 MaHro, IgE (Mango, IgE, F91) 650

617 617 Mopkosb, IgE (Carrot, IgE, F31) 450

648 648 OBcsHas Myka, IgE (Oat, IgE, F7) 540

632 632 NMekapckue gpoxokn, IgE (Baker’s Yeast, IgE, F45) 490

674 674 Mepcuk, IgE (Peach, IgE, F95) 650

655 655 lMueHble gpoxoku, IgE (Brewer's Yeast, IgE, F403) 800

647 647 lMNpoco, Ige (Common Millet, IgE, F55) 800

610 610 MNuweHnyHasa myka, IgE (Wheat, IgE, F4) 450

652 652 Puc, IgE (Rice, IgE, F9) 540

644 644 CsuHuHa, IgE (Pork, IgE, F26) 540

619 619 Cenbgepen, IgE (Celery, IgE, F85) 490

612 612 CoeBble 6006bl, IgE (Soybean, IgE, F14) 450

616 616 Tomarthl, IgE (Tomato, IgE, F25) 450

609 609 Tpecka, IgE (Codfish, IgE, F3) 450

643 643 TeikBa, IgE (Pumpkin, IgE, F225) 800

613 613 OyHayk, IgE (Hazelnut, IgE, F17) 450

633 633 LWokonag, IgE (Chocolate, IgE, F105) 1180

653 653 A6noko, IgE (Apple, IgE, F49) 540

607 607 AvuHbin 6enok, IgE (Egg White, IgE, F1) 450

618 618 AunuHbin xenTok, IgE (Egg Yolk, IgE, F75) 450

6008 6008 Cmecb nuuieBbIX annepreHoB 15: anenbcuH, 6aHaH, a6510kKo, 1600

nepcuk, IgE (FP15; Food Panel 15: Orange, Apple, Banana, Peach, IgE)
6013 Cmecb nuLLEBbIX annepreHoB 5: An4YHbIA Benok, MONoKo, Tpecka,
6013 nweHn4YHas MyKa, apaxuc, coeBble 600.l, IgE (FP5; Food Panel 5: Egg | 1600
White, Milk, Codfish, Wheat, Peanut, Soybean, IgE)

6121 6121 Anbda-nakroanbbymuH, IgE (Alpha lactalbumin, IgE, f76) 740
602 Cmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,

602 IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, 1440

Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
Alternaria tenuis, IgE)*
623 623 lNneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 450
624 624 NneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, 450
IgE, M2)
625 625 lNneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)| 450
626 626 NneceHb Candida albicans, IgE (Candida albicans, IgE, M5) 450




627 627 MNneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 450
631 631 JomawHsas neins/H1-Greer, IgE (House Dust — Greer, IgE, H1) 450
621 621 Knew Dermatop_hagoides ptero_nyssinus (D1), IgE 450
(Dermatophagoides pteronyssinus, IgE, D1)
622 622 Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides 450
farinae, IgE, D2)
6004 Cmecb annepreHoB gomawHen noinn 1: Dermatophagoides
6004 pteronyssinus, Dermatophagoides farinae, gomallHAS Nbifb, TapakaH, 1600
IgE (Dust Panel 1, IgE)
1070 Cmecb annepreHoB JOMAaLUHUX IPbI3YHOB: 3MUTENNA MOPCKOM
1070 CBUHKWN, 3NUTENUIA KPONuKa, 3I'.II/ITeJ'IVII7I xom;mg, Kpblpa, M.bILLIb., IgE (EP?O 1500
(E6, E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit
Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*
605 605 Kowika, IgE (Cat Dander-Epithelium, IgE, E1) 510
606 606 Cobaka, IgE (Dog Epithelium, IgE, E2) 450
620 620 TapakaH, IgE (Cockroach, IgE, 16) 750
660 660 Mopckas cBuHka, anutenun, IgE (Guinea Pig Epithelium, IgE, E6) 650
661 661 BonHucTbin nonyrain, nepo, IgE (Budgerigar Feathers, IgE, E78) 650
662 662 OBua, anutenun, IgE (Sheep Epithelium, IgE, E81) 750
663 663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 650
6001E5 6001E5 Cobaka (e5), IgE (Dog (e5), IgE) 900
600 Cmecb annepreHoB TpaBbl: exa cOopHasi, OBCAHHMLA NyroBas,
600 POXb MHOMONETHASA, TUMOdeeBKa, MATNUK nyroeon, IgE (GP1 (G3, Gé}, 1230
G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial
Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*
601 Cmecb annepreHoB TpaBbl: KONTOCOK OYLUMUCTbIA, POXKb MHOMONETHSS,
TUMOdEeEBKA, POXb KyNbTUBUPOBaHHAsA, OyxapHuWK WepcTucThIn, IgE
601 (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, 1280
Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet
Grass, IgE)*
603 Cmecb annepreHoB AepeBbEeB: 0IbXa, NeliMHa 0ObIkHOBEHHAs, UBa,
603 Oepesa, ayo6, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, 910
Hazelnut, Willow, Birch, Oak, IgE)*
604 Cmecb annepreHoB COpPHOWN Tpasbl: aMbpo3nsa NOMbIHHOMNCTHaA,
NonbiHb OOLIKHOBEHHAs, NOAOPOXHMK, Mapb Benas, 4epTononox
604 pycckun, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel: Common 1280
Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle,
IgE)*
657 657 Bepesa, nbinbua, IgE (Birch, IgE, T3) 650
640 640 Tonone, IgE (Cottonwood, IgE, T14) 500
656 656 Tumodpeeska, neinbua, IgE (Timothy Grass, IgE, G6) 650
658 658 lNonblHb 06bIkHOBEHHAaA, Nbinbua, IgE (Mugwort, IgE, W6) 650
659 659 lNonblHb ropekagd, IgE (Wormwood, IgE, W5) 650
6002W1 6002W1 Am6posus (w1), IgE (Ambrosia (w1), IgE) 920
628 628 Jlatekc, IgE (Latex, IgE, K82) 590
6612 Cmecb nuueBbIxX annepreHoB 1: anenbcuH, 6aHaH, s6n0okKo,
6612 nepcuk, IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, | 1360
Apple, Peach, IgG)*
6611 Cmecb nuLEBBLIX annepreHoB 2: KuBW, MaHro, 6aHaH, aHaHac, 1gG
6611 (FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, 1760
Pineapple, IgG)*
6613 Cmecb NuLLEBbIX annepreHoB 3: CBMHUHA, KypMHOE MSCO,
6613 rosgnHa, 6apanuna, IgG (FP73 (F26, F27, F83, F88), Food Panel: 1360

Pork, Beef, Chicken Meat, Lamb, 1gG)*




231ALL OnpegeneHune cneundmyeckmx MMMyHornobynmnHos knacca G

231ALL (IgG) k nuwesbim annepreHam (Basic Food Profile, IgG) 20010
6672 6672 AHaHac, IgG (Pineapple, IgG, F210) 760
6667 6667 AnenbcuH, IgG (Orange, IgG, F33) 800
6645 6645 Apaxuc, IgG (Peanut, IgG, F13) 760
6671 6671 baHaH, IgG (Banana, IgG, F92) 760
6668 6668 bapaHuHa, IgG (Lamb, 1gG, F88) 760
6601 6601 beta-nakrornobynwuH, IgG (Beta Lactoglobulin, IgG, F77) 800
6654 6654 NoBagunHa (F27), annepren-cneundudeckme IgG (Beef, 1I9G, F27) | 800

6666 Mpenndpyt (F209), annepreH-cneundmnyeckue IgG (Grapefruit,
6666 760
IgG, F209)
6644 'peuHeBas myka (F11), annepren-cneundunyeckme IlgG
6644 (Buckwheat, IgG, F11) 800
6602 6602 KaszeunH (F78), annepreH-cneunduyeckume IgG (Casein, IgG, F78)) | 800
6649 6649 Kanycta kovaHHas (F216), annepreH-cneunduyeckue 1gG 900
(Cabbage, IgG, F216)
6657 6657 Kaptodens (F35), annepril-gg;leumcpmqecme IgG (Potato, IgG, 800
6608 6608 Kneu (F84), annepreH-cneundunyeckue 1gG (Kiwi Fruit, IgG, F84) 900
6659 6659 KnybHuka (F44), annepreH-(I;:rZL;mbmquKme IgG (Strawberry, IgG, 760
6648 6648 Koposbe monoko (F2), anneI;:);e)H-cneLLMQqueCKme IgG (Milk, IgG, 800
6652 6652 KpeseTkn (F24), annepren-cneundundeckne IgG (Shrimp, IgG, F24) 760
6603 KypuHoe msco (F83), annepreH-cneundunyeckme IgG (Chicken
6603 800
Meat, IgG, F83)
6609 6609 NlumoH (F208), anneprex-cneundunyeckme IgG (Lemon, I1gG, F208)| 760
6670 6670 Manro (F91), annepreH-cneundudeckune IgG (Mango, IgG, F91) 760
6656 6656 Mopkosb (F31), anneprex-cneunduyeckne IgG (Carrot, 19G, F31) | 760
6661 6661 OBcaHast myka (F7), annepren-cneundmndeckne IgG (Oat, IgG, F7)| 760
6664 lNekapckune gpoxokn (F45), annepreH-cneundunyeckume IgG (Baker's
6664 760
Yeast, 19G, F45)
6669 6669 lNMepcuk (FI5), annepren-cneundudeckue IgG (Peach, I1gG, F95) 760
6610 6610 MNueHble gpoxokun (F403), annepreH-cneundunyeckue IgG (Brewer's 760
Yeast, 1gG, F403)
6660 6660 lNpoco (F55), annepreH-cneLIL:V|5(15);AquKme IgG (Common Millet, 1gG, 900
6658 6658 lNweHnyHasn myka (F4), agrleepl:rzel;l-cneumcpmqecme IgG (Wheat, 760
6605 6605 Puc (F9), annepren-cneuundundeckme IgG (Rice, 1gG, F9) 760
6653 6653 CsuHuHa (F26), annepren-cneumndundeckue IgG (Pork, 1gG, F26) 760
6646 6646 CoeBble 606bI (F14), aﬂJITgeé)F?:Ff]-:;euMCbMHeCKMe IgG (Soybean, 760
6607 6607 Tomatbl (F25), annepreH-cneundudeckme IgG (Tomato, IgG, F25)| 800
6655 6655 Tpecka (F3), annepreH-cneundundeckne IgG (Codfish, 1gG, F3) 800
6650 6650 Toika (F225), anneprewsggg,)v@mqecme IgG (Pumpkin, IgG, 900
6647 6647 dynayk (F17), anneprex-cneundunyeckune IgG (Hazelnut, IgG, F17)] 760
6665 6665 Lokonag (F105), annepreHl;ﬁrz)esL)mqmqecme IgG (Chocolate, IgG, 800
6606 6606 Abnoko (F49), anneprex-cneunduyeckne IgG (Apple, IgG, F49) 800
6643 6643 AndHbin 6enok (F1), annelgcr;engﬁl;euMQ)mquKme IgG (Egg White, 800
6662 6662 AnyHbiv xenTok (F75), annepren-cneundguyeckme 1gG (Egg Yolk, 760




IgG, F75)

1880 Cneumndounyeckmne nmmyHornodynunel knacca G (IgG) k nuwesbim

1880 aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: Food | 31640
Xplorer (FOX))
6619 Cmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,
6619 IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, 1360
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
Alternaria tenuis, IgG)*
6614 lNneceHb Penicillium notatum (M1), annepreH-cneundudeckne IgG
6614 L 760
(Penicillium notatum, IgG, M1)
6615 6615 NneceHb Cladosporium herbarum (M2), annepreH-crneundpuyeckme 760
IgG (Cladosporium herbarum, IgG, M2)
6616 6616 NneceHb Aspergillus fumigatus (M3), annepreH-cneunduyeckne 800
IgG (Aspergillus fumigatus, 1gG, M3)
6618 NneceHb Alternaria tenuis (M6), annepreH-cneunduyeckme IgG
6618 . , 760
(Alternaria tenuis, IgG, M6)
6632 6632 Knew Dermatophagoides pteronyssinus (D1), annepreH- 760
cneundmnyeckme IgG (Dermatophagoides pteronyssinus, IgG, D1)
6633 6633 Knew Dermatophagoides farinae (D2), annepreH-cneumdunyeckue 760
IgG (Dermatophagoides farinae, IgG, D2)
6634 6634 Knew, Dermatophagoides microceras (D3), annepreh- 760
cneundunyeckme IlgG (Dermatophagoides microceras, 1gG, D3)
6635 6635 JomawHsasa neinb/Greer (H1), anneprex-cneundunyeckue 1gG 800
(House Dust — Greer, IgG, H1)
6638 6638 Kowka, anutenuin (E1), annepreH-cneundudeckue 1gG (Cat 800
Dander-Epithelium, IgG, E1)
6639 Cobaka, anutenun (E2), annepren-cneundumyeckune IgG (Dog
6639 o 800
Epithelium, IgG, E2)
6024Ab Anbda-naktansbymuH (nBos d4) (f76), IgE (Alpha Lactalbumin,
6024AB nBos d4 (f76), IgE) 800
6025A6 6025AB KasewnH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 800
(f78), 19E)
6026Ab BeTta-naktornobynuH, (nBos d5) (f77), IgE (Beta Lactoglobulin,
6026AB nBos d5 (f77), IgE) 800
6027A6 6027Ab Bepesa 6opogasyatas, rBet v1 (1215), IgE (Birch, Betula 800
verrucosa, rBet v1 (t215), IgE)
6028Ab Bbepesa 6opoagasyaTtas, rBet v2 (t216), IgE (Birch, Betula
6028AB verrucosa, rBet v2 (t216), IgE) 800
6029AB lMonblHb 06blkHOBeHHas, nArtv3 (w233), IgE (Mugwort,
6029AB Artemisia vulgaris, nArtv3 (w233), IgE) 800
6030AE 6030ABb Cmecb annepreHoB nnecenn (mmz2), IgE (Mixed mold allergen 1230
(mm2), IgE)
6031AB JomawHsas neib (Hollister —Stier) (h2), IgE (House dust
6031AB (Hollister —Stier)(h2), IgE) 800
6032Ab6 Kowwka, ceiBOpoTOYHbIM anbbymuH, riel d2 (e220), IgE (Cat,
6032AB serum albumin, rFel d2 (€220), IgE) 800
6033Ab Cobaka, cbiBopoToUHbIM anbbymuH, nCan f3 (e221), IgE (Dog,
6033AB serum albumin, nCan 3 (e221), IgE) 800
6034A5 6034Ab Bblunii cbiBOpOTOYHbIM anbbymuH, nBos d6 BSA (e204), IgE 800
(Bovine serum albumin, nBos d6 BSA (e204), IgE)
6035A6 6035AB OBanbbymuH, anbbymuH anyHein, nGal d2 (f67), IgE 800

(Ovalbumin, egg albumin, nGal d2 (f67), IgE)




6036AB Osomykoua anua, nGal d1 (f68), IgE (Ovomucoid egg, nGal d1

6036Ab (f68), IgE) 800
6037AB KoHanbbymuH anua, nGal d3 (f69), IgE (Conalbumin egg, nGal
6037AB y Ha, 43 (169), I(gE))’ 9E ( 99 800
6038Ab Jlnsoumnm anua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4
6038A5 4 La, (2 0(8)1 |g)é)g (Lysozyme eggs, 800
6039Ab 6039AB Cos, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE) 800
6040AB 6040AB Apaxuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352), IgE) 800
6041AB6 6041AB Malassezia spp. (m227), IgE 800
6042A6 6042A6 Cwmechb nyroebix Tpae (gm1), IgE (Mixed meadow grasses 1230
(gm1), IgE)
6043AE 6043AB6 Cwmecb nuwieBbix annepreHos (fm21), IgE (Mixed food allergen 1230
(fm21), IgE)
6044Ab6 6044A6 Apn ockl natHucTonm (i2), IgE (White-faced hornet (i2), IgE) 800
6045A6 6045Ab6 Ag ocbl O6bIKHOBeHHOl7I(i(:i3:§),I|ggEE) (Common wasp (Yellow jacket) 800
6046Ab 6046Ab Komap (i71), IgE (Mosquito (i71), IgE) 800
6047Ab 6047Ab An wepwHs (i75), IgE (European hornet (i75), IgE) 800
6048Ab 6048Ab Menuuyunnun V (c2), IgE (Penicilloyl V (c2), IgE) 800
6049Ab6 6049A6 Orypeu (f244), IgE (Cucumber (f244), IgE) 800
6050Ab 6050ABb Asokazo (f96), IgE (Avocado (f96), IgE) 800
6051Ab 6051AB Apbys (f329), IgE (Watermelon (f329), IgE) 800
6052Ab 6052AB Monoko ko3sbe (f300), IgE (Goat's milk (f300), IgE) 800
6053Ab 6053Ab Yan (f222), IgE (Tea (f222), IgE) 800
6054Ab 6054Ab Aumensb (f6), IgE (Barley (f6), IgE) 800
6055Ab6 6055AB A6pukoc (f237), IgE (Apricot (f237), IgE) 800
6056Ab 6056AB BuwHs (f242), IgE (Cherry (f242), IgE) 800
6057Ab 6057Ab ManuHa (f111), IgE (ManwuHa (f111), IgE) 800
6058Ab 6058Ab MangapvH (f302), IgE (Mandarin (f302), IgE) 800
6059Ab 6059Ab BbaknaxaH (f262), IgE (Eggplant (f262), IgE) 800
6060Ab 6060AB Bpokkonu (f260), IgE (Broccoli (f260), IgE) 800
6061ABb 6061AB YecHok (f47), IgE (Garlic (f47), IgE) 800
6062A5 6062A5 MpunGkI (LuaMHMHbOHI(;fl%1(f22)1 i)]EI)gE (Mushroom (champignon) 800
6063Ab 6063Ab MoaconHeyHunk (w204), IgE (Sunflower (w204), IgE) 800
6064Ab 6064Ab Pomawka (w206), IgE (Chamomile (w206), IgE) 800
6065Ab 6065ABb CmopoanHa kpacHas (f322), IgE (Red currant (f322), IgE) 800
6066Ab 6066AB Cmecb nuiesbix annepreHos (fm2), IgE 2180
6067Ab 6067ABb Cmecb nuweBbix annepreHos (fm4), IgE 1690
6068AE 6068AE Cmech nuwesbix annepreHos (fm5), IgE 2360
6069AB 6069AB6 Cmecb nuuieBbix annepreHos (fm6), IgE 1640
6070AB 6070AB Cmecb nuwesbix annepreHos (fm7), IgE 1690
6071AB 6071AB Cmecb nuwieBbix annepreHos (fm10), IgE 2180
6072A6 6072AB6 Cmecb nuwesbix annepreHos (fm18), IgE 1860
6073Ab 6073ABb Cmecb nuweBbix annepreHoB (fm22), IgE 1470
6074AB 6074Ab Cmecb nuwesbix annepreHos (fm24), IgE 1530
6075Ab 6075ABb Cmecb nuweBbix annepreHos (fm70), IgE 1820
6076Ab 6076AB Cmecb nuwesbix annepreHos (fm71), IgE 1820
6077Ab 6077ABb Cmecb nuweBbix annepreHoB (fm72), IgE 1470
6078Ab 6078ABb Cmecb nuiesblx annepreHos (fm101), IgE 1470
6079Ab 6079AB Cmecb nuueBbix annepreHos (fm104), IgE 1760
6080Ab 6080AB Cmecb nepbeB ntuy (em1), IgE 1470




6081AB 6081AB Cmecb nepbeB gekopaTuBHbIX NTUL (em72), IgE 1460
6082AB 6082AE Cmecb ga0B Hacekomblx (im100), IgE 1230
6083A6 6083Ab Cmech annepreHos ?t;gj'éljurégepesbes (paHHee uBeTeHue) 1620
6084AE 6084AE Cmecb annepreHos rzltamgﬁbgepeabes (mo3gHee uBeTeHME) 2000
6085A6 6085ABb Cmech annepreHos ?tlillqj'élju:zgepesbes (paHHee uBeTeHuE) 1470
6086AE 6086Ab Cmeck annepreHoB r:mg;.l,l?lg%epesbea (nosgHee uBeTeHME) 1950
6087Ab 6087AB Cmecb annepreHoB nnecedn (mm1), IgE 1370
6088Ab 6088Ab BuHorpap (f259), IgE (Grape (f259), IgE) 1200
6089AB 6089AE KpeseTka Turposas (f179), IgE (Tiger shrimp (f179), IgE) 1200
6090AB 6090AE Jlocock/cemra (f41), IgE (Salmon (f41), IgE) 1200
6091Ab 6091AB Cenbgp (f205), IgE (Herring (f205), IgE) 1200
6092Ab 6092AB6 Ckymbpus (f206), IgE (Mackerel (f206), IgE) 1200
6094Ab 6094Ab Bpasnnbckni opex (f18), IgE (Brazil nut (f18), IgE) 1200
6097Ab 6097AB Nopox (f12), IgE (Pea (f12), IgE) 1200
6098Ab 6098AB daconb 6enas (f15), IgE (White bean (f15), IgE) 1200
6099Ab 6099AB6 [biHs (f87), IgE (Melon (f87), IgE) 1200
6100ABb 6100AB Poxb (f5), IgE (Rye (f5), IgE) 950
6101AB 6101AB MtoteH (f79), IgE (Gluten (f79), IgE) 1200
6102AB6 6102AB6 Cuip LWeenuapckun (f70), IgE (Swiss cheese (f70), IgE) 1000
6093Ab 6093Ab Kambana (f254), IgE (Plaice (f254), IgE) 1200
6095A6 6095AE Kokocosebii opex (f36), IgE (Coconut (f36), IgE) 950
6096Ab 6096Ab IMpeukunin opex (f256), IgE (Walnut (f256), IgE) 1200
6103AB 6103AB6 Cuip Yenaep (f81), IgE (Cheese, Cheddar (f81), IgE) 830
6104Ab 6104AB Cuip ¢ nneceHblo (f82), IgE (Cheese, Mold-type (f82), IgE) 830
6105Ab 6105AB Cbip 3agam (f150), IgE (Cheese, Edam (f150), IgE) 830
6106AB 6106ABb Chip lNayaa (f198), IgE (Cheese, Gouda (f198), IgE) 830
6107Ab 6107Ab TyHey, (f40), IgE (Tuna (f40), IgE) 830
6108Ab 6108AB Kykypysa (f8), IgE (Corn (f8), IgE) 830
6109Ab 6109A6 CnuBa (f255), IgE (Plum (f255), IgE) 830
6110Ab 6110AB ScTtparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) 830
6111AB 6111AB TumbsaH (f273), IgE (Thyme (f273), IgE) 830
6112Ab6 6112AB MariopaH (f274), IgE (Marjoram (f274), IgE) 830
6113Ab 6113Ab JTobucTok (f275), IgE (Lovage (f275), IgE) 830
6114Ab 6114AB TmuH (f265), IgE (Caraway (f265), IgE) 830
6115AB6 6115A6 KapgamoH (f267), IgE (Cardamon (f267), IgE) 830
6116Ab 6116AB MBo3auka (f268), IgE (Clove (f268), IgE) 830
6117AB 6117AB Cewma cdenxens (f219), IgE (Fennel seed (f219), IgE) 830
6118Ab 6118Ab Basunuk (f269), IgE (Basil (f269), IgE) 830
6119Ab 6119AB Nmbwpb (f270), IgE (Ginger (f270), IgE) 830
6120Ab6 6120AB AHnunc (f271), IgE (Anise (f271), IgE) 830
1070AB Cmechb annepreHoB AOMAaLLHUX FPbI3YHOB: 3NUTENWIA MOPCKOW
1070AB CBUHKW, 3NMUTENWIA KpOnuka, annuTenum XOMAKa, KPbICa, Mblllb, IgE (EP7Q 1580
(E6, E82, E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit
Epithelium, Hamster Epithelium, Rat, Mouse, IgE)
6122Ab6 6122A6 Exa cbopHas (g3), IgE (Dactylis glomerata (g3), IgE) 800
6123A5 6123Ab lNnesen/Pawrpac MHOFOJ'IlegTEH)VIVI (g5), IgE (Lolium perenne (g5), 800
6124A6 6124ABE OBcanuua nyroeas (g4), IgE (Festula elatior (g4), IgE) 1180




6125A6 6125AB6 Tumodbeeska nyroeas (g6), IgE (Phleum pratense (g6), IgE) 800
6126Ab 6126Ab Martnuk nyrosow (g8), IgE (Poa pratensis (g8), IgE) 650
6127Ab 6127AB AHaHac (f210), IgE (Pineapple (f210), IgE) 650
6128Ab 6128A6 Kneu (f84), IgE (Kiwi (f84), IgE) 800
6129A6 6129A6 banaH (f92), IgE (Banana (f92), IgE) 650
6130AB 6130AE Mepcuik (f95), IgE (Peach (f95), IgE) 800
6131AB 6131AB PoamapuH (f335), IgE (Rosmarinus officinalis (f335), IgE) 800
6159Ab 6159Ab KypuHoe msco (f83), IgE (Chicken (f83), IgE) 650
6160Ab 6160AB Puc (f9), IgE (Rice (f9), IgE) 650
6161ABb 6161AB Abnoko (f49), IgE (Apple (f49), IgE) 650
6162A6 6162AE bepesa 6opogasyaTtas (13), IgE (Betula verrucosa (t3), IgE) 650
6163AE 6163Ab lMornbiHb 06bIKHOBeHHa€IW(éA\)I,’tIegI‘EI)SIa vulgaris) (w6), IgE (Mugwort 800
6164A5 6164AB6 MNonbiHb ropbkas (Ane(r\?vlg;:ealegltsmthlum) (wb), IgE (Wormwood 800
6165A5 6165AB 3nutenuin mopckomn C(Bel/él-)l,l(llllg(Ee)G), IgE (Guinea pig epithelium 800
6166AE 6166AE Nepbsa BOMHUCTOrO HOTZ;%M)TrJE)(em), IgE (Budgerigar feathers 800
6167AE 6167Ab 3nuTenuii n WwepcTb osu::g;ée)z&), IgE (Sheep epithelium (e81), 800
6168AB 6168Ab KypuHile nepbsi (€85), IgE (Chicken feathers (e85), IgE) 800
6169A6 6169AE bapaHuHa (f88), IgE (Mutton (f88), IgE) 650
6170Ab 6170AB MaHro (f91), IgE (Mango (f91), IgE) 800
6171ABb 6171AB AnenbcuH (f33), IgE (Orange (f33), IgE) 650
6172AB6 6172AB 3nutenui kowkn (e1), IgE (Cat epithelium (e1), IgE) 800
6173Ab 6173ABb Mornoko koposbe (f2), IgE (Milk (f2), IgE) 800
6174Ab 6174Ab6 Knew, Dermatophagoides pteronyssinus (d1), IgE 800
6175Ab 6175A6 Knew, Dermatophagoides farinae (d2) IgE 800
6176Ab 6176ABb AnuHbin 6enok (f1), IgE (Egg white (f1), IgE) 800
6177Ab 6177AB AnyHbin xenTtok (f75), IgE (Egg yolk (f75), IgE) 800
6178Ab 6178Ab MweHwnua (f4), IgE (Wheat (f4), IgE) 800
6179AB 6179AB Onutenuin cobakun (e2), IgE (Dog epithelium (e2), IgE) 800
180AB JomawuHas neinb (Greer L Inc.) (h1), IgE (H Dust —
6180AB 6180AB Joma (GGrez? (h??,sl’gE)C ) (h1), IgE (House Dus 800
6132Ab6 6132Ab Tpecka (f3), IgE (Codfish (f3), IgE) 800
6133Ab 6133Ab Apaxuc (f13), IgE (Peanut (f13), IgE) 800
6134Ab 6134AB CoeBble 606bI (f14), IgE (Soybean (f14), IgE) 800
6135Ab 6135A6 ®yHayk (f17), IgE (Hazelnut (f17), IgE) 800
6136A6 6136ABE Kpabosoe msco (f23), IgE (Crab meat (f23), IgE) 800
6137Ab 6137Ab KpeeTku (f24), IgE (Shrimp (f24), IgE) 800
6138Ab 6138Ab TomaTbl (f25), IgE (Tomato (f25), IgE) 800
6139Ab 6139AB Mopkossb (f31), IgE (Carrot (f31), IgE) 800
6140AB 6140Ab TapakaH-npycak (i6), IgElg(g;)ckroach; Blatella germanica (i6), 800
6141Ab 6141AB lNnecenb Penicillium notatum (m1), IgE 800
6142A6 6142A6 MNneceHb Cladosporium herbarum (m2), IgE 800
6143A6 6143AE MNneceHb Aspergillus fumigatus (m3), IgE 800
6144AB 6144AB Npnbbl poga kaHamaa, Candida albicans (m5), IgE 800
6145AB6 6145AF lMNneceHb Alternaria alternata (tenuis) (m6), IgE 800
6146Ab 6146Ab Jlatekc (k82), IgE (Latex (k82), IgE) 800
6147Ab 6147AB lNekapckue gpoxokn (f45), IgE (Yeast (f45), IgE) 920




6148Ab 6148Ab LWokonag (f105), IgE (Chocolate (f105), IgE) 800
6149A6 6149A6 Kny6Huka (3emnsHuka, f44), IgE (Strawberry (f44), IgE) 800
6150Ab 6150AB JlnmoH (f208), IgE (Lemon (f208), IgE) 800
6151AB 6151AB NpenndpyT (f209), IgE (Grapefruit (f209), IgE) 800
6152A6 6152A6 Npeva (f11), IgE (Buckwheat (f11), IgE) 650
6153Ab 6153Ab KanycTta 6enokovaHHas (f216), IgE (Cabbage (f216), IgE) 650
6154Ab 6154Ab ToikBa (f225), IgE (Pumpkin (f225), IgE) 650
6155Ab6 6155A6 CsuHuHa (f26), IgE (Pork (f26), IgE) 650
6156Ab 6156Ab NoBsignHa (f27), IgE (Beef (f27), IgE) 650
6157Ab 6157AB Kaptodgens (f35), IgE (Potato (f35), IgE) 650
6158Ab 6158Ab Osec (f7), IgE (Oat (f7), IgE) 650
6181Ab 6181AB lNepxoTb Nnowaawn (e3), IgE (Horse dander (e3), IgE) 800
6182A6 6182Ab Onbxa cepas (12), IgE (Alnus incana (t2), IgE) 800
6183Ab 6183Ab JlewmHa obbikHoBeHHas (14), IgE (Corylus avellana (t4), IgE) 800
6184Ab 6184Ab MogopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE) 800
6185Ab 6185Ab Ackapuaa (p1), IgE 800
6186AB 6186Ab Cenbaepen (f85) IgE Celery (f85), IgE 800
6187Ab Tononb TpexrpaHHbIn (Populus deltoides) (t114), IgE Cottonwood
6187AB P (%opulus(deltpoides) (t14), Ig)E( "9 800
6188Ab 6188ABb lMpoco (f55), IgE Common Millet (f55), IgE 800
6189Ab 6189AB OpgysaHuuk (Taraxacum vulgare) (w8), IgE 800
6190AB Knew Dermatophagoides microceras (d3), IgE
6190AB (Dermu;tophagoidrzas rgr‘]icroceras (d3), IgI(E) »1o 800
6191Ab 6191AB Ykpon (f277), IgE (Dill (f277), IgE) 800
6192Ab lNMnataH kneHonucTHbIn (Platanus acerifolia) (t11), IgE (MnaTaH
6192AB kneHonucTtHbln (Platanus acerifolia) (t11), IgE) 800
6193Ab 6193AB Msco nHgenku (f284), IgE (Turkey meat (f284), IgE) 800
6194Ab 6194AE Jlebena (w15), IgE (Scale (Atriplex lentiformis) (w15), IgE) 800
6195Ab 6195AB Anuo kypuHoe (f245), IgE (Whole egg (f245), IgE) 800
6196Ab 6196AB [1y6 (t7), IgE (Oak (Quercus alba) (17), IgE)) 800
6197Ab 6197Ab Jlvna (t208), IgE (Tilia cordata (t208), IgE) 800
6198Ab 6198AB 3nutenui kponuka (e82), IgE ( Rabbit epithelium (e82), IgE) 800
6199Ab 6199AB [1y6 yepewyaTtbin (t218), IgE (Quercus robur (t218)), IgE 800
6200Ab 6200Ab Mpywa (f94), IgE (Pear (f94), IgE) 800
6201AB 6201AB Kakao (f93), IgE (Cocoa (f93), IgE) 800
6202Ab6 6202AB MuHaansb (f20), IgE (Almond (f20), IgE) 800
6203Ab 6203AB lMeHnuunnun G (c1), IgE (Penicilloyl G (c1), IgE) 800
6205A6 6205A6 An nuensl megoHocHow (i1), IgE (Honey Bee Venom (i1), IgE) 800
6206Ab 6206ABb dopmansaerng (k80), IgE (Formaldehyde/Formalin (k80), IgE) | 800
6204Ab6 6204AB Kodpe (f221), IgE (Coffee (f221), IgE) 800
6207Ab 6207Ab LiseTHas kanycTta (f291), IgE (Cauliflower (f291), IgE) 800
6208Ab 6208Ab BpycHuka (f182), IgE (Cowberry (f182), IgE) 800
6209Ab6 6209Ab Nony6bwuka (f183), IgE (Bog whortleberry (f183), IgE) 800
6210Ab 6210AB YepHuka (f288), IgE (Blueberry (f288), IgE) 800
6211AB 6211AB Yeuesunua (f235), IgE (Lentil (f235), IgE) 800
6212Ab6 6212AB Cornog (f90), IgE (Malt (f90), IgE) 800
6213Ab 6213Ab Cnapxa (f261), IgE (Asparagus (f261), IgE) 800
6214Ab 6214AB Mepey cnagkun (f218), IgE (Paprika (f218), IgE) 800
6215Ab 6215A6 Kegposebli opex (f253), IgE (Pine Nut (f253), IgE) 800
6216Ab 6216Ab Csekna (f319), IgE (Beet (f319), IgE) 800




6217AB CMech NuLLeBbIX annepreHoB (NLweHuLa, OBeC, KyKypyaa,

6217AB KyHXyT, rpeya, fm11), IgE (Mixed food allergen (wheat, oats, corn, 1230
sesame, buckwheat, fm11), IgE)
6218Ab 6218Ab lMepxoTb kowkm (€100), IgE (Cat dander (e100), IgE) 800
6219AB 6219A6 Knew Euroglyphus maynei (d74), IgE 800
6220Ab 6220A6 lMepbsa nHatoka (€89), IgE Turkey feathers (e89), IgE) 800
6221AB 3nuTtenuii n 6enkn cbIBOPOTKM 1 MOoYM Kpbickl (€87), IgE (Rat
6221AB epithelium, serum proteins + urine proteins IgE (e87), IgE) 800
6222Ab6 6222AB Jlncoxsoct nyroson (g16), IgE (Meadow foxtail (g16), IgE) 800
6223Ab 6223Ab Kabavok/uykuHm (f113), IgE (Squash/zucchini (f113), IgE) 800
6224Ab 6224Ab Msco kponuka (f213), IgE (Rabbit meat (f213), IgE) 800
6225Ab6 6225A6 Kopuua (f220), IgE (Cinnamon (f220), IgE) 830
6226Ab 6226AB AmokcnumnnuH (c204), IgE (Amoxicillin (c204), IgE) 830
6227Ab 6227AB AmnunumnnuH (c203), IgE (Ampicillin (c203), IgE) 830
6228Ab 6228Ab Jlyk (f48), IgE (Onion (f48), IgE) 830
6229A6 6229AB 3nuTtenuii xomska (€84), IgE (Hamster epithelium (e84), IgE) 830
6230Ab 6230A6 3nutenui mbiwm (e71), IgE (Mouse epithelium (e71), IgE) 830
6231AE 6231ABb Snutenuin LLIVIHLLII/IJ'IJ'IbI(e2|g?E)), IgE (Chinchilla epithelium (e208), 830
6232A6 6232A6 BnbnunoteyHas nbinb(h3), IgE (Books dust (h3), IgE) 830
6233Ab 6233Ab Kanbmap (f258), IgE (Squid (f258), IgE) 830
6234Ab 6234AB6 MoTbinb (i73), IgE (Bloodworm (Chironomus spp.) (i73), IgE) 830
235Ab lNomeT BonHucToro nonyranyuka (e77), Ig (B rigar
orasas | G2IORB Tower soruucrors nonyainue (677 10 (Budgerioar | g
6236Ab 6236A6 MNepo yTkn (€86), IgE (Duck feathers (e86), IgE) 830
6237Ab 6237ABb CocHa obblkHoBeHHas (t116), IgE (Pinus sylvestris) (t116), IgE) 830
6238Ab 6238Ab KocTtep (g11), IgE (Bromegrass (Bromus inermis) (g11), IgE) 830
6239A6 6239A6 Kpanuea LI,ByLI,OMHaﬂ,(g:\I/\lzZ(g))),,IL?EE Common nettle (Urtica dioica 830
6240A6 6240AE KneH siceHenucTHbIn (11 )Iglé;E Maple ash (Acer negundo, t1), 830
6241ABb 6241ABb Cobaka nepxotb (€5), IgE Dog dander (e5), IgE 830
6242Ab 6242ABb AMGpo3us obbikHoBeHHas (w1) , IgE 830
6243A6 6243AB ®openb (F204) , IgE Trout (f204), IgE 830
6244Ab 6244ABb ductawkn (F203) , IgE Pistachio nut (f203), IgE 830
6245A6 6245A6 lNneceHb Helminthosporium halodes (m8), IgE 830
6246AE 6246Ab Nnecenb Mucor racemosIL;sE(m4), IgE Mucor racemosus (m4), 830
6247Ab 6247AB6 lNycuHble nepbs (€70) , IgE Goose feathers (e70), IgE 830
6248Ab lMepbsa gnvHHoxBocToro nonyras (€93), IgE Parakeet
6248AB Per A feathers(e93), I{;E (©93).19 830
6249A6 6249AF lNepbsa kaHapenku (€201) , IgE Canarian feathers(e201), IgE 830
6250AE 6250AE lNepbsa nonyras xako (e2]|g3%, IgE Grey parrot feathers (e213), 830
6251AE 6251AB SnuTenuit n 6enkm cbiBOPOTKM 1 MOYM Mbilum (€88), IgE Mouse 830
epithelium+serum-urine proteins (€88), IgE
6252Ab6 6252Ab WMBa (Salix caprea) (t12), IgE Willow (Salix caprea) (t12), IgE 830
6253Ab 6253Ab Tokcokapa (p3), IgE (Toxocara canis (p3), IgE) 810
6254Ab 6254ABb AHnzakuc (p4), IgE (Anisakis simplex (p4), IgE) 810
6255Ab 6255A6 LLnnoeHuk (f340), IgE (Rose hips (f340), IgE) 810
6256Ab 6256ABb Onueku (f342), IgE (Olive (f342), IgE) 810
6257Ab 6257Ab Ob6nenuxa (f108), IgE (Sea buckthorn (f108), IgE) 810




6258Ab KaptodenbHas myka (kpaxman) (f238), IgE (Potato starch

6258AB (amylum) (1238), IgE) 810
6259Ab6 6259A6 [MpaHart (f295), IgE (Pomegranate (f295), IgE) 810
6261Ab6 6261AB ®derixoa (f296), IgE (Feijoa (f296), IgE) 810
6262Ab6 6262AB CmopoauHa vepHas (f321), IgE (Black currant (f321), IgE) 810
6263Ab 6263Ab KpbikoBHuk (f327), IgE (Gooseberry (f327), IgE) 810
6264Ab 6264Ab MNwnaawnH (f233), IgE (Gliadin (f233), IgE) 810
6265Ab 6265AF lNepbsa ronyos (e215), IgE (Pigeon feathers (€215), IgE) 810
6266AB6 6266AE TabauHbli nucT (0201), IgE (Tobacco (0201), IgE) 810
6267Ab 6267AB6 Muausa (f37), IgE (Blue mussel (f37), IgE) 810
6268AE Cmecb annepreHoB geTtckoro nutanusd, fm1 (andHbin 6enok,
6268A6 MOIIOKO KOPOBbE, TPECKa, NileHuLa, coesble 606bI, Tomarsl, ANYHbBIN 1580
xentok), IgE (Infant food mix, fm1 (egg white, cow milk, codfish, wheat
flour, soya bean, tomato, egg yolk), IgE)
6269A6 6269Ab6 lMbipen nonasyuun (g21), IgE (Agropyron repens (g21), IgE) 810
6270Ab 6270AB CupeHb obbikHoBeHHas (t24), IgE (Syringa vulgaris (t24), IgE) 810
6271AB 6271AB byk (opeBecHas nbinb) (032), IgE (Beech wood (032), IgE) 810
6272AB6 6272AB6 [1y6 (opesBecHas nbinb) (033), IgE (Oak wood (033), IgE) 810
6273Ab 6273Ab CocHa (gpeBecHas nbinb) (036), IgE (Pine wood (036), IgE) 810
6274Ab 6274Ab6 Bas (gpeBecHas nbinb) (049), IgE (EIm wood (049), IgE) 810
6275Ab 6275AE CeHHas nbinb (07), IgE (Hay dust (07), IgE) 810
6276Ab 6276Ab XHa (k91), IgE (Henna (k91), IgE) 810
6277Ab 6277AB BpunnuaHToBblv 3eneHbint (k92), IgE (Brilliant green (k92), IgE)| 810
6278AE 6278AbE 3Bepoboin 0bbIkHOBEHHbIN (W53), IgE (Hypericum perforatum 810
(w53), IgE)
6279A6 6279A6 Anoa gpesosugHoe (W65), IgE (Aloe arborescens (w65), IgE) 810
6280Ab 6280Ab Matb-u-mavexa (w38), IgE (Coltsfoot (w38), IgE) 810
6281AE 6281ABb Cmecb p,peB§CH017| nbinu (6yk, oy6, cocHa, Ba3 (om1)), IgE 810
(Wood mix (032-033-036-049) (om1), IgE)
6282AE 6282A6 Knnapuc BequaeneH(lilzvé)(tZISI)_:,)lgE (Cupressus sempervirens 810
6284Ab 6284AbE Po3a (w28), IgE (Garden rose (w28), IgE) 810
6285Ab 6285A6 TionbnaH (w30), IgE (Tulip (w30), IgE) 810
6286Ab 6286Ab NepaHb (W35), IgE (Geranium(w35),IgE) 810
6287Ab 6287A6 Jlunnsa (w44), IgE (Madonna lily (w44), IgE) 810
6288Ab 6288AE Kneeep nyroeon (w34), IgE (Red clover (w34), IgE) 810
6289Ab6 6289A6 lMocTteHHunua (w21), IgE (Wall pellitory (w21), IgE) 810
6290Ab 6290Ab Knnpen (MBaH-van) (w29), IgE (Fireweed (w29), IgE) 810
6291Ab 6291AB A6noHs (125), IgE (Apple (125), IgE) 810
6292Ab6 6292A6 Akauus (119), IgE (Acacia (t119), IgE) 810
6293Ab 6293Ab Yepemyxa (t38), IgE (Bird cherry(t38), IgE) 810
6294Ab 6294AE PsbnHa obbikHoBeHHaA(t45), IgE (Rowan(t45), IgE) 810
6295Ab6 6295Ab KawTaH koHckun (t203), IgE (Horse chestnut (t203), IgE) 810
6296Ab 6296A6 Mepg (f247), IgE (Honey (f247), IgE) 810
6297ABb Cmecb copHbIx Tpas (W1-w6-w7-w10-w19), IgE amBpo3sns
6297AE 06bIKHOBEHHAS, NOMbIHb O6bIKHOBe'HHaF|, HUBSIHWK, Mapb 6enas, 1230
NnocTeHHuua nekapcrtBeHHas, Weed mixture (w1-w6-w7-w10-w19), IgE
common ragweed, sagebrush, white weed, lamb's quarters, wall pellitory
6298AB Cmecb copHbIx TpaB (W1-w6-w7-w8-w9), IgE ambpo3us
6298AE 06bIKHOBEHHAas!, NOMblHb OOLIKHOBEHHAS, HUBSHWK, O0YBaHYMK, 1230

nogopoxHuk, Weed mixture (w1-w6-w7-w8-w9), IgE common ragweed,
sagebrush, white weed, dandelion, plantain




6299Ab

6299AE Acneprunntoc vyepHbin (m33) IgE, Aspergillus niger (m33) IgE

810

6300ABb

6300AB Cmecb annepreHoB fepesbes (t1-t3-17-t8-t9-t10) IgE kneH
SICEHENUCTHLIN, Gepe3a bopoagaByaTas, oy0, BA3, MacnuHa
eBponewnckas, rpeukmi opex, Tree allergen mixture (t1-t3-t7-t8-19-t10)
IgE maple ash, birch, oak, elm, olive, walnut

1230

6301ABb

6301ABE Cmecb 6biToBbIX annepreHoB (d1-d2-e1-e2) IgE, Domestic
allergen mixture (d1-d2-e1-e2) IgE, Domestic allergen mixture (d1-d2-
e1-e2) IgkE Dermatophagoides pteronyssimus, Dermatophagoides
farinae, feline epithelium, canine epithelium

1230

6302AB6

6302AB6 3nutennanbHasa cmech (e1-e2-e3-e4-e5-e70-e81-e85-e86-
€100) IgE anuTtenuii kowkun, anutenun cobaku, NnepxoTb fowwaau,

NepxoTb KOPOBbI, NEPXOTb COOaKN, NYCUHbIE NEPbS, ANUTENNIA OBLbI,

KypUHbIe Nepbs, YTUHbIE Nepbs, NepxoTb Kowku, Epithelial mixture (e1-
e2-e3-e4-e5-e70-e81-e85-€86-e100) IgE feline epithelium, canine
epithelium, horse dandruff, cow dandruff, canine dandruff, goose
feathers, sheep epithelium, chicken feathers, duck feathers, feline
dandruff

1230

6303ABb

6303Ab Cwmecb nuwieBas (msco) (f26-f27-f83-f284) IgE cBuHUHA,
roBsguHa, KypuHoe Msico, Msico unaenku, Food mixture (meat) (f26-f27-
f83-f284) IgE pork, beef, chicken meat, turkey meat

1230

6304Ab

6304AB Cmecb annepreHoB 3nakoBblix (f4-f6-f7-f8-f9) IgE nweHunua,
SilYMEHb, OBEC, KyKypy3a, puc, Cereal allergen mixture (f4-f6-f7-f8-f9) IgE
wheat, barley, oat, corn, rice

1230

6305Ab

6305AB6 Cmeckb annepreHos opexos (f13-f17-f20-f36-f256) IgE apaxuc,
dyHAYK, MMHAAnNb, KOKOC, rpeukun opex, Nut allergen mixture (f13-f17-
f20-f36-f256) IgE peanut, hazelnut, almond, coconut, walnut

1230

6306Ab

6306AE Cmecb nyroebix Tpae (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-
g16) IgE cBuHOpoM nanbyaTtbin, exa cbopHas, nnesen, TMModeeBka
nyroeas, MATIMK NTyrOBOW, COPro, poXb NOCEeBHast, OyxapHuK
LEepPCTUCTLIN, OBEC NOCEBHOWN, MNLLEHWLA NOCeBHAasA, NMMCOXBOCT MNyroBow,
Meadow grass mixture (g2-g3-g5-g6-g8-g10-g12-g13-g14-g15-g16) IgE
dog's tooth grass, cocksfoot, ryegrass, timothy grass, meadow grass,
sorghum, rye, Yorkshire fog, oat, wheat, foxtail grass

1230

6307Ab

6307AB Cmecb annepreHoB gomaluHen noinu (h1-d1-d2-i6) IgE
JomauwHaa neinb, Dermatophagoides pteronyssinus, Dermatophagoides
farinae, TapakaH-npycak, Domestic duct allergen mixture (h1-d1-d2-i6)
IgE domestic dust, Dermatophagoides pteronyssinus,
Dermatophagoides farinae, cockroach (croton-bug)

1230

6308ABb

6308AE Kedmp (f63) IgE, Kefir (f63) IgE

810

6309Ab

6309AB KynxyT (f10) IgE, Sesame seed (f10) IgE

810

6317ABb

6317AB Cwmecsb knewesbix annepreHos (d1-d2-d3-d70-d71-d72-d73-
d74) IgE (Mite allergen mixture (d1-d2-d3-d70-d71-d72-d73-d74) IgE
Dermatophagoides pteronyssinus, Dermatophagoides farinae,
Dermatophagoides microceras, Acarus siro, Lepidoglyfus destructor,
Tyrophagus putreus, Glycophagus domesticus, Euroglyphus maynei)

1230

6318Ab

6318AB Cmecb annepreHoB copHbix TpaB (WM5) IgE (Weed allergens
mix WM5, IgE)

850

699

699 Cnepmorpamma ¢ oueHKorn Mopdonornm no CTPOrMM KpuTepusam
Kptorepa (Sperm morphology assessment by Kruger’s strict criteria)

224

224 AHTuTena aHTMcnepmarnbHble B cnepme (Anti-Spermatozoa
Antibodies, ASA, Semen)

1960

1570XKK

1570XKK VccnepoBaHue xenyHbix kamHen (Gallstones diagnosis)

5650




KXKL, KXLU Mpo6onogrotoska (KXKL) 390
518 518 XKugkoctHas umtonorus. Liutonornyeckoe nccrnegoBaHue 1840
BrvomaTepmana wenkn matku (okpaumsaHme no NanaHvkonay)
547N LinTonornyeckoe n UMMyHOLIUTOXMMUYECKOE MUCCneoBaHue ¢
547N Mapkepamu p16INK4a n Ki-67 ans noateepxaeHus aucnnasnm B Mmaskax| 12470
CINU3NCTON LLENKN MaTKn
nLX NUX MU X-uccneposaHue p16INK4a u Ki-67 8420
518(3058) XXugkocTtHas uuTtonorus. LiutTonornyeckoe ncenegosaHme
518(3058) N 1660
OvnomaTtepuana wenkn maTkm (okpalwumsaHue no MNanaHnkonay)
517 UnTonornyeckoe uccnenoBaHne bnomarepumana LWenkn maTkm
517 (okpawwmBaHue no Mananukonay, Pap-tecT) (Cytological Examination: 1490
Cervix, Pap-test)
519 LiuTonormnyeckoe uccnegosaHne buomarepmana cockoboB ByrbBbI
519 W BRnaranuuia, Kpome Lenkn maTku (okpawmsaHue no NanaHukonay, 1510
Pap-tecT)
500 LuTonornyeckoe uccnegoBaHue matepuana, nonyy4eHHoro npu
500 XUPYPruyecknx BMeLlaTensCTBax U ApYyrmx CPOYHbIX UCCriefoBaHUAX 950
(Cytological Examination of Material Obtained during Surgical
Procedures and Other Urgent Research)
502 NccnegosaHme cockoboB M OTNEYaTKOB C MOBEPXHOCTU KOXN U
502 cnnsucTbix (Examination of Scrapings and Prints of Skin and Mucous 530
Membranes)
503 NccnepoBaHue cockoboB 1 OTNEYaTKOB ONyXosien u
503 onyxonenogobHbix obpasosaHui (Examination of Scrapings and Prints | 760
Tumor and Tumor Like Formations)
5043H 5043HM0 NccnepgoBaHue 3HAOCKONMYECKOro MaTepuana (Examination of 760
Endoscopic Material)
504CBP WccnepoBaHusa npombiBHbIX BoA 6poHxoB (UccnegosaHme
504CBP o : 760
cMbIBOB ¢ 6poHxoB) (Examination of Bronchial Washouts)
505 505 LuTonormyeckoe uccnegoBaHue LWENKU MaTK U LiepBUKaNbHOMO 920
kaHana (okpawwuBaHue no PomaHoBckomy-I'mMm3e)
5056 LuTonormnyeckoe uccnegoBaHue anvrTenus Wenkn MaTku ¢
5055 onucaHuem no TepmuHornormyeckon cucteme betecaa (The Bethesda 900
System - TBS) (Cytological Examination of Cervical Epithelium with
Description on The Bethesda System, TBS)
506ACTT 506ACT1 I/Iccnenongmg acnvpara 13 nonocT MaTki (ma3skn) 700
(Examination of Uterine Aspiration )
506BMC WccneposaHue oTnevaTka ¢ BHyTpuMaTodHon cnupanu (BMC)
506BMC o . . . 700
(Examination of Imprint Intrauterine Device, IUD)
507MOM 507MOM UccneposaHve moun (Examination of Urine) 620
507VDKE 507MXE I/Iccne/:l,0|_3aHlf|e BbA@NEHMIA N3 MOMOYHOM Xenesbl 620
(Examination of Breast Discharge)
507T3C NccnegoBaHue TpaHCCyaaToOB, SKCCYAaToOB, CEKPETOB
50713C (Examination of Transudates, Exudates, Secrets) 620
508 508 WccneposaHune mokpoTbl (Examination of Sputum) 950
509VDKE 509MXKE NccneposaHne nyHKTaToB !VIOJ'IO‘-IHOVI xenesbl (Examination of 810
Punctates: Breast)
509KOXK 509KOXX UccnenosaHue I'IyHKTa;E:':;] |)<o>|<|/| (Examination of Punctates: 810
510 510 MccnenoBaHue nyHKTaToOB APYrMx opraHoB u TkaHewn (Examination of| 950

Punctates: Other Organs and Tissues)




5106 LjuTonornyeckoe nccrnegoBaHme nyHkTaTa WUTOBUOHOW Xenesbl C
onucaHveMm no TepMuHoniorndeckon knaccudpumkaumm betecaa (The

5106 Bethesda System for Reporting Thyroid Cytopathology (TBSRTC), Fine- 940
Needle Aspiration (FNA))
512 LuTonormnyeckoe uccnegoBaHue cockoba (Maska) cnmsancTomn
512 obonoykm nonocTn Hoca (ogHa nokanuaaums) (Cytological Examination:| 390
Scrapings (Smear) of Nasal Mucous Membrane (1 Localization))
514 ccnegoBaHne SHAOCKOMMYECKOrO MaTtepuana Ha Hannvme
514 Helicobacter pylori (Examination of Endoscopic Material: Presence of 1000
Helicobacter pylori)
5000 5000 KoHcynbTaums rotoBbIX LUTOMNOrMYECKNX NpenapaToB (OAHO 590
ctekno) (Consultation of Finished Cytological Preparations (1 Glass))
KI'MCT KIr'MCT lMpo6onogrotoska (KF'MCT) 120
511 N'ucTonornyeckoe nccnegoBaHme GMONCUINHOIO MaTepuana u
mMaTepuana, Nony4YeHHOro Npu XMpPypruyecknx BMeLlaTenscTeax
511 (3HOocKonNMYeckoro Matepuana; TKaHen >XeHCKOM NoroBon CUCTEMBI, 2810
KOXM, MAMKUX TKAHEN; KPOBETBOPHOM 1 NUMPONLHON TKaHEN; KOCTHO-
XpsSLWeBon TKaHW)*
511K 511K MynbTudokansHasi ounoncumsa MXK 8610
5110 KoHcynbTauums roToBbIX MMCTONOrMYeckux npenapatos (1 cTekno +
5110 1 6nok) (Consultation of Finished Histological Preparations (1 Glass + 1| 1800
Block))
516 516 M'mcTtoxnmmudeckoe nccnegoBanune Helicobacter pylori (cnunab) 2510
(Helicobacter pylori, Mucus, Histochemical Study)*
524 524 TacTtpuT, accoummpoBaHHbI ¢ Helicobacter pylori (rnctonornveckni 5060
npodcune) (Helicobacter pylori Associated Gastritis)*
528 N'mcTonornyeckoe nccnegoBaHme duonTtatoB xenyaka (PAS-
528 1150
peakuus)
534 buoncuiiHas gnarHocTnka AepmMaTo3oB - Moponornyeckoe
534 nccrnegoBaHme buonTaToB B LENAX ANArHOCTUKN 3aboneBaHuin KOXn 3120
(kpome HoBoOOpa3oBaHui) (Pathology of skin biopsyes)*
551 KomnnekcHas ructoxmmmudeckasa gnarHoctuka sabonesanui
BepxHux otaenos XXKT (nuwesoaa, xenyaka, ABeHaguaTUnepcTHon
551 . . : 3090
kuwkun) (Complex morphological and histochemical assessment of
diseases upper digestive system)
579 579 N'mcToxnmmudeckoe nccnegoBaHne GUONCUIAHOIO M ONepaLmMoHHOro 4440
mMaTepuana
580 580 OLGA-system 5880
581 ISO-cepTudmumnpoBaHHoe NPoOM3BOACTBO MMCTONOMMYECKNX
581 npenapaToB C PYTUHHbIMW OKpackamun 13 4OCTaBEHHOrO 9000
PUKCUPOBAHHOro BGUOMNCUNHOrO MaTepuana ¢ gekanbuuHaunemn
(TpenaHobuonTaThbl N 06pa3oBaAHNA KOCTEN).
5501 MonekynspHo-reHeTu4eckoe nccnegoBaHue npu menaHome
5501 (BRAF, NRAS) 12810
5502 MonekynspHo-reHeTnyeckoe uccnegosaxve npu GIST-onyxonsax
5502 (cKIT, PDGFRa) 27160
5503 MonekynsapHo-reHeTn4eckoe uccrnegoBaHme nNpu pake xenyaka
5503 (MSI, HER2) 16210
5504 5504 MonekynsapHo-reHeTu4ecKoe uccnegoBaHme npu KosiopekTanbHOM 24120
pake (BRAF, KRAS, NRAS, MSI)
5505 5505 MonekynsapHo-reHeTU4ecKoe uccnegoBaHve npu pake nerkoro 17080
(BRAF, KRAS, EGFR, HER2)
5510 5510 MonekynsipHO-reHeTU4ecKoe nccnegoBaHme KOnMmHOCTU reHOB 12450

npu pake MoriouHon xernesbl (19 reHoB)




5511 NMonHoe HanmeHoBaHWe - MonekynsipHO-reHeTu4ecKkoe

5511 nccnegoBaHue npu pake tena matkm (MSI, POLE) 7940
5512 5512 BbiaBneHune TpaHCHOKaLl,MMNITé/ITL4-ALK, ROS1 u myTauun B reHe 17340
51105 lNMaTonoroaHaTtommnyeckoe nccrnegoBaHme AMarHoCTUYECKOro 1
51105 onepaumoHHoro matepmana (go 12-tu ¢onakoHoB) (Pathology 6120
examination of diagnostic and surgical biopsy)
51106 CtangapTusoBaHHoe MopdoorMieckoe nccnegosaHne
51106 b J 12980
CNU3ncTon 060noYKM TOHKOM KULLKK Ha uenuakuio (H&E)
7020 7020 MonekynsapHoe nccnegosaHue paka npoctatel (MI': PTEN, RB1, 11910
TP53, BRCA1/2)
51120 U3 511203 lMaTonoroaHatoMmn4yeckoe uccrnegoBaHme onepaumoHHOro 10530
mMaTtepuana (bonee 12-t1 65110KoB)
5110-5 KoHcynbTauus rotoBbIX rMCTONOrMYECKMX npenapaTos (40 5
5110-5 3620
napadunHoBbIX 65TOKOB 1 CTEKON)
5110-10 5110-10 KoHcynbTaumsi roToBbIX rmctonorndyeckux npenapatos (4o 10 4980
napadguHoBbIX 6JTOKOB 1 CTEKON)
5110-15 5110-15 KoHcynbTaumsi roToBbIX MTMCTONOrMYeckux npenapaTos (4o 15 6730
napadguHoBbIX 6JTIOKOB 1 CTEKON)
5110-20 5110-20 KoHcynbTaumsa rotoBbIX rMCTONorn4yeckmx npenaparton (oo 20 8200
napaduHOBLIX BITOKOB U CTEKOM)
5110-25 5110-25 KoHcynbTaumsa roToBbIX MTMCTONOMMYECKMX npenapartos (o 25 9720
napadguHoBbIX 6SIOKOB 1 CTEKON)
5110-30 5110-30 KoHcynbTaums rotoBbIX rmMcTonorndyeckmx npenapartos (oo 30 11270
napadguHoBbIX 6SIOKOB 1 CTEKON)
5110-35 5110-35 KoHcynbTaums rotoBbIX rMCTONOrMYEeCcKkMx npenapartos (4o 35 12810
napadguHoBbIX 61TOKOB 1 CTeKon)
5110-40 5110-40 KoHcynbTaumsi roToBbIX rmcTonorndyeckux npenapatos (4o 40 14630
napadguHoBbIX 6STOKOB 1 CTEKON)
511 MH MNwcTonornyeckoe nccnegoBaHmne CoCKOOOB LiepBUKANbHOMO
511TVH KaHarna un nosiocTu MaTku nNpu pasgesibHoM AMarHOCTUYECKOM 2750
BbICKabnnBaHun
511KOX 511KOX NcTonornyeckas 6V|oncrg|:(|3ﬂ AnarHocTuka HoBoobpasoBaHui 2390
511-1K 511-1K N'mcTonornyeckoe nccnegoBaHne Masnoro onepaumoHHOro 2750
MaTtepuana nepBoro kKnacca
511-2K 511-2K N'mcTtonornyeckoe nccnegoBaHne Masnoro onepaumoHHOro 4070
MaTtepuana BTOpOro Kracca
511-3K 511-3K N'mcTonormnyeckoe nccregosaHne mMarnoro onepaumoHHOro 7190
MaTtepuana TpeTbero Knacca
511-4K 511-4K N'mcTonornyeckoe nccnegoBaHme onepaumMoHHOro marepuana 12600
YeTBEpPTOro Knacca
511-5K 511-5K N'mcTtonornyeckoe nccnegoBaHme onepaumoHHOro Matepmana 20390
NATOro Krnacca
51101MCK Mopdonormyeckas guarHocTMka i3BEHHOro KonuTta u
51101MCK 6ones3Hu KpoHa (Morphological diagnosis of the ulcerative colitis and the| 4790
Crohn's disease)
51106MCK CtangapTusoBaHHOE rMCTONIOrMYECKOe nccnegoBaHune
51106MCK OronTaToB CAM3NCTON 0BOOYKN TOHKOM KULLKW NMPU ANArHOCTUKE 4890
uenvakumu (mopdonormyeckasa n MmopgomMeTpruyeckas gMarHocTmka)
PLWM-I" KomnnekcHas UIMX-gmuarHocTuka gucnnasum B CrM3ncTomn
PWM-T obonouyku wenkn matkn, p16INK4a + Ki-67 ( MHUM3noHHas buoncus, 14100

dopmanunHoBLIn Bydep)




PLWM-b

PLUM-B MMMYHOrMCTOXMMNYECKUIA CKPUHMHI paKa LLENKN MaTKN —
nccnegoBaHve ABYX MapKepoB AN paHHeN ANarHoCTUKN AUCMnasunm ¢
BbICOKOM CTENEeHbI0 pucka oanokadvecterneHus: p16INK4a + Ki-67
(6nomaTepuan, dmkcMpoBaHHbIN B napadurHoBom 6noke) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with High
Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical Screening
(Fixed Biomaterial in Paraffin Block))

14100

PMX-I

PMX-I" KomnnekcHaa nmmyHormnctoxmmmyeckas (UIMX) guarHoctuka
paka MOJSIOMHOM Xernesbl, peuenTopbl K 3CTporeHam 1 nporectepony, Ki-
67, HER2/neu (TpenaH-6uoncus, doopmannHoBein Bydep)

27560

PMX-b

PM>X-B Pak MOnoYHOM Kernesbl — KOMMNIIEKCHbIN
NMMYHOMMCTOXMMUYECKUIA Npodunb (Bromatepman, UKCUpOBaHHbIN B
napaduHoBom 6noke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

27560

525

525 ImmyHornctoxmmmudeckoe nccnegosanue (UMX), peuentopsbl K
acTporeHam u nporectepoHy ER/PR ( MHUM3noHHas
ouoncus/acnupat/TpenaH-6uoncus, dopmMmannHoBki Bydep)

10820

5251

5251 PeuenTopkl K 3CTpOreHam u nporecTepoHy,
WMMYHOIrMCTOXMMUYECKOE nccrenoBaHme (bnomartepman,
duKCMpOBaHHbIN B napaduHoBom broke) (Estrogen and Progesterone
Receptors, Immunohistochemical Study (Fixed Biomaterial in Paraffin
Block))

10820

5111UMX

51111 X UmmyHornctoxmmmyeckoe ncenegosanue (UNMX)
nponudepaTMBHOM akTMBHOCTU Ki-67 (MHUM3NMOHHasA Guoncus,
dopmanuHoBbIn Gydep)

7930

5222UIMX

5222 X Ki-67 (MIB-1) akcnpeccusi, MMMYHOTMCTOXUMUYECKOE
nccrnegoBaHme: oLeHKa nponudgepaTtMBHOM akTUBHOCTU MO 3KCnpeccumn
Ki-67 (buomatepuman, omkcmpoBaHHbIn B napacuHoBom 6noke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression

Ki-67, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

7930

5112UX

51121TX UmmyHornctoxummdeckoe nccnegosanue (UMX) HER2/neu
cratyca (MHUM3NoHHas buoncus, dopmMannHoBkIn Bydep)

10260

530FISH

530FISH Onpepenexnve HER2 ctaTtyca onyxonu metogom
nMMyHodpnyopecueHTHon rmbpuamsaumm in situ (FISH) (Determination of
HER2 Status of Tumor, Fluorescence In Situ Hybridization)

34560

532UMX

532X KomnnekcHaa UIMX-guarHocTtuka paka npeacratefibHON Xenesbl
(anbtha-meTmnnauun-KoA-pauemasa (P504S, AMACR), untokepaTtuHbl
BbICOKOro MonekynspHoro Beca (34RE12), p63 (MHUM3noHHasa buoncus,
dopmManunHoBLIn 6ydep)

17280

533UMX

533X Pak npeactatenbHON Xenesbl — KOMMIEKCHOe
MMMYHOTMCTOXMMUYECKOE MCCNeoBaHMe C OLEHKOM SKCMpPeCcCum:
anbda-meTnnaunn-KoA-pauemasbl (P504S, AMACR), untokepaTnHoB
BbICOKOro MonekynsapHoro Beca (34RE12), 6enka p63 (Prostate cancer —
complex immunomorphological examination using assessment of the
expression AMACR, high molecular weight cytokeratin (34RE12), p63)

17440

5113UMX

5113UIMX HER2/neu akcnpeccua, HER2-ctatyc,
MMMYHOrMcToXmmMmyeckoe nccnegosanue, UMX (bnomarepuman,
uKCMpOBaHHbIN B napaduHoBom 6noke) (HER2/neu Expression, HER2
Status, Immunohistochemical Study (Fixed Biomaterial in Paraffin
Block))

10260

5114UI'X

5114UNIX ImmyHornctoxmmmndeckasa anarHoctuka (UMX) xpoHruyeckoro
aHgomeTputa, CD138 (acnupart, hopmanmHoBbin 6ydep)

7800




5115UI'X

51151 X ImmyHornmctoxummyeckas gmarHocTmka XpoHM4YeCKoro
3HOOMETpUTA — BbISIBfIEHWE NnasmaTudeckunx krnetok (CD138)
(bromaTepuan, drKCcMpoBaHHbIN B napadguHosom Broke) (Chronic
Endometritis, Identification of Plasma Cells CD138,
Immunohistochemical Diagnosis (Fixed Biomaterial in Paraffin Block))

7650

5116UIMX

5116UIMX mmyHornctoxmmmndeckoe ncecnegoearune (UMX), p16INK4a
(MHUM3MOHHas Bruoncus, popmanmHoBbIn Bydep)

6910

5117UNX

5117UMX UMMYHOrMCTOXMMUYECKOE NCcnefoBaHne Mapkepa paHHewn
ANarHOCTMKN ANCNNAasnn C BbICOKOW CTEMEHbIO pucka
osnokayectBneHus: p16INK4a (buomartepuan, UKCMpOBaHHbIN B
napadguHosom 6noke) (Early Diagnosis Marker of Dysplasia with High
Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

6910

5118UIM'X

5118UIMX mmyHornctoxmmmnydeckoe (UIMX) nccnegoBaHune: gnarHocTtumka
numdonponudepaTuBHbIX 3abonesaHnin (bnomaTtepuarn, 3akoYeHHbIN
B napacmHoBbIn 6110kK) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

41990

51191IMX

51191 X UmmyHoructoxummyeckoe (MIMX) nccnegosanve: gmarHocTuka
numdonponudepaTuBHbIX 3aboneBaHun (buomaTtepuan,
duKkcnpoBaHHbIN B hopmanmHoBoM Bydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin
Buffer))*

41990

51201INX

5120UIMX UmmyHornctoxmmmndeckoe (UIMX) nccnegoBaHne: gnarHocTtuka
rmcToreHesa meTacTasoB Npu HeyCTaHOBIEHHOM MEPBUYHOM ovare
(cnekTp MapkepoB ANs BbISIBNEHUS TKAHEBOW NPUHALIEXHOCTN)
(bromaTepuarn, 3aKkIoYeHHbIV B TapaddUHOBLIA 6110K)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

41990

5121UMX

51211 X UmmyHoructoxummyeckoe (MIMX) nccnegosanve: gmarHocTuka
rmcToreHesa MeTacTasoB Mpu HeyCTaHOBIIEHHOM NepPBUYHOM o4yare
(cnekTp MapkepoB ANS BbISIBIEHNS TKAHEBOW NPUHAAIEXHOCTN)
(buomatepuan, pmkcMpoBaHHbIV B hopmannHoBom Gydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

41990

535

535 mmyHornctoxummumyeckas (UMX) ancddepeHumanbHas
AnarHocTrka MenaHombl (MHUU3MOHHas Guoncus, opManmHOBbI

Bydep)

29970

536

536 [uddepeHumnansHasa guarHoctuka MesiaHoMbI,
nmMmmyHoructoxummyeckoe (UIMX) nccnegoBaHune, oueHka akcnpeccun S-
100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant
melanoma using assessment of the expression S-100, Melan A (MART-

1), HMB-45, SOX-10)

28970

537

537 ImmyHornctoxmmuyeckoe nccrnegosaHue (1 mapkep): yTodHsioLLee
UIX-nccnegosaHue ¢ ncnonb3oBaHMeM 1 aHTutena (mapkepa)

5500

549

549 Onpepenexune akcnpeccun 6enka PD-L1 B TkaHy onyxonu MeToaom
NIrX c ncnonb3osanunem aHtuten Kk PD-L1 knoHn SP263 (Ventana). (PD-
L1 expression in tumor tissue by IHC using PD-L1 clone SP263
(Ventana) antibodies).

20910

550

550 Onpepenexue akcnpeccun 6enka PD-L1 B TkaHy onyxonu MeToaom
UIX ¢ ucnonesosannem aHtuten k PD-L1 knoH SP142 (Ventana). (PD-
L1 expression in tumor tissue by IHC using PD-L1 clone SP142
(Ventana) antibodies).

20990

554

554 Onpepenexune akcnpeccum 6enka PD-L1 B TkKaHW onyxonu MeToaom
UIX ¢ ucnonssoBaHnem aHtuten k PD-L1 knoH 22C3 (Dako). (PD-L1
expression in tumor tissue by IHC using PD-L1 clone 22C3 (Dako)
antibodies).

41580




552

552 NmmyHormctoxmmmyeckas guarHoctmka HoeoobpasoBaHui
Xenyao4yHO-KMLLEYHOro TpakTa.

19540

553

553 MMMyHOFI/ICTOXMMI/ILIeCKaFl ONnarHoCTunkKa HOBOO6pa3OBaHI/Il7I J1erkoro

19540

556

556 MIMMyHOornctoxmmmudeckas gnarHoctmka HoBoobpasoBaHuWiA OpraHoB
YKEHCKOWN penpoayKTUBHOW CUCTEMBI.

26800

511MM3CIb

511T3CI1B MNucTtonorndeckoe nccrnegosaHne 6UONCUNHOIO U
aHpockonuyeckoro matepuana (bC)

2960

5110MKCrib

5110IrKCT1B KoHcynbTauus rotoBbiX MMCTONOrM4Yecknx npenapatos (1
cTekno+1 napaduHosbi 6nok) Consultation of ready histologic
preparations (1 glass+1 paraffin block)

2700

51103CIb

51103CTI1B NcTonormyeckoe nccnegoBaHne maTepuana, nosly4YeHHOro
npu Manbix xupypruyeckux onepaumsix (Histologic examination of
material from minor surgical procedures)

3080

51106K

51106K KoHcynbTaLms roToBbIX MCTONOrMYEeCcKUX npenapaTos
CNM3McTon 060MOYKN TOHKOWM KULLKM NpWU AnarHoctuke uenunakum (1 6nok
+ 1 CcTeKkno)

7710

51107

51107 N'ucTonornyeckoe nccrnegoBaHme onepawmMoHHOro matepmana
(13-40 napacunHoBbIx 6nokoB) (Histologic examination of surgical
material (13-40 paraffin blocks))

42040

51103

51103 N'mcTonornyeckoe UccrneaoBaHMe OMONCUNHOrO MaTepuana

3080

587

587 OnpegeneHue TpaHcnokaumm reHa ALK MMYHOMMCTOXMMNYECKUM
MeTo4OM UccrneaoBaHns

13190

588

588 Onpeaenenune TpaHcnokaumm reHa ROS1 MMYHOTMCTOXMMUYECKUM
MEeTOAOM MCCnefoBaHUs

13190

589

589 OnpeaeneHne MyMkpocaTenIMTHON HECTAOMIBHOCTH
NMMYHOTMCTOXMMUYECKMM METOA0M UCCreaoBaHNS

27590

586

586 MIMMyHorMctoxmmmyeckasa gMarHoctmka nepBuYHbIX
HOoBOOGpa30BaHWI LLEHTParibHOM HEPBHON CUCTEMBI
(Immunohistochemical diagnostics of primary tumors of the central
nervous system)

58560

5118PL|

5118PL, MmmyHoructoxmmmnyeckoe (UIMX) nccneposanune: agnarHoctuka
numdonponMdepaTUBHbIX 3aboneBaHUn (MHUM3NOHHAs Guoncus,
dopmanunHoBbI Bydep) ¢ KOHCyNbTaumMen B akcnepTHoM nabopatopun
cratyca «PecepeHc-LUeHTp»

69590

5119PL|

5119PL, MmmyHoructoxummyeckoe (MIMX) nccnegoBaHue: guarHocTmka

numdonponudepaTuBHbIX 3aboneBaHun (maTepuan: GuontaTt onyxonu,

B napacpmHoBOM 610KE) C KOHCyNnbTauMen B 3kcnepTHon nabopatopun
cTtaTyca «PedepeHc-LueHTp»

69590

5120PL

5120PL, UIX-nccnepgoBaHue: guarHocTuKa ructoreHe3a MetTacTasoB npu
HeyCTaHOBIIEHHOM MepBUYHOM oyare (CNekTp MapKepoB 4118 BblSABNEHWS
TKaHEeBOW NPUHAASNIEXHOCTU (MHUM3MOHHas Buoncus, dopMannHoBbIn
Bydep) ¢ KOHCynbTauuen B akcnepTHOM nabopatopun ctaTtyca
<<PedbepeHc-LueHTp>>

69590

5121PL|

5121PL, MmmyHoructoxmmmnyeckoe (UIMX) uccneposanune: gnarHoctuka
rmcToreHesa meTacTasoB MNpu HeyCTaHOBIIEHHOM MEePBUYHOM ovare
(cnekTp MapkepoB ANA BbISBNEHUSA TKAHEBOW NPUHAANEXHOCTH,
mMaTtepuan: GuonTart onyxonu B napadmHOBOM 6r10Ke) C KOHCynbTaumemn
B 9KCnepTHow nabopatopum ctaTyca «PedepeHc-LeHTp»

69590

537(2AT)

537(2AT) IMMyHOrMCTOXMMUYECKOE NCcnenoBaHune (2 mapkepa):
yTouHswowee UIMX-uccnegoBaHme ¢ MCNOSb30BaHMEM 2 aHTUTEN
(mapkepoB)

13600

537(3AT)

537(3AT) MmmyHormctoxmmmyeckoe nccnegosaxme (3 mapkepa):
yTouHAowee UIMX-uccnegosaHme ¢ UCNOMb30BaHMEM 3 aHTUTEN
(MapkepoB)

18470




537(4AT)

537(4AT) MmmyHormctoxmmMmumyeckoe nccnegosaHue (4 mapkepa):
yTouHsowee NIMX-nccnegoBaHne ¢ UCNOMb30BaHNEM 4 aHTUTEN
(mapkepoB)

23460

537(5AT)

537(5AT) mmyHornctoxmmmyeckoe nccnegosaHue (5 mapkepos):
yTouHsiowee UIMX-nccnegosaHve ¢ ucnonb3oBaHvemM 5 aHtuten
(mapkepoB)

28340

537(6AT)

537(6AT) MmmyHormcToxnmmyeckoe nccnegoBaHue (6 mapkepos):
yTouHsowee UIMX-uccnegoBaHme ¢ MCNOb30BaHMEM 6 aHTUTEN
(mapkepoB)

33330

537(7AT)

537(7AT) mmyHOrncToxmmmyeckoe nccnegosaHue (7 Mapkepos):
yTouHaowee UIMX-uccnegosaHme ¢ UCNOMb30BaHWEM 7 aHTUTEN
(MapkepoB)

40820

537(8AT)

537(8AT) ImmyHornctoxmmudeckoe nccnenoBaHue (8 mapkepos):
yTouHsowee NMX-nccnegoBaHne ¢ UCNoNb30BaHMEM 8 aHTUTEN
(mapkepoB)

45810

537(9AT)

537(9AT) IMMmyHornctoxmmmudeckoe nccnenoBaHune (9 mapkepos):
yTouHswowee UIMX-uccnegosaHme ¢ UCNorib3oBaHneM 9 aHTUTen
(mapkepoB)

51430

537(10AT)

537(10AT) MmmyHoructoxmmmyeckoe nccnegosanue (10 mapkepos):
yTouHsawowee UIMX-nccnegosaHme ¢ ucnonb3oBaHnem 10 aHTuten
(mapkepoB)

56420

5151MX

515UIMX IMMyHOrMCTOXMMnYeCKoe ncrnegosaHme TpenaHobmonTaTa
KocTHoro mo3sra (Immunohistochemistry of bone marrow biopsy)

80390

537MUIMX

537TINIMX UmmyHornctoxmmmnyeckoe okpawmeaHme (1 mapkep) ¢
aHTUTEeNnamm BbICOKOW LieHoBOM KaTteropun (Immunohistochemical
staining (1 marker) with high-price antibodies)

7190

5800LGAHP

5800LGAHP buoncuiiHoe nccnegoBaHne CrM3nCTON XXenyaka no
cTaHgapTy MexayHapoaHown knaccudpumkaumm OLGA-system ¢
onpegeneHnem Xenukobakrep Munopu (Gastric mucosa biopsy
assessment according to the OLGA-system international classification
standard with the detection of Helicobacter pylori)

6360

5144UT'X

5144UNIMX KomnnekcHaa UMX -gmuarHocTnka XpoHNYEeCKOro aHgoMeTpuTa:
CD138, CD4, CD8, CD20 (bmoncumnHbli matepuarn, (hopManmHoBbIv
oydep) (IHC diagnosis of chronic endometritis: CD138, CD4, CD8,
CD20 (biopsy material, formalin buffer))

14390

51451I'X

5145 X KomnnekcHasa UIMX -guarHocTMka XpoHMYEeCKOoro aHgoMeTpuTa:

CD138, CD4, CD8, CD20 (buoncuiHbin maTepuar, napadmrHOBbLIN 6510K)

(IHC diagnosis of chronic endometritis: CD138, CD4, CD8, CD20 (biopsy
material, paraffin block))

14390

5114K

5114K MImmyHornctoxumuydeckasn guarHoctuka (UIMX) xpoHn4eckoro
aHgomeTputa, CD138 (acnupat, dbopmanmHoBbin Bydep) ¢ nogcyeTom
KOnm4ecTBa Nnna3amaTu4ecknx KrneTok

11990

5115K

5115K IMMmyHOorncToxumuyeckas guarHoCcTmka XpoHU4YeCcKoro
SHAOMETpUTA — BbISIBNIEHUE U NOACHET MMMYHOMNO3UTUBHbBIX
nnasmartuyeckmx knetok (CD138) (buomaTtepman, omMKCMpoBaHHbIV B
napadumHosom 65ioke) (Immunohistochemical diagnostics of chronic
endometritis — identification and counting of immunopositive plasma cells
CD138)

10790

7811

7811 ViccnepoBaHue kapmoTtmna (KONIMYECTBEHHBIE U CTPYKTYPHbIE
aHomanuun xpomocom) (Karyotype)

9120

777729

777729 WNccnepoBaHne XxpomMocoM B abOpTMBHOM MaTepuane, CKPUHWUHT

19460

777750

777750 ViccnepoBaHne XpoMocoM B abOpTMBHOM MaTepuane,
paclunpeHHoe

29930

777794

777794 XpOMOCOMHbIA MUKPOMaTPUYHbLIN aHanna

33370




777795 777795 XMA abopTHoro matepmana 19200
7025 XpOMOCOMHbLIN MUKPOMATPUYHbIN aHanmM3 abopTUBHOIO
7025 . ) . . 32340
maTepmana pacwumpeHHbin (CMA of miscarriage tissue extended)
7824 Kapuotun ¢ abeppaumamm (npm BO3AENCTBUN MyTareHHbIX
7824 haKToOpOB M OHKOrematornorn4yeckmx 3abonesaHusax) (Karyotype with 11090
aberrations)
777731 LluToreHeTM4ECKNA aHanNn3 KNeTok KOCTHOro Mo3ra (kapnoTun)
777731 . . 11960
(Cytogenetic analysis of bone marrow (karyotype))
777732 MNUP ananus xumepHoro reHa BCR/ABL - t(9;22), onpeaeneHue
777732 Tuna TpaHckpunta BCR/ABL reHa - kayectBeHHas MNUP (PCR analysis 5610
of the chimeric BCR/ABL gene - 1(9;22), determination of the BCR/ABL
gene transcript type - qualitative PCR)
777733 MNUP ananus otHocuTenbHom akcnpeccun reHa BCR/ABL p210 -
777733 konnyectBeHHasa RQ MNUP (B peansHom BpemeHu) (PCR analysis of the 7320
relative expression of the BCR/ABL p210 gene - quantitative RQ PCR
(real time)
777741BCL WccnepoeaHue mytaumnoHHoro ctatyca BCR-ABL reHa
777741BCL (meTopn npsimoro cekBeHuposaHua no CaHrepy) (BCR-ABL1 Mutation 12480
Analysis using direct Sanger sequencing, qualitative)
777734 AHanns xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of
777Ts4 chimeric gene BCR-ABL, FISH, quantitative) 13630
777735 Ananus nepectpoek rena FGFR1 (FISH, konny.) (Analysis of
77rrss gene rearrangements FGFR1 (FISH, quantitative)) 13630
777736 777736 Ananua nepectpoek reHa PDGFRB(FISH, konuy.) (Analysis of 13630
gene rearrangements PDGFR (FISH, quantitative))
777737 777737 Ananu3 xumepHoro reHa FIP1L1/PDGFRa(FISH, konwny.) 13630
(Analysis of chimeric gene FIP1L1/PDGFRa (FISH, quantitative))
777738 777738 Ananua myTtauun B 12 sk3oHe JAKZ2 reHa (MUP, kay.) (Analysis 8020
of JAK2 Exon 12 mutations (PCR qualitative))
777739 AHanua mytaumm B reHe MPL, IMNMUP, kayectBeHHbIN (Analysis of
777739 MPL gene mutations, PCR, qualitative) 8020
777740 AHanus myTauuin, geneuun, nHcepumin B reHe CALR (MUP, kauy.)
777740 (Analysis of CALR gene mutations, deletions, insertions, PCR, 8020
qualitative)
777769KQ 777769KQ Kapuotun OHKOremaTosnorn4eckni (Karyotype, Hematologic 11560
Disorders, Peripheral Blood)
777742PML AHanus xumepHoro reHa PML/RARa -t(15;17) (MNUP, kau4.)
777742PML (Analysis of chimeric gene PML/RARa -t(15;17) (PCR, qualitative)) | 680
777743RUN Ananua xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MNUP,
777743RUN ka4.) (Analysis of chimeric gene RUNX1/RUNX1T1 -1(8;21) (PCR, 4680
qualitative))
777744CBF Ananua xumepHoro reHa CBFB/MYH1- inv(16),t(16;16)
777744CBF (MUP, kay) (Analysis of chimeric gene CBFR/MYH1- inv(16),t(16;16) 7650
(PCR, qualitative))
777753Q5 AHanua nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis
777753Q5 of chromosome 5 rearrangements (FISH, quantitative)) 13630
777748Q 777748Q AHanus nepectpoek 7 xpomocomsl (FISH, KO'J'II/IL'I) (Analysis of 13630
chromosome 7 rearrangements (FISH, quantitative))
777749MLL 777749MLL Ananus nepectpoek MLL reHa (FISH, K'OJ'II'/I‘-I.) (Analysis of 13630
MLL gene rearrangements (FISH, quantitative))
7777473Q 7777473Q AHanua nepectpoek 3q (FISH, konwny.) (Analysis of 3q 14720

rearrangements (FISH, quantitative))




777751P AHanns geneumn 12p (FISH, konny.) (Analysis of 12p deletion

777751P (FISH, quantitative)) 14720
777752Q20 AHanus geneuunn 20q (FISH, konny.) (Analysis of 20q
777752Q20 deletion (FISH, quantitative)) 14720
777745MLL AHanns xumepHoro reHa MLL/AF4 -t(4;11) (NUP, kay.)
777745MLL (Analysis of chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) 4680
777746E2A AHanua xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kau.)
777746E2A (Analysis of chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) | +34°
777791TP53 AHanus geneummn TP53 rena (FISH, konny.) (Analysis of
777T791TPS3 TP53 gene deletion (FISH, quantitative)) 14720
777754TP53 AHanus geneumn TP53 rena (FISH, konny.) (Analysis of
7TTT54TPS3 TP53 gene deletion (FISH, quantitative)) 14720
777755IGH 777755IGH Ananus nepectpoek IGH rena (FISH, Kpnl(lq.) (Analysis of 13630
IGH gene rearrangements (FISH, quantitative))
777756TH Ananus TpaHcnokaumm t(4;14)(p16;932) (FISH, konwny.)
777756TH (Analysis of translocation t(4;14)(p16;932) (FISH, quantitative)) 14720
777757TQQ Ananua TpaHcnokauum t(11;14)(q13;932) (FISH, konwny.)
7rrsITaQ (Analysis of translocation t(11;14)(q13;932) (FISH,quantitative)) 13630
777792DEL AHanus moHocomun, aeneummn 13 xpomocomsl — (del(13), -
777792DEL 13) (FISH, konnu.) (Analysis of chromosome 13 monosomy, deletion — | 13630
(del(13), -13) (FISH,quantitative))
777758DEL AHanns moHocomun, geneummn 13 xpomocombl — (del(13), -
777T758DEL 13) (FISH, konuy.) (Analysis of chromosome 13 monosomy, deletion — | 13630
(del(13), -13) (FISH,quantitative))
777793IGH Ananua TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konwny.)
777793IGH (Analysis of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 13630
777759IGH Ananua TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konwny.)
7T7759IGH (Analysis of translocation t(14:16) (IGH/MAFB) (FISH,quantitative)) | 1500
777761ATM Ananus nepectpoek ATM rena (FISH, konuy.) (Analysis of
77T7761ATM ATM gene rearrangements (FISH, quantitative)) 13630
777762Q12 AHanua Tpucomun 12 xpomocomsl (+12) (FISH, konny.)
777762Q12 (Analysis of chromosome 12 trisomy (FISH, quantitative)) 14720
777774TQQ AHanua Bcex cneunduyecknx abeppaumi Ha
7777T74TQQ napadguHoBbIx cpe3ax (rmcToFISH, konuy.) (Analysis of all specific 29580
aberrations on paraffin slides (FISH Histology, quantitative))
777790TQ AHanus TpaHcnokauum t(11;14)(q13;932) Ha napaduHOBbIX
777790TQ cpesax (ructoFISH, konuy.) (Analysis of translocation t(11;14)(q13;932) | 13630
on paraffin slides (FISH Histology, quantitative))
777763TQQ AHanus TpaHcrnokauum t(11;18)(q21;921) (FISH, konny.)
7777631QQ (Analysis of translocation t(11;18)(g21;921) (FISH, quantitative)) 13630
777764BCL Ananus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH,
777764BCL konuu.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27) (FISH, | 13630
quantitative))
777771BCL AHanuns nepecTtpoek reHa BCL- 6 (der(3)(q27)) Ha
napaduHoBbix cpesax (MTnctoFISH, konny.) (Analysis of BCL- 6 gene
777771BCL rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 25270
quantitative))
777765MYC AHanuns nepectpoek MYC reHa ( 1(8;14)(q24;q32)-
t(2;8)(p11;924), t(8 ;22)(q24;911)) (FISH, konwuy.) (Analysis of MYC
TT7765MYC | one rearrangements (1(8:14)(q24:q32)-4(2;8)(p11:024), t(8 :22)(q24:q11)| 14720
(FISH, quantitative))
777772TPQ Ananus TpaHcnokauum 1(2;5)(p23;935) Ha napadrHOBbIX
777772TPQ  [cpesax (ructoFISH, konny.) (Analysis of translocation t(2;5)(p23;q35) on| 14570

paraffin slides (FISH Histology, quantitative))




777767BCL2 AHanuns nepectpoek BCL2 reHa
t(14;18)(932;921),1(2;18)(p11;921),t(18;22)(921;911) (FISH, konwny.)

777767BCL2 (Analysis of BCL2 gene rearrangements 13630
t(14;18)(932;921),1(2;18)(p11;921),t(18;22)(q21;911) (FISH,
quantitative))

777773BCL2 AHanus nepectpoek BCL2 reHa Ha napadHOBLIX cpe3ax

777773BCL2 |(rmcToFISH, konny.) (Analysis of BCL2 gene rearrangements on paraffin| 25270
slides (FISH Histology, quantitative))

) 7262S1-PH Ananuns mytauum V617F B 14 ak3oHe JAK2 reHa (MUP, kau.)
726251-PH (Analysis of V617F JAK2 Exon 14 mutations, PCR qualitative) 4650

OBC132 OBC132 MNaHenb MNepBu4YHbIN MUenognbpos 32100

OBbC135 OBC135 MNMaHenb Jlumdoma 13 kKneTok MaHTUNHOW 30HbI 39600

OBbC136 OBC136 MNManenb Jlumdoma Bepknta 40700

OBbC137 OBC137 MNaHenb MNMNep303nHOUNBbHBLIA CUHOPOM 52430

OBbC138 OBC138 lNaHenb ®onnukynsapHasn numdoma 39600

OBC139 OBC139 NaHenb MANT-numdoma 53070

OBC140 OBC140 MNaHenb AcceHumanbHast TpoMbounTEMMUS 32150

OBC141 OBC141 MaHenb cTuHHaa nonuumnTeMmns 24250

OBbC142 OBC142 MNanenb OuddysHasa B-kpynHokneTovHas numdpoma 39600

OBC143 OBC143 lNaHenb XpoHn4eckuni MU1ernonenkos (Panel Chronic 24630

myelogenous leukemia, CML)

OBC144 OBC144 MNaHenb OcTpble MMM o6nacTHbIe NENKO3bI 26210
548 548 Onpegenenue akcnpeccum PDLA1 8460
560 560 OnpeaeneHune pacnpoctpaHeHHbIX MmyTaumi reHoe BRCA1,BRCA2 8340

npv pake MOSIOYHON Xenesbl U ANYHUKOB B BMONCMHOM MaTepuane
562 NccneposaHue mytauun B reHe EGFR (geneunn n nHcepumm B 19
562 3K30He, nHcepuumn B 20 3K30HE (aCCOLMMPOBAHHbIE C PE3UCTEHTHOCTbIO | 4490
K TKW)
563 563 OnpepeneHune runepakcnpeccuun reHa HER2 (konunHoCTbL reHa) 13100
565 565 [etekumsa mytaumm V60OE B reHe BRAF 5550
568 568 Onpeaenenune mytauun reHa PDGFRa 15490
569 569 O6HapyxeHne myTauun B 1K2R,1ABS 59, 61, 117, 146 kogoHax reHa 7940
571 571 O6HapyxeHne myTauun B 1[\?R,1\3é 59, 61, 117, 146 kogoHax reHa 7940
574 574 OnpegeneHne mukpocaTennuTHom HectabunoHoctn (MSI) 3960
576 576 Onpegenenue mytauun reHa cKIT 13100
577 577 Onpeaenenune nepectpoek reHa ALK 9130
578 578 Onpepenexune nepectpoek reHa ROS1 9130

777722 777722 MyTtauuu B reHe POLE 10720

777723 777723 MyTtauuu B reHe IDH2 16680

777724 777724 MyTtauuu B reHe IDH1 16680




777725 777725 MyTtaumn PIK3CA (Mutations in PIK3CA gene) 16280
777726 777726 Onpenenenune TpaHcnokauun 1p/19q 18670
777727 777727 Onpegenenne metunmpoBaHus reHa MGMT 16680
777728 777728 Onpepgenenune abepaumn C228T n C250T B reHe TERT 10720
777730 777730 MyTtaumn B reHe MET 16280
582 MonekynsapHo-reHeTMu4ecKoe uccriegoBaHme onepaumoHHOro
MaTtepuana LWMTOBMAHOM Xenesbl ANa onpeaeneHnst Mytauui reHos
582 KRAS, NRAS, HRAS, BRAF, TERT (Molecular genetic study of thyroid | 11640
surgical material to determine mutations of KRAS, NRAS, HRAS, BRAF,
TERT genes)
583 583 KoHcyrnbTaTUBHBIA NPOCMOTP Y MONEKYNAPHO-reHeTu4ecKoe 17880
nccnegoBaHune LWMTOBUAHON Xernesbl.
7655 AHann3 oTHocuTenbHou akcnpeccun reHa BCR/ABL p190,
7655 konuyecteBeHHas RQ MNUP (B peansHom BpemeHun) (PCR analysis of the 7650
relative expression of the BCR/ABL p190 gene — quantitative RQ PCR
(real time))
777702 777702 MyTauMoOHHbLIN CTaTyC reHoB BapmnabenbHbIX y4acTKOB 18920
nmmyHornooynuuos IGHV, MNUP (IGHV mutational status, PCR)
7306 7306 MNUP ananus xumepHoro reHa BCR-ABL-t(9;22) (p230) 9040
(ka4eCTBEHHO)
7078 7078 MonekynapHo-reHeTU4ecKoe nccnegoBaHne naTonorm4eckoro 12590
MEeTMNNpPoBaHus reHa SEPT9
7079 7079 MoneKynﬂpHo-reHequeCKo;él_chnep,osaHMe TPaHCnoKkaunm reda | 4 qq-0
584 OnpepeneHune TpaHcnokaummn reHa ALK metogom goriyopecLeHTHOM
584 iy 17990
in situ rM6pransaumm (FISH)
585 OnpegeneHune TpaHcnokaumm reHa ROS1 metogom
585 L 17990
dnyopecueHTHoM in situ rnbpuamnsauum (FISH).
7082 MonekynapHo-reHeTU4ecKoe nccnegosaHne npy ceMernHom
7082 MeayInsipHOM pake WMTOBUAHOM xene3bl U cuHgpomax MOH 1/2 10790
(ak30HbI 10, 11, 13 - 16 reHa RET n ak3oH 10 reHa MEN1)
77782 77782 AHanu3 XMMepHoro re::nlj‘ljl)\lx1/RUNX1T1-t(8;21) (FISH, 18510
77783 77783 AHanm3 XumMepHoro reHaK(;EEE;MYH1 1-inv(16), t(16;16) (FISH, 18510
77784 77784 AHanns TpaHcnokauum £(8;14) (FISH, konuu.) 18510
77785 77785 AHanus TpaHcnokauum t(8;9) PCM1/JAK2 (FISH, konuy.) 22080
77786 77786 AHanns xumepHoro reHa PML/RARA-1(15;17) (FISH, konuu.) 18510
277780 777780 AHanns TpaHcnokauum 1(8;14) Ha napadnHOBbIX cpe3ax 31070
(rmctoFISH, konuy.)
777781 777781 AHanu3 nepectpoek reHa MALT1 Ha napaduHOBbLIX cpe3ax 31070
(rmctoFISH, konuy.)
777782 777782 AHanns TpaHcnokauum t(4;11) (FISH, konuny.) 18510
777783 777783 AHanns TpaHcnokauum t(14;18) Ha napadmnHOBLIX cpe3ax 31070
(rmcTtoFISH, konwny.)
77787 AHanns Tpucommm 8 xpomocomsl (+8) (FISH, konuuy.) (Analysis of
77787 . o 18510
chromosome 8 trisomy (FISH, quantitative))
77788 AHanns TpaHcnokauum t(1;19) (FISH, konny.) (Analysis of
77788 translocation t(1;19) (FISH, quantitative)) 18510
77789 77789 AHanns nepectpoek reHa MALT1 (FISH, konuny.) (Analysis of the 18510
MALT1 gene aberrations (FISH, quantitative))
77790 77790 Ananus geneuunn B reHe CDKN2A (FISH, konny.) (Analysis of the 18510

CDKN2A gene deletion (FISH, quantitative))




77791 AHanns TpaHcnokauum t(14;18) (FISH, konuny.) (Analysis of

77791 translocation t(14;18) (FISH, quantitative)) 18510
555 OnpepeneHune TpaHcnokaumu reHa SS18(SYT) meToaom
555 dnyopecueHTHoM in situ rubpmnansauum (FISH) (Determination of 29990
SS18(SYT) gene translocation using fluorescent in situ hybridization
(FISH))
558 Onpeaenenune TpaHcnokaumm reHa EWSR1 metogom
558 S 31190
dnyopecueHTHOM in situ rubpuansauum (FISH)
7330 7330 AHanns myTtauun B reHe FLT3 (ITD, TKD), (MNMUP, kau.) 10440
5508 MonekynsapHo-reHeTU4eCcKoe nccnegoBaHne TpaHcrnokaumim reHos
5508 NTRK1/2/3 19190
7200 7200 AHanus nepectpoek reHa ALK (FISH, konny.) 17630
77750 77750 AHanns mytaumi B reHe NRAS 10830
77751 77751 AHanns myTtaumi B reHe SF3B1 10830
77752 77752 AHanus mytaumm B reHe RUNX1 16540
77753 77753 AHanus mytaummn B reHe SETBP1 10830
77754 77754 AHann3 mytaumi B reHe SRSF2 10830
77755 77755 AHanna myTtaumin B reHe IDH1 10830
77756 77756 AHanns myTtaumn B reHe IDH2 10830
7343 7343 AHanns myTtaumi B reHe CSF3R 10580
7344 7344 AHanns myTtaumi B reHe ASXL1 18510
7345 7345 AHanns myTtaumi B reHe CEBPA 14550
7346 7346 AHanus mytaumi B reHe EZH2 17190
7347 7347 AHanns mytaumi B reHe TP53 39680
7348 7348 AHanns myTtauui B reHe DNMT3A 10580
7351 7351 TMNLUP aHanms knoHamnbHbIX peapaHXmpoBok B-kneTo4HbIx 19840
peuenTopoB
7352 7352 AHanns3 oTHocuTernbHoOM akcnpeccun reHa WT1 6600
7353 7353 OnpegeneHune annernbHOW Harpy3kv myTtauumm B reHe FLT3 (ITD) 15200
(konNM4eCcTBEHHO)
7354 7354 AHanns myTtaumi B reHe NPM1 9260
7355 7355 AHanus mytaumm B reHe cKIT 9260
7356 7356 MLP aHanuna KnoHanbHbIX peapaHXXMpoBOK T-KNEeTOYHbIX 19840
peLenTopoB
7357 7357 AHanuns TpaHcnokauum t(14;20) (FISH, konuuy.) 17850




7358 7358 AHanns myTtauui B reHe CXCR4 10830
7359 7359 AHanns xumepHoro reHa TEL::AML1-t(12;21) (NUP, kau4.) 5670
7360 7360 AHanns xumepHoro reHa SIL::TAL1 - geneumns 1p32 (MUP, kav.) 5670
(Analysis of chimeric gene SIL::TAL1 - deletion 1p32 (PCR, qualitative))
7361 7361 AHanns myTtaumi B reHe MYD88 (L265P) (Mutations in MYD88 10830
(L265P) gene)
7362 AHanuns oTHocuTenbHomn akcrnpeccun reHa RUNXT::RUNX1T1-
7362 t(8;21), konnyecteeHHaa RQ lMNLP (B peansHom BpemeHn) (PCR analysis 9260
of the relative expression of the RUNX1::RUNX1T1-t(8;21), quantitative
RQ PCR (real time))
7363 7363 AHanus xumepHoro reHa NUP214::ABL (MNLUP, kay.) (Analysis of 10830
chimeric gene NUP214::ABL (PCR, qualitative))
5012 OnpepgeneHne TpaHcnokaumm reHa RET meTooom
5012 S 27590
dnyopecueHTHoM in situ rubpmnansauum (FISH)
5013 Onpegenenune amnnudpukaumm reHa MET metogom
5013 o 21590
dnyopecueHTHOM in situ rubpunansauum (FISH)
5014 Onpegenenne amnnmudurkaumm reHa MDM2 metogom
5014 o 19790
dnyopecueHTHOM in situ rubpmnansavum (FISH)
50110LLDK 50110LK VlMMyHOFVICTOXVIMVI‘-IeCKafl AnarHocTuka HoBoobpasoBaHui 30590
LLIMTOBUOHOW XXenesbl
7368 MonekynapHo-reHeTnyeckoe npodmnnmpoBaHme coMmaTUYeCKmUxX
7368 g _ 45280
MyTauun B onyxoneson TkaHn metogom NGS
7371 7371 AHanns myTtauumi B reH TP53 metogom NGS 51400
7372 7372 KapvoTtun OHKoreMaTOJ'IOFVI‘-IIEgKI/IVI ¢ nucnornb3oBaHnem DSP30 u 19270
77764 PacluMpeHHbIN CKPUHUHT reHeTUYECKOW NpeapacnonoXeHHOCTH K
77764 pa3BuUTUIO paka MonoyvHoun xenesbl (Advanced screening of genetic 39770
predisposition to breast cancer)
590 OnpepeneHune TpaHcnokaumn NTRK1, NTRK2, NTRK3 meTtogom
590 o 41990
dnyopecueHTHOM in situ rubpunansauum (FISH)
1100 110l MogroTtoBka k onepauuun (reHel MTHFR, MTRR, MTR, F2, F5) 3440
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))
110 T1/B3 MoaroTtoska k onepauun (reHbl MTHFR, MTRR, MTR, F2, F5)
110IT1/B3 (6e3 onncaHuna pesynbTaToB Bpadom-reHeTnkom) (Preparation for 1970
Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))
777797 777797 leHeTn4yeckas naHenb "2 genes" 3480
777798 777798 NeHeTnyeckada naHenb "Light" 8280
777799 777799 NeHeTu4eckaa naHenb "MyNeuro" 11880
7777100 7777100 NeHeTnyeckada naHens "MyWellness" 23880
7019 NeHeTnyecKkasa AnarHoCTUKa KrneTo4HOro cTapeHus (M3smepeHune
7019 anvHbl Tenomep) Genetic diagnosis of cellular aging (telomere length | 11570
measurement)
7074 MNnaHupoeaHne 6epemeHHocTM Jk3om ntoc (Pregnancy planning
7074 : 112610
(Whole Exome Sequencing plus))
7075 7075 lNnaHnpoBaHne GepeMeHHOCT Jk30M nitoc anga napel (Pregnancy 220140
planning (Whole Exome Sequencing PLUS), DUO)
oK30MAOnN OK30OMAOIT NnannposaHne 6epeMeHHOCTN JK30M NAKOC ANs napbl 10
7001 7001 NonHoreHoMHoe cekBeHnpoBaHue - [eHom.KnuHuka (Whole 89750

Genome Sequencing)




7007 MeguunHckast ycnyra no BbIMOSIHEHWIO KOMMITEKCHOW 3KCNepTuM3bl

7007 98150
aHanusa MonekynapHo-reHeTU4eCKMX AaHHbIX NOMHOro reHoma
7777101 7777101 leHeTu4veckas naHens "MyExpert" (MyExpert Genetic Panel) | 33480
7307 7327 XpOMOCOMHbIN MUKpOMATPUYHbIN aHanua (XMA) 9K30HHOro 50140
YPOBHS
7326 7326 CekBEHMpPOBaHWE LENoro reHa 34640
7091 AHanus nonMmMopdn3MoB B reHax, KoaupytoLwmx peuentopbl 1
7091 depMeHTbl MeTabonuama cteponaHbIX ropMoHoB. (Analysis of 20390
polymorphisms in genes encoding receptors and enzymes of steroid
hormone metabolism.)
7350 Bblgaya cbipblX faHHbIX, MOMYYeHHbIX N0 pe3ynbTaTtam
7350 CEKBEHMPOBAHMA/XPOMOCOMHOIO MMKpOMaTpUYHOro aHanusa (Raw 4960
Sequencing Data/Raw CMA Data)
7777102 7777102 OHK-Tect "MyNeuro. Kld§» MyGe"netlcs. SH'faprvm M MOTMBALMA 4 1ag
pebeHka (Genetic panel "MyNeuro")
7083 CnopTtuBHas reHeTuka: HK-TecT Ha reHeTn4eCKyto
7083 . 14990
npegpacnonoXeHHOCTb K cnopTy (Sports genetics)
7084 HyTpureHeTuka: onpegeneHme reHeTu4eckom
7084 npeapacnonoXeHHOCTN Ana nogbopa oNnTMManbHOro NUTaHUS 23990
(Nutrigenetics).
7336 7336 MNogTBepxaatoiee cekBeHupoBaHue no CaHrepy - 1 mytaums, oo 19580
4x yenosek
7337 MNopaTeepxaatoLLee cekseHMpoBaHue no CaHrepy - 4ON.y4acTHUK
7337 No1 10
7338 MNopTBepxpatoLee cekBeHnpoBaHue no CaHrepy - AOM.y4aCTHUK
7338 No2 10
7339 lMNopgTeepxaatoliee cekBeHMpoBaHue no CaHrepy - 4OMn.y4acTHUK
7339 No3 10
7777103 7777103 OHK-tect «MyExpert. Kids» MyGenetics. 3anopoBbe 1 33480
aKTMBHOCTb
77780 77780 NeHeTn4yeckast naHens Mylmmunity My Genetics 11880
77781 77781 NeHeTn4yeckas naHenbs MyBeauty My Genetics 23880
7777104 7777104 'eHeTu4eckas naHen;e;'rI:/(I;I/)Femmlty" (MyFeminity Genetic 19080
7777105 7777105 NeHeTMyeckada naHernb "MyFeminity Aget" (MyFeminity Age+ 19080
Genetic Panel)
7777106 7777106 NeHeTu4eckaqa naHenFi:a';]l\g?;Balance" (MyBalance Genetic 19080
7777107 7777107 leHeTu4veckas naHenb "MySugar" (MySugar Genetic Panel) | 19080
7777108 7777108 NeHeTu4eckaa naHenb MyAtherosclerosis 3590
7777109 7777109 NeHeTu4deckas naHenb MyObesity 4790
7777110 7777110 NeHeTnyeckas naHenb MyDiabetes 4190
7777111 7777111 leHeTnyeckada naHenbs MyVitamins Lite 4790
7777112 7777112 NeHeTnyeckas naHens MyVitamins 23880
7777113 7777113 NeHeTnyeckada naHenb MyFit 18590
7777114 7777114 NeHeTn4yeckas naHenb MyCollagen 9590
7777115 7777115 NeHeTnyeckada naHens MyBaby 13080
7777116 7777116 NeHeTnyeckas naHens MyVitaminB 2390
7777117 7777117 'eHeTnyeckada naHens MyVitaminD 1790
7777118 7777118 NeHeTn4yeckas naHenb MyLipid 5990
7907 7907 (First Genetics) lNonHoreHoMHOe cekBeHUpoBaHUeE C 172680

nHTepnpeTaumnen (KNnMHNYECKNn OTYET + CKPUHMHT NS nauneHToB 18+)




7790

7790 (First Genetics) lNonHoreHoMHOe cekBeHNpoBaHue 6e3
WMHTepnpeTaunn ¢ Bbigaven cblpblx gaHHbIX FASTQ

153480

7873

7873 (First Genetics) lNonHOreHoMHOE CekBEHMPOBAHME C
nHTepnpetaumen (KnnHnyecknin otyer)

172680

7252AZFI|

7252AZF| HapylweHus cnepmartoreHesa, 6 MapképoB (Mukpogeneumm
nokyca AZF) (Spermatogenesis disorders (6 AZF))

2780

725263

725263 HapyweHus cnepmaToreHesa, 6 MapképoB (MUKpogeneuum
nokyca AZF) (6e3 onucaHusa pesynbTaTtoB reHETUKOM)

1310

100

109IT1 XKeHckoe 6ecnnoane n ocnoxHeHne 6epemeHHOCTM (reHbl F2,
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTtun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

28860

10811

108IT1 Xouy cTtaTb Mamom: ocnoxHeHus 6epemeHHocTu (reHbl F2, F5,

MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother:

Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE,
AGT, RHD))

24230

108IT1/B3

108IT1/B3 Xo4y cTaTb Mamow: OCNnoXxHeHus bepemeHHOCTU (reHbl F2,
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onucaHus
pesynbTaToB BpadoM-reHeTukom) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE,
AGT, RHD) (without Description))

22850

1311

1311 T1 CKknoHHOCTb k TpoMbB03am nNpu 6epeMeHHOCTUN: MUHMMAarbHas
naHenb (redol F2, F5) (Thrombotic Tendency in Pregnancy: Minimum
(Genes F2, F5))

1200

131IM/B63

1311 T1/B3 CknoHHOCTb K TpoMbB03aM npu 6epeMeHHOCTU: MUHUMarbHas

naHenb (reHbl F2, F5) (6e3 onncaHusa pe3ynbTaToB Bpa4YoM-reHETUKOM)

(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) (without
Description))

1140

140

14001 MNpuBbIYHOE HEBbIHALLMBaHME BGEPEMEHHOCTU, B T. Y. CKITOHHOCTb
K Tpomb0o3am npu 6epeMeHHOCTU: paclumMpeHHas naHenb (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

3440

1401 T1/B3

140l T1/B3 MNMpuBbIYHOE HEBbLIHALLMBAHME BEPEMEHHOCTH, B T. Y.
CKITOHHOCTb K TpoM603aM npu 6epeMeHHOCTU: pacluMpeHHasn NaHernb
(rensl MTHFR, MTRR, MTR, F2, F5) (6e3 onncanus pesynbTaToB
Bpa4voM-reHeTukom) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5)
(without Description))

3300

1371

1371 T1 Bo3HMKHOBEHME N30SIMPOBAHHbBIX MOPOKOB Pa3BUTUA y nnoga
(renol MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR))

2300

1371 T1/B3

1371 T1/63 BO3HUKHOBEHME M30NMPOBAHHbIX NOPOKOB pPasBuUTUA y Nnoaa
(reHel MTHFR, MTRR, MTR) (6e3 onncaHusa pesynstaToB Bpa4oM-
reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR) (without Description))

1580

14111

1411 T1 TpomBOTMYECKME OCIOXKHEHNSA MPU CTUMYNSALUKN OBYNSLMK (TEHbI
F2, F5) (Thrombotic Complications of Ovulation Induction (Genes F2,
F5))

1200

141IT1/B3

141IT1/B3 TpoMbOTUYECKNE OCITOXKHEHMSI NPU CTUMYMSILIN OBYNSILUK
(reHbl F2, F5) (6e3 onucaHna pe3ynbTatoB Bpa4OM-reHETUKOM)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5)
(without Description))

1140

7802CYI

7802CY| BpoxageHHas runepnnasus HagnoyevHukos, reH CYP21A2,
4y.Mm. (Gene CYP210HB, Freq. Mut.)

10060




118I'T1 OnacHoCTb Npu NpMEME oparnbHbIX KOHTPALENTUBOB (reHbl F2,

18rm F5) (Risk of Oral Contraceptives, Ocs (Genes F2, F5)) 1200
118IT1/B3 OnacHocTb Npu NpuemMe oparnbHbIX KOHTPALEeNTUBOB (FeHbl
118IT1/B3 F2, F5) (6e3 onucaHus pesynbtatoB Bpadom-reHeTnkoM) (Risk of Oral 1140
Contraceptives, OCs (Genes F2, F5) (without Description))
1207 12011 O6meH donmeson kucnotsl (reHsl MTHFR, MTRR, MTR) (Folic 3300
Acid Metabolism (Genes MTHFR, MTRR, MTR))
120l T1/B3 O6meH cdonmeson kucnotbl (reHbl MTHFR, MTRR, MTR) (6e3
120IT1/B3 onuncaHus pesdynbTtaTtoB Bpadom-reHeTnkoMm) (Folic Acid Metabolism 2900
(Genes MTHFR, MTRR, MTR) (without Description))
10710 10711 Myxckoe 6ecnnogme (reHbl AR, CFTR; AZF-pervoH; kapmoTun) 33100
(Male Sterility (Genes AR, CFTR; AZF-Region; Karyotype))
1461 T1 N'eHeTnueckne dakTopbl Myxckoro 6ecnnoans (reHsl AR, CFTR;
1460M AZF-pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-| 23790
Region))
76611 76611 HapylweHna cnepmaToreHesa: paclumpeHHasa naHens (AZF- 15850
pernoHr) (Impairment of Spermatogenesis: Full Panel (AZF-Region))
766163 HapyweHns cnepmaToreHesa: paclumpeHHas naHens (AZF-
766163 pervnoH) (6e3 onucaHusa pesynbTaTtoB BpadyoM-reHeTukom) (Impairment of| 13490
Spermatogenesis: Full Panel (AZF-Region) (without Description))
1391 TIH 1391 TIH MecTo3bl ¥ (heTONNaueHTapHass He4OCTaTOYHOCTb 14030
139ITIH/B3 139ITIH/B3 NecTO3bl M eToNNaLeHTapHas HeJoCTaTOMHOCTL (6e3 13100
ONUCaHnsa pe3ynbTaToB BPaYOM-reHETUKOM)

1551 155[T1 HacnepncteBeHHble criydyan paka MOSIOYHOM Xenesbl n/nnu 2380
anyHukoB CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer)
155IT1/B3 HacneacTBeHHbIE Cnyyan paka MOSIOYHOW XKenesbl u/unm

155[IT1/B3 anyHukoB CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer) 1310
(6e3 onncaHus pesynbTaToB Bpa4oM-reHETUKOM)
7374 7374 'eHeTU4YECKME MPUYUHBI HapyLLeHuni cnepmaTtoreHesa (47 11010
Mukpogeneunn AZF)
77765 NeHom "OEPTUN" - anarHocTrka reHeTuyeckux npudnH 6ecnnoams
77765 y My>X4uH 1 xeHWwuH (Genome "FERTI" - diagnostics of genetic causes
of infertility in men and women)
7821RH 7821RH OnpegeneHune pesyc-cdaktopa (Rh factor Definition) 9350
2207 P® 7207TP®| Onpegenenne reHoTuna pesyc-gakropa (RH factor 17080
Genotype)
720763 OnpepeneHne reHotuna pesyc-caktopa (6e3 onncaHus
720763 pes3ynstatoB Bpa4yoM-reHeTukom) (Genotype of RH factor Definition 15220
(without Description))
3314GR 3314GR Pesyc-haktop nnoga. BeissneHve reHa RHD nnoga B Kposu 8090
maTtepu (RHD gene of the fetus in the mother's blood)
1334 1334 MonekynsapHo-reHeTuyeckoe uccnegosaHue HLA-B27 (Molecular 2190
Genetic Testing HLA-B27)
7831HL TunupoBaHue reHos cuctembl HLA |l knacca (reHsl DRB1,
7831HL DQA1, DQB1) (System Human Leukocyte Antigen (HLA) Class II, 6560
Typing (Genes DRB1, DQA1, DQB1))
7030 PaclumpeHHoe MOoneKynsapHo-reHeTu4eckoe uccrnegosaHue

7030 cyGannenei HLA-B27 7550

1141 T1 TpombGo3bl: paclumpeHHas naHens (reHol F2, F5, MTHFR, MTRR,
1141 MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, 5020

MTR))




1141 T1/B3

1141 T1/63 Tpomb03bl: pacwumpeHHasn naHenb (rensl F2, F5, MTHFR,
MTRR, MTR) (6e3 onucaHusa pe3ynbTaTtoB Bpa4OM-reHeTUKOM)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)
(without Description))

3300

1911

19Tl PaclumpeHHoe nccnegoBaHme reHoB CMCTEMbI remocTasa (reHbl
F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR,
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

5950

19IT1/B63

19I'T1/B3 PacwmpeHHoe nccnegoBaHne reHoB CUCTEMbI reMocTasa
(renbl F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-
1) (6e3 onncanunsa pesynbTaToB BpadoM-reHeTnkom) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))

5420

123IT1

123l T1 TpombGo3bl: cokpalleHHada naHenb (reHol F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

2380

123IT1/B3

123IT1/B3 Tpombo3bl: cokpalleHHasi naHenb (reHbl F2, F5) (6es
onucaHus pesynbTaTtoB Bpayom-reHeTnkom) (Thrombosis: Minimum
(Genes F2, F5) (without Description))

1970

12511

125I'T1 iccnepoBaHue reHa ombpuHoreHa, nonnmopdunam FGB c.-
467G>A (-455 G>A) (Fibrinogen gene analysis, FGB polymorphism c.-
467G>A (-455 G>A))

2780

1251 T1/B3

125I'T1/B3 UccnepoBaHue reHa dombpuHoreHa, nonmmopdunam FGB c.-
467G>A (-455 G>A) (6e3 onvcaHna pe3ynbTaTtoB BpaydoM-reHETUKOM)
(Fibrinogen gene study, polymorphism FGB c.-467G>A (-455 G>A)
(without description))

1710

13811

138I'T1 M'mnepromoumnctenHemus (reisl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

2120

138IT1/B3

138IT1/B3 NnepromounctenHemms (reisl MTHFR, MTRR, MTR) (6e3
onucaHus pesynbtaTtoB Bpadom-reHeTnkoM) (Hyperhomocysteinemia
(Genes MTHFR, MTRR, MTR) (without Description))

1970

122IT1

12211 M'vneparperauns TpomboumnTos, nonumopdusm reHa ITGA2 ¢.759
C>T Hyperaggregation of platelets, gene polymorphism ITGA2 c.759
C>T

2780

1221 T1/B3

122 T1/B3 Nneparperauma TpoMmooumnToB, nonumopdunsm reHa ITGA2
c.759 C>T (6e3 onucaHns pe3ynbTaToB BPa4OM-reHETUKOM)
Hyperaggregation of platelets, gene polymorphism ITGA2 c.759 C>T
(without description)

1970

72011

72011 TpombGouuTapHbin peuentop mbpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

1880

720163

720163 TpombouuTapHbI peuentop pmnbpuHoreHa (reH ITGB3) (6e3
onucaHus pesynbTaTtoB Bpadom-reHeTukom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

1310

757163

757163 UccneposaHve nonumopdgusma 1298A>C reHa MTHFR
(MmeTuneHTeTparmgpodonatpenykrasbl), 6e3 onucaHns pesynbTaToB
BPa4YOM-T€HETUKOM

1470

758163

758163 VccnepgoBaHue reHa METUOHUHCUHTA3bI, nonumopdunam MTR
(2756A>G), 6e3 onucaHus pe3ynbTaToB BPAa4OM-TEHETUKOM

1250

761763

761763 WccnegosaHne reHa NpokoHBEPTMHA (UK dhakTopa Koarynsauum
VII), nonumopdunam F7 (10976 G>A), 6e3 onucaHusa pesynbTaToB
BPayoOM-reHeTUKOM

630

702863

702863 NccnegosaHue reHa npotpoMbuHa (Mnn haktopa koarynsiumm
), nonumopdmam F2 (20210 G>A), 6e3 onncaHuns pe3ynbTaTtoB Bpaydom-
reHETUKOM

1250




702963 NccnepoBaHue reHa koarynsaumoHHoro caktopa V ("mMyTaums

702963 JlerigeHa"), nonumopdumam F5 (1691 G>A), 6e3 onucaHua pesynbtatoB | 1250
BpayYoOM-reHeTUKOM
703663 UccnepoBaHue reHa ombpuHasbl (Mnu chaktopa Koarynaumm
7036B3 XIIl), nommopduam F13 ¢.103G>T 630
703763 VNccneposaHue reHa MeTuneHTeTparngpodonaTpesykrassbl,
703763 nonumopduam MTHFR (677C>T), 6e3 onnucaHusa pesynbtaToB Bpadyom- | 1370
reHeTUKOM
703863 UccnenosaHne reHa METUOHWH CUHTAa3bl peaykTasbl,
703863 nonumopcunam MTRR (66A>G), 6e3 onncaHus pesynbTaToB BpavoMm- 1250
reHETUKOM
703963 NccnegoBaHne reHa MHIMOMTOpa akTMBaTopa NNna3mMuMHOreHa,
703963 nonumopdunam PAI-1 (—675 5G>4G), 6e3 onnucaHmsa pesynbTaTos 750
BPayYoOM-reHeTUKOM
129 129I'T1 ApTepuranbHas runepTeHsns, nonHas naHens (reHol ACE, AGT, 6030
NOS3) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))
1291 T1/B3 ApTepuanbHas runepTeHsns, nonHasa naHens (reHsl ACE,
129 T1/B3 AGT, NOS3) (6e3 onucaHusa pesynbTaToB BpavyoM-reHeTukom) (Arterial 4800
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))
12111 ApTepranbHas runepTeH3ns, cBsa3aHHasi C HapyLWeHUaMn B
121N peHuHaHrnotTeHsnHoson cucteme (relol ACE, AGT) (Arterial 2780
Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
1211 T1/B3 ApTepuanbHas runepTeHsuns, CBA3aHHasa C HapyLWeHNsSMn B
1211M/B3 PEHVHAHTMOTEH3NHOBOW cucteme (reHsl ACE, AGT) (6(?3 onuncaHms 2640
pe3ynbtaToB BpavyoM-reHeTnkom) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without Description))
76111 ApTepmanbHas runepTeHsnsd, cBsa3aHHas ¢ HapyLeHnaIMn B
76111 pabote aHgoTenuanbHon NO-cuHTa3sbl (reH NOS3) (Arterial 2390
Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))
761163 ApTepuanbHas runepTeHausl, CBa3aHHasa C HapyLUeHNAMU B
pabote aHpoTenuanbHon NO-cuHTasbl (reH NOS3) (6e3 onncaHus
761163 , . : 1860
pesynbTaToB BpadoM-reHeTukom) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))
7369 VccnepoBaHue TapreTHOW naHenmn reHoB Ans AMarHoCTUKK
7369 o 55070
HacneacTBeHHbIX kapanomuonaTtuii metogom NGS
7370 NccnepoBaHue TapreTHOW NaHenu reHoB Ans AUarHOCTUKK
7370 o 48950
HacneACTBEHHbIX apUTMOreHHbIX 3aboneBaHuii cepgua metogom NGS
1170 11771 BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's 10680
Disease (Genes DLG5, NOD2, OCTN1, OCTN2))
77797 77797 Oecvunt anbca-1-aHtutpuncunHa, SERPINA1, v.m. 2120
77799 77799 MNMopaxeHusa neveHu, reHsl ATP7B, PNPLA3, SERPINA1, u.m. 9530
77801 77801 HeankoronbHblf xnpoBou renaTtos, reH. PNPLA3, 4.m. 3300
7641B-API 'eHoTunupoeaHune annenen E2, E3, E4 rena APOE ans
7641B-API OLIEHKN NpeapacnosfioXeHHOCTU K aTepocknepody 1 6onesHn 2640
Anburenmepa (Alzheimer's Disease)
7024 7024 bonbluaga HeBponornyeckas naHens (Large neurological panel) | 59990
7375 7375 Cungpom CANVAS, reH RFC1 12230




7376

7376 CnuHouepebennapHas atakeus 27B tuna, reH FGF14

9780

7380

7380 HenpodnbpomaTtos, NoMck NPoTsKeHHbIX Aeneunn B reHe NF1

11010

7009

7009 VNccnepgoBaHne naHenu reHoB HenpoaereHepaTUBHbIX
3aboneBaHun ueHTpanbHon HepBHou cuctembl (NGS)

63590

7011

7011 WNccnepgoBaHue naHenu reHoB N30MPOBaHHOM MOHOTEHHOM
anNMnencum n HacneacTBeHHbIX MeTabonuyeckmx anunencui (NGS)

63590

7014

7014 VccnepoBaHne naHenm reHOB MbllLEYHbLIX AUCTPOdUIA, MMonNaTumn,
©one3Hen NOHHbIX KaHanoB 1 HelpoMbliweydHoro cuHanca (NGS)

64860

7042

7042 ViccnepoBaHne naHemnn reHOB HacneAcTBEHHbIX NONIMHENpONaTHi
(NGS)

63590

7044

7044 ViccnegoBaHue naHenu reHoB HacneACTBEHHbIX OOpM BonesHu
apuratenbHbix HenpoHoB (NGS)

63590

12411

12411 HacnencteBeHHble criyd4an paka MOMOYHOM Xenesbl n/nnu
anyHukoB (reHbl BRCA1, BRCA2) (Hereditary Breast and/or Ovarian
Cancer, HBOC (Genes BRCA1, BRCA2))

4350

1241T1/B3

1241 T1/b3 HacneacTBeHHbIE CnyYan paka MOJTIOHMHOW Xernesbl U/unm
sanyHukoB (reHol BRCA1, BRCA2) (6e3 onucaHunsa pesynbTatoB Bpaydom-
reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

3700

1541T1

1541 T1 HacneactBeHHble cnydyan BRCA-accoummpoBaHHOro paka y
MY>XUYMH: paK rpyaHon, Noaxenyao4vHom, npeacraTernibHOM Xenes, pak
andek (reHbl BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer
of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1,
BRCA2))

4440

1541T1/B3

1541 T1/b3 HacneacteeHHble cnyydan BRCA-accoumMmMpoBaHHOMo paka y
MY>KYUH: paK rpyaHoOn, NoaxXenyno4vHon, npeacraTeribHOM Xernes, pak
andek (reHsl BRCA1, BRCA2) (6e3 onucaHusa pesynstaToB Bpa4oM-

reHeTukom) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2)
(without Description))

4230

12441T1

12441T1 HacnencTtBeHHble criyqyan paka MOSTOYHOM Xernesbl n/vnu
anyHmkoB BRCA1, BRCA2, CHEK2, NBS1 (Hereditary Breast and/or
Ovarian Cancer )

5670

7004MRI

7004MRI CemeiHbIN MegynnsapHbIA pak LWMTOBUOHOW Xenesbl (3K30HbI
10, 11, 13, 14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons
10, 11, 13, 14, 15 Gene RET))

27660

7005B2I

7005B2] CuHApOM MHOXeCTBEHHOW 3HAOKPUHHOM Heonnasun 2B Tuna
(reH RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

11360

7006A2I

7006A2] CUHOPOM MHOXECTBEHHOM 3HOOKPUHHOM Heonnasum 2A Tuna
(3k30HbI 10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A
(Exons 10, 11 Gene RET))

16710

7648

7648 HacneacTteeHHble criydam paka npegcratenbHon xxenesbl (reH
HOXB13) (Hereditary prostate cancer (HOXB13 gene))

4890

7043

7043 ViccnepoBaHune naHenn reHoB HacneACTBEHHbIX OMyXOeBbIX
cuHgpomoB (NGS)

63590

116HLA

116HLA HacnegcteeHHas npegpacnonoXeHHOCTb K caxapHOMyY
Anabety 1-ro TMna no Tpem nokycam reHos cuctemsl HLA |l knacca
(reHbl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type
1 (Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1,
DQB1))

9890

15311

153I'T1 Octeonopos (reHbl CALCR, VDR), (Osteoporosis (Genes

CALCR, VDR))

6040




153IT1/B3

153IT1/B3 Octeonopos (reHbl CALCR, VDR) 6e3 onucaHus pe3ynstaToB
Bpayom-reHeTnkom (Osteoporosis (Genes CALCR, VDR) without
Description)

4950

7003UGI

7003UGI Cungpom XXnnbbepa (reH UGT1A1) (Gilbert's Syndrome
(Gene UGT1A1))

2900

7015HLA

7015HLA HacneacrteseHHas npeapacnofioXXEHHOCTb K Liennakum rno
nokycam reHoB cuctembl HLA |l knacca (DQA1, DQB1)

9890

7017

7017 Ouabet MODY2, reH GCK, m.

16550

7018

7018 OQuabetr MODY3,reH HNK-1, m..

16550

7691

7691 JNakTasHasa HegocTaToOuHOCTb, (reH MCMG6) (Adult Lactase
Deficiency (Gene MCMG6) (c onncaHuem pesynbtaTta BpayoM-reHETUKOM)

2290

7691LCI/B3

7691LCI/B3 JlaktasHasa HegocTaToyHocTh (reH MCMB6) (Adult Lactase
Deficiency (Gene MCM®6) (6e3 onucaHuna pesynbTarta Bpavom-
reHETMKOM)

1850

7T79HFEI

7779HFEI HacneacTtBeHHbI remoxpomatos, | Tun (reH HFE)
(Hemochromatosis Type 1 (Gene HFE))

1310

7780

7780 HacnenctBeHHbIn remoxpomatos, | Tun, HFE: paclwmnpeHHas
naHenb (Hereditary (primary) hemochromatosis, HFE: expanded
research panel)

2440

7377

7377 OJedununt nM30COMHON KMcnown nunasbl, reH LIPA

14680

7379

7379 TNonureHHbIn MHOEKC pUCKa CEMENHON rmnepxonecTepmuHemMmm

6110

1421

14211 NHrmbuTtopsl AP, donysactaTuH, 6nokaTtopbl peuentopos ATII.
MporHosnpoBaHue HedbponpoTeEKTMBHOIO addekTa nHrmbutopos Ald
npv HegnabeTnyeckux sabonesaHusax. feHeTn4eckme Mapkepbl
3(bPEKTMBHOCTM aTeHonona nNpy aptTepuanbHON rmnepTeH3nm ¢
rmnepTpochmen neBoro xenyaoyka unu tepanumn onyBactaTMHOM Npu
nwemmndeckom 6onesHun cepaua. OnpeneneHne Hann4ns
nonMMopcn3MOB reHa aHrMoTEeH3NH-NpeBpaLlaroLero gpepmeHTa (reH
ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers. Forecasting
Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases. Genetic
Markers of Effectiveness of Atenolol in Hypertension with Left Ventricular

Hypertrophy or Fluvastatin Therapy in Ischemic Heart Disease.
Detection of Polymorphisms of Gene of Angiotensin-Converting Enzyme
(Gene ACE))

2780

7261D-CY

7261D-CY JlosapTaH/upbecapTtaH. [eHeTn4eckmin Mapkep p1ucka
HapyLeHnn metabonuama 61okaTopoB peLenTopoB aHrMoTeH3umHa ll:
nosaptaHa un upbecapTtaHa no Tuny ocrnabneHnsa n ycuneHns nx
MMNOTEH3MBHOIO AENCTBUSA, COOTBETCTBEHHO. OnpeaeneHve Hannyms
nonumopdmnamoB reHa umtoxpoma CYP2C9 (Losartan/Irbesartan.
Genetic Marker of Risk of Metabolic Disorders Blockers of Receptors of
Angiotensin I, Losartan and Irbesartan Type of Weakening and
Strengthening their Hypotensive Action, Respectively. Detection of
Polymorphisms of Cytochrome CYP2C9)

1310

14811

148IT1 MeToTpekcaT. _['eHeTn4eckne Mapkepbl NOBLILLEHHOIO pucka
pasBUTUA NOBOYHBLIX peakumi Npu Nnpueme MeToTpekcaTta Ha poHe
neyeHns peemaToMaHoro aptputa. MetoTpekcaT: HapyLleHne
meTabonunama conmeson kucnoTel. OnpegeneHme Hanuuus
nonmMmopdn3mMoB reHoB (bepMEHTOB peakuuin donaTHOro Lmkna
(Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid
Arthritis. Methotrexate Disrupts Metabolism of Folic Acid. Determining
Presence of Polymorphisms of Genes of Enzymes of Folate Cycle

Reactions, Genes MTHFR, MTRR, MTR)

3440




7261C-CY

7261C-CY HecTtepongHble NpoTMBOBOCNANUTENbHLIE Npenaparhbl.
"eHeTU4eCcKMn MapKkep NOBbILLEHHOMO pUCKa Pas3BUTUA NOBOYHbIX
peakuuin B popme xenygoudHbix KposoTedeHunn npu npueme HIBI
(nBynpodreH, TEHOKCUKaM, HanNpPoOKCEH, HO He ANKIOgEHAK) MO TUMNy
BO3HUKHOBEHWS XXeNyA04YHbIX KPOBOTEYEHUI, CBA3AHHbIX C HApyLUeHUEeM
nx metabonuama. OnpeaeneHme HanU4Msa NONMMopcMU3MOB reHa
uutoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic
Marker of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (lbuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of their
Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9)

1310

7261B-CY

7261B-CY CynbgoHnnMoyeBmnHa 1 ee NpoM3BOAHbIE: _Xnoprnponammng,
Tonasamug, rmubeHknammng n Tondytamung. FeHeTU4eckMn mapkep pucka
pa3BUTUS HEXenaTenbHbIX JIeKapPCTBEHHbIX peakunin No Tuny
TMAOrNIMKEMUN MPU NPUEMe NepoparnbHbIX CaxapOCHMKAKLWNX CPeacTs,
CBSI3aHHbIX C HapyLleHneM ux metabonmama. OnpegeneHne Hanuyuns
nonumopdunamoBs reHa uutoxpoma CYP2C9 (Sulfonylurea and
Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by Type
of Hypoglycemia in Taking Oral Hypoglycemic Agents, Associated with
Violation of Metabolism. Detection of Polymorphisms of Cytochrome
CYP2C9)

1310

2447

2447 NuTepnenkun-28B (UN1-28B), reHoTMnupoBaHue (MccnegosaHve
reHeTUYEeCKUX MapKkepoB, onpeaensiowmnx apeKkTMBHOCTL NedeHns
XpoHuyeckoro renatuta C nHrepdepoHom n pubasupuHom) (Interleukin
28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and
Ribavirin))

980

7259BETA

7259BETA Bbeta-agpeHobnokatopbl. [eH CYP2D6. ®apmakoreHeTuka
(beta-Adrenergic Blockers. Gene CYP2D6)

6870

7623

7623 NeHoTUNMpPOBaHWE aurngponupumuanH gerngporeHassl (DPYD)
(Dihydropyrimidine dehydrogenase (DPYD))

4890

7077

7077 MonekynapHo-reHeTnyeckoe uccrnegosaHue reHa HLA-B57:01

7550

7364

7364 OueHka BnuaHmna CYP2D6 n CYP2C19 Ha meTabonuam
aHTMAenpeccaHToB MHIMBUTOPOB 06paTHOro 3axearta
CepoTOHMHa/HOpaapeHanuHa (crnoHa) — acuuTanonpam, uitanonpam,
cepTpanuH, pnioBoKcamMuH, NapoKceTuH, BeHnadakcuH (Antidepressant
response, antidepressant activity, serotonin and norepinephrine reuptake
inhibitors (SNRIs), selective serotonin reuptake inhibitors (SSRIs))

12230

7367

7367 ®apmakoreHeTnka Nobo4YHbIX 3PEKTOB TEPaANUM annonypuHONIOM
(ren HLA-B58:01)

8560

7945

7945 dapmakoreHeTMyeckasa naHenb «llepcoHanm3anpoBaHHas
Tepanusa» (PGx Comprehensive Panel)

53990

7381

7381 TuonypwuHbl (a3aTUONPUH, MEPKaNTONypWH, TUOTYaHNH)

11010

7259

7259 LUuntoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

6870

7261CYI

7261CYI1 Uutoxpom CYP2C9: nonumopduamel 430 C/T (CYP2C9*2) n
1075 A/IC (CYP2C9*3)

1310

7622

7622 Liutoxpom P450 2C19. NeHotunuposanHune no mapkepy CYP2C19
(Cytochrome P450 2C19. Genotyping for the CYP2C19 marker)

4100

14600P1

14600P1 OnucaHne pe3ynbTaToB rEHETMYECKOrO TecTa 1 kateropumn
cnoxHoctn (NeNe 720163, 761163, 720763, 125IT1/B3, 769163)

620




14610P2 OnucaHune pe3ynbTaToB reHETUYECKOro TecTa 2 Kateropum

14610P2 cnoxHoctun (NeNe 118IT1/B3, 1211T1/B3, 123IT1/B3, 131IMI/B3, 1240
141TT1/B3, 115IT1/B3, 124ITI/B3, 154 T1/B3, 155I'T1/B3, 7252E3)
14620P3 OnuncaHne pe3ynbTaToB reHeTUYECKoro Tecta 3 Kkateropum
14620P3 cnoxxHocTtu (NeNe 1221T1/B3, 129IT1/B3, 120 T1/B3, 137 T1/B3, 2480
138IT1/B3, 153IT1/B3, 110IT/B3, 114 T1/B3, 140l T1/B3, 766163,
116HLA, 7015HLA
14630P4 OnucaHne pe3ynbTaToB reHeTU4Yeckoro Tecta 4 kateropumu
14630P4 cnoxHocTy (NeNe 139MTH/B3, 1081TI/B3, 19MT/B3) 5570
3316 3316 Onpenenenne nona nnoga. BeiseneHue Y-xpomocoMbl niioga B 5300
KpoBu matepu (Y-chromosome of the fetus in the mother's blood)
77802 77802 lMNcopuas, TunuposaHne HLA-Cw6 3440
7013 7013 NccnepoBaHme naHenm rquB HacneacTBEHHbIX Aucnnasnmn 63590
coeanHuTenoHon Tkaum (NGS)
7803ABCA Abuotpodus cetuatku, Tun ®pandeckettn (reHol ABCA4,
7803ABCA PDE6H, RPE65, GUCY2D, CEP290, CNGA3, CRB1, CNGB3) 15220
7624SLC AkpogepmaTtuT aHTeponatmuyeckui. llonck mytauuim B reHe
7624SLC SLC39A4, m. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut) | 0480
7804TYR AnbbuHuam rnasokoxHsi Tun 1A. lNonck mytaumm B reHe
7804TYR TYR, m. (Albinism Oculocutaneous Type IA, Gene TYR, Mut.) 26320
7881RPS AHemua JanmoHga-bnekdeHa. Nouck mytauun B reHe
7881RPS RPS19, m. (Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) | 29320
7107 ApTporpunos guctanbeHeln (cuHapom ®pumeHa-LUengoHa). Mowuck
7107 YyacTbix MyTauun B reHe MYH3, 4. M. (Arthrogryposis Distal Type 2A, 15220
Gene MYH3, Freq. Mut.)
7905FRDA Atakcus Opugpenxa. Nouck mytauun B reHe FXN, m.
7905FRDA (Friedrich Ataxia, Gene FXN, Mut.) 26320
7808FRDAI Atakcna ®pugpenxa. MNounck yactbix MyTtaumm B reHe FXN,
7808FRDA 4. m. (Friedrich Ataxia, Gene FXN, Freq. Mut.) 6350
7108 AtenocTteoreHes (ancnnasus ge ns Wanens). MNMonck mytaumi B
7108 reHe SLC26A2, m. (Atelosteogenesis I, De la Chapelle Dysplasia, Gene| 28600
SLC26A2, Mut.)
7610QHKI OnarHocTtuka atpocumm 3putenbHoro Hepea Jlebepa, 4. M.
76100HKI muToxoHapuansHon n aaepHon OHK (Leber Hereditary Optic 7980
Neuropathy, detection of frequent mutations of mitochondrial and nuclear|
DNA)
7109LEI Atpodusa 3putenbHoro Hepaa Jlebepa. NMNonck YacTbix MyTaumm
7109LEI B mutoxoHapmansHon OHK, 12 4. m. (Leber Hereditary Optic 21240
Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
7706 TNFRSF AyTOMMMYHHLIN niumdonponndepaTnBHbIN CUHOPOM.
7706 TNFRSF | MNMownck mytaumn B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative | 36480
Syndrome, ALPS, Gene TNFRSF6, Mut.)
7705TNFRS AyTOMMMYHHbIM nnmdonponudepaTUBHbIA CUHOPOM.
Mownck myTaumm B «ropsdmnx» yyactkax reHa TNFRSF6, «ropsay.» y4. m.
7705TNFRS (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSFG6, 10450
Hot-Point Mut.)
7770GRN Adasus nepBuyHas nporpeccupytowad. lNMonck mytaumi B
7770GRN reHe GRN, m. (Aphasia Primary Progressive, Gene GRN, Mut.) 28860
7809FGFR3I Axongponnasus. Nouck YacTtbix MyTauun B reHe FGFR3,
7809FGFR3| 4. M. (Achondroplasia, Gene FGFR3, Freq. Mut.) 16230
77710 77710 BokoBoun ammoTpodmyeckni cknepos (BAC), SOD1, m. 7540




77706 77706 bokoBon amunoTpodudecknin cknepos, Corf72, y.m. 4760
7709BEST BonesHb becta. Nonck Bcex U3BECTHbIX MyTauuin B reHe
7709BEST BEST1, m. (Best Vitelliform Macular Dystrophy, All Known Mutations, | 45300
Gene BEST1, Mut.)
77800 77800 bones3Hb Bexueta, TnnposaHue HLA B51 3440
7810ATP7BI bonesHb BunbcoHa-KoHoBarnoBa. Nonck 4acTbix MyTaumm
7810ATP7BI B ree ATP7B, u. m. (Wilson Disease, Gene ATP7B, Freq. Mut.) 5420
7069 NofHO3K30MHOE CEKBEHMPOBaHUE - MOUCK NPeAnonoXUTENbHO
7069 HacnegcTBeHHoro 3abonesanunsa ¢ uHTepnpetauunen (Whole Exome 75440
Sequencing)
7812PANK2 BonesHb "annepsopaeHa-LUnaTua. MNouck 4actbix myTauun
7812PANK2 B reHe PANK2, 4. m. (Neurodegeneration With Brain Iron Accumulation | 10680
1, Gene PANK2, Freq. Mut.)
7813PRNP BbonesHb NepctmanHa-LLUTpeyccnepa-LUennkepa. Mounck
7813PRNP  |myTtauun B reHe PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP,| 19770
Mut.)
7775PTEN BonesHb KoyaeHa. MNounck myTtaumi B reHe PTEN, m.
77TTSPTEN (Cowden Syndrome 1, Gene PTEN, Mut.) 40900
7814PRNP BbonesHb Kpentugenbara-Akoba. MNonck mytaummn B reHe
7814PRNP PRNP, m. (Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) 19770
7776PTEN BonesHb Jlepmutt-Ayknoc. MNovck myTtaumi B reHe PTEN, m.
7TT6PTEN (Lhermitte-Duclos Syndrome, Gene PTEN, Mut.) 40900
7816NDP BbonesHb Hoppu. MNMouck myTtaumi B reHe NDP, m. (Norrie
7816NDP Disease, Gene NDP, Mut.) 15220
77701 77701 bonesHb NapknHCOHA, KOMMNEKCHaa guarHocTmKa, 4.Mm. 7800
7818CSTB bonesHb YHdheppuxTa-IlyHabopra. lNMNovck myTaumi B reHe
7818CSTB CSTB, m. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg,| 19770
Gene CSTB, Mut.)
7817CSTB BbonesHb YHdeppuxTa-IlyHabopra. lNMovck 4acTbix MyTauui B
7817CSTB reHe CSTB, 4. m. (Progressive Myoclonic Epilepsy 1A Unverricht and 9350
Lundborg, Gene CSTB, Freq. Mut.)
77715 77715 bonesHb ®abpu, GLA, m. 10320
7819ABCA4 BonesHb WTapraparta (reHsl ABCA4, PDEGH, RPEGS5,
7819ABCA4 GUCY2D, CEP290, CNGA3, CRB1, CNGB3) 15220
7820ROR2 Bpaxuagaktunua tun B1. MNMouck myTtaumi B reHe ROR2, m.
7820ROR2 (Brachydactyly Type B1, Gene ROR2, Mut.) 19770
7992NTR BpoxaeHHas He4yBCTBUTENBHOCTb K 60K ¢ aHrMapo3om.
7992NTR Monck mytauuin B reHe NTRK1, m. (Congenital Insensitivity To Pain With| 54530
Anhidrosis, CIPA, Gene NTRK1, Mut.)
7711ADAMTS leneoduaundeckasa gucnnasms. Nonck mytauun B reHe
TTTIADAMTS | ADAMTSL2, m. (Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut) | 81120
7822B N'emocounug. MNounck myTtaumi B reHe paktopa IX npu remocpunum
7822B B, M. (Hemophilia B, Gene Factor IX, Mut.) 33410
7908DIA1 MeTtremornobuHemus, CYB5R3 m. (Methemoglobinemia,
7908DIA1 Gene CYB5R3, Mut.) 36480
77707 77707 'eHTUHITOHONOOOOHOE 3aboneBanHue, Tun 2, JPH3, 4.m. 3300
77709 77709 NeHTUHITOHONOAOOHOE 3aboneBaHue, TN 4 TBP, y.m. 3300




77702 'eHTMHITOHONOOOOHbIE 3aboneBaHns, KOMMNNEKcHas

77702 5160
AnarHocTuka, Y.m.
7989MVK T'vnep-IgD cuHapom. NMounck mytaumm B «ropsadmx» yyactkax
7989MVK reHa MVK, «rops4.» y4. m. (Hyper-IgD Syndrome, Gene MVK, Hot-Point| 7410
Mut.)
7778MVK 'vunep-IgD cuHapom. Mouck mytauun B reHe CD40LG, m.
7778MVK (Hyper-lIgD Syndrome, Gene CD40LG, Mut.) 45300
7823CD l'vnep-IgM cuHapowm. Mownck mytauuin B reHe CD40LG, m.
7823CD (Hyper-IlgM Syndrome, Gene CD40LG, Mut.) 26320
7898SCN4A NnepkanuemMunyeckuin nepnogudecknin napanud. romvck
7898SCN4A MyTaumin B a3k3oHax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic 23520
Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)
7603SCN4A IN'mnokannemmnyeckuin nepuogudecknin napanud. rNMomck
7603SCN4A MyTaumn B 3k3oHax 12, 18 n 19 reHa SCN4A, m. (Hypokalemic Periodic | 19770
Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)
7126 M'mnodpocdaTemmyeckuin ButammH D-pe3ncTeHTHbIN paxuT
7126 (noveyHbIn dhocdaTtHbIn anabeT). Monck myTaumn B reHe PHEX, m. 89150
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )
7906FGFR3I N'vnoxoHaponnasng. MNMonck YacTbix MyTauuii B reHe
7906FGFR3| FGFR3, 4. m. (Hypochondroplasia, Gene FGFR3, Freq. Mut.) 16230
7128 [Jednunt KapHUTMHA CUCTEMHBIN NepBUYHBIN. IMonCK MyTauun B
7128 reHe SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, 45300
Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)
7129 7129 dnactpoduyeckasn aucnnasms. MNonck mytauuin B reHe SLC26A2, 28860
M. (Diastrophic Dysplasia, Gene SLC26A2, Mut.)
7927BSCL OuctanbHaa moTopHas Henponatust Tun V. Nouck myTtauun B
7927BSCL reHe BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene 33410
BSCL2, Mut.)
71311Gl AuctanbHasa cnvHanbHas aMmoTpodust BpoXXaeHHas ¢
71311Gl napanudom guadgparmel. Nounck mytauun B reHe IGHMBP2, m. (Distal | 69000
Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)
7132 [QuctanbHasa cnnHanbHas amnmoTpodmsa BpoXaeHHas
7132 Henporpeccupytowas. NMonck mytTauun B «ropaynmx» yyacTkax reHa 19770
TRPV4, «ropsy.» y4. M. (Distal Spinal Muscular Atrophy Congenital Non-
Progressive, Gene TRPV4, Hot-Point Mut.)
7604KRT2 NxTtnos 6ynnesHoi. Mounck mytaumi B reHe KRT2, m.
7604KRT2 (Ichthyosis Bullosa Of Siemens, Gene KRT2, Mut.) 33410
7140 7140 KocTHas reTeponnasunsa nporpeccupytowias. lNonck mytaunim B reHe 40900
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)
7141 KpaHnomeTadmsapHasa gucnnasmd. NMonck mytauum B «ropsymx»
7141 yyactkax reHa ANKH, «ropsid.» yy. M. (Craniometaphyseal Dysplasia, | 15080
Gene ANKH, Hot-Point Mut.)
7142 7142 KpaHnomeTadumsapHasa gucnnasms. lNounck mytauun reHa ANKH, m. 54030
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)
7143 7143 KpaHuocuHocTos. NMounck mytaumm B reHe TWIST1, m. 19200
(Craniosynostosis Type 2, Gene TWIST1, Mut.)
7717MSX2 KpaHuocmHocTo3s. Nonck myTtaumi B reHe MSX2, m.
7T1TMSX2 (Craniosynostosis Type 2, Gene MSX2, Mut.) 15220
7834LMNA INunoguctpodumst cemenHasn YactuyHas. lNonck mytauunm B
7834LMNA «rops4vmx yvactkax» reHa LMNA, «ropsa4.» y4. m. (Familial Partial 10680
Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
7835L MNA 7835LMNA Jlnnognctpodusa cemenHas YyactnyHas. Nonck mytauuim 45300

reHa LMNA, m. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)




7720LMNA MaHagnbynoakpanbHasi gucnnasus ¢ nunognctpodumen.

7720LMNA Mounck myTaumm B 3k3oHax 8, 9 reHa LMNA, m. (Mandibuloacral 10450
Dysplasia, Exons 8, 9 Gene LMNA, Mut.)
7605MVK MeBanoHoBas auuaypus. MNMonck mytaumin B reHe MVK, m.
7605MVK (Mevalonic Aciduria, Gene MVK, Mut.) 45300
7836DIA1 MeTtremornobuHemus, CYB5R3 u.m. (Methemoglobinemia,
7836DIA1 Gene CYB5R3, Freq. Mut.) 9880
7147 7147 MuoknoHudeckasa auctonus. Monck mytaumn B reHe SGCE, m. 54530
(Myoclonic Dystonia, Gene SGCE, Mut.)
7838DMPKI MunoTtoHnyeckasa guctpodus. Nomck YacTbix MyTauum B
7838DMPKI | 16 DMPK, u. m. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) | %40
77705 77705 MuoToHnyeckas auctpodus, Tun 2, CNBP (ZNF9), u.m. 3300
7148 7148 MuoToHua TomceHa-bekkepa. Nonck 4acTbix MyTauun B reHe 15220
CLCN1, 4. m. (Myotonia Congenita, Gene CLCN1, Freq. Mut.)
77704 77704 MuToxoHapuanbHble 3aboneBaHus, KOMMNNEKCHasa aguarHocTuka: 7800
mutoxoHapunaneHas OHK, y.m.
7642 7642 MonekynsapHbIA CKPUHUHI Ha MUKpoaeneummn/ MUKpoaynnvkaumm 10980
XPOMOCOM
77911 77911 MykoBucumpos. lNouck yactbix MyTaumii B reHe CFTR, 4. M. 22980
(Cystic Fibrosis, Gene CFTR, Freq. Mut.)
7815HDI Xopes NeHTUHITOHa. [ouck YacTbix MyTauum B reHe IT15, 4. m.
7815HDI (Chorea Huntington, Gene IT15, Freq. Mut.) 2640
79720CI MNMporpeccupytollasa mMbllieyvHas guctpodus
7972Cl OiowenHa/bekkepa (MMAO), aeneunn n gynnukauumn reHa DMD 10720
7934FKTN MbiweyHas guctpodua, Tun dykyama. Nounck mytauun B
7934FKTN reHe FKTN, m. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) 54530
7163 7163 MbiweyHas guctpodus dmepu-Opendyca. MNonck mytaumin B reHe 36150
FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)
7999LMNA MbliwevHas guctpodus dmepu-LOpendyca. lNMonck mytaumm
7999LMNA B reHe LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, | 45300
Mut.)
7935 MbiweyHasa guctpodums Amepu-Opendyca. NMNonck mytaunin B reHe
7935 amepuHa npu X-cuenneHHon ¢opme, M. (Emery-Dreifuss Muscular 19770
Dystrophy, X-Linked Gene Emerine, Mut.)
7936 TRIM HaHnam MULIBRAY. NMouck myTauuii B reHe TRIM37, m.
7936TRIM (Muscle-Liver-Brain-Eye, Gene TRIM37, Mut.) 15220
7903SRY HapyweHus getepmmHaumm nona. lNMovck mytaumii reHa SRY,
7903SRY M. (Disorders Sex Determination, Gene SRY, Mut.) 10680
7846SRY| HapyweHus getepMmmHaumm nona. AHanu3 Hanmuus reHa
7846SRYI SRY, m. (Disorders Sex Determination, Analysis Gene SRY, Mut.) 10830
7902PMP HacnencreeHHas HemponaTus ¢ NoABEPXXEHHOCTLIO Napanuyy
oT caasnenud. NMounck myTtaumi B reHe PMP22, m. (Hereditary
7902PMP Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, 23520
Mut.)
7725C1NHI HacnencTBeHHbIN aHIMOHEBPOTMYECKUI OTek. Mounck
7725C1NHI myTauun B reHe C1NH, m. (Hereditary Angioedema Type |, Gene C1NH,| 34560
Mut.)
7847ALX4 HeszapauwieHne pogHuykoB. lNounck mytauum B reHe ALX4, m.
7847ALX4 (Parietal Foramina, PFM, Gene ALX4, Mut.) 23520
7952PMP 7952PMP HewnponaTus ¢ napanuyamu ot cgasneHus, PMP22, neneunn 6350

n gynnukaumm (Charcot-Marie-Tooth disease type 1A (CMT1A))




7961GJB2I uarHoctuka HacneacTBeHHbIX OPM HEMPOCEHCOPHON
Tyroyxoctn (reHol GJB2, GJB3, GJB6, POU3F4, WFS1) 4. m.

7961GJB2l (Diagnosis of hereditary sensorineural hearing loss (GJB2, GJB3, GJB6, 7280
POU3F4, WFS1 genes))
7963GJB2 7963GJB2| HenpoceHcopHasa HecuHOpOMarnbHasi TYroyxoCTb, MOJSTHLIN 15220
aHanus reHa GJB2
7910ELA2 HenTtponeHus. MNMonck mytaumn B reHe ELA2, m. (Neutropenia
7910ELA2 Severe Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.) 26320
7849NPHP1 HedpoHodTns. Nounck mytauun B reHe NPHP1, m.
7849NPHP1 (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.) 21510
7166 7166 HedpoTtuyecknit cuHapom. MNounck mytauun B reHe NPHS1, m. 80390
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)
7167 7167 HedhpoTtuuecknin cungpom. NMounck mytaumi B reHe NPHS2, m. 36150
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)
7997SCN Hopmokanuemuyeckun nepunogmyeckuin napanud. MNMowmck
7997SCN myTauun B ak3oHe 13 reHa SCN4A, m. (Normokalemic Periodic 10680
Paralysis, Exon 13 Gene SCN4A, Mut.)
7957RABPN OkynodapuHreansHas MbllieyHas guctpodus. lMNounck
7957RABPN yacTbix MmyTaummn B reHe RABPN1, u. m. (Oculopharyngeal Muscular 3440
Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)
7701XI] OnpegeneHne HepaBHOBECHOW NanoHU3aunuumn X-xpoMocombl
7701XI npu X-CUENIIEHHbIX PELIECCMBHbIX 3aboneBaHusax y gesovek (Non- 13770
Random X Chromosome Inactivation in Females)
126I'T1 OcHoBHbIE HacneacTBeHHble 3aboneBaHus (reHbl CFTR, GJB2,
1261 PAH, SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, 36090
SMN))
7168 OcTeoneTpos peLeccmBHbIN (MpamMopHas 6onesHb kocten). MNMounck
7168 myTauun B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, 54030
OPTB1, Gene TCIRG1, Mut.)
7958TCIRG OcTteoneTpo3 peLeccuBHbI (MpamopHas 6051e3Hb KOCTEN).
7958TCIRG Mownck vacTtbix myTaumn B reHe TCIRG1, u. m. (Osteopetrosis Autosomal| 9880
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)
7727HPGD [lNepsBuyHas runepTpoguyeckass octeoapTponaTus
7727HPGD  |(naxmaepmonepwuocToa). MNMonck mytaumi B reHe HPGD, m. (Hypertrophic| 33410
Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)
7728BMPR [lNepBuyHas neroyHas rmnepteHsus. [Nouck Mmytauum B reHe
7728BMPR BMPR2, m. (Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, | 68160
Mut.)
7851MEFVI MNMepuogunyeckasn 6onesHb. Monck mytaumi B reHe MEFV, m.
7851MEFVI (Familial Mediterranean Fever, FMF, Gene MEFV, Mut.) 46780
7012MEI MNepuoanyeckasn 6onesHb. MNonck 4acTblx MyTauuin B reHe
7012MEI MEFV, 4. m. (Familial Mediterranean Fever, FMF, Gene MEFV, Freq. 6750
Mut.)
7853RP2 MNurmeHTHasa gereHepauuns cetyaTkm (reHsl ABCA4, PDEGH,
7853RP2 RPE65, GUCY2D, CEP290, CNGA3, CRB1, CNGB3) 16960
7176 MNMukHoamnsocToa. Mouck mytauuin B reHe CTSK, m.
7176 (Pyknodysostosis, PKND, Gene CTSK, Mut.) 28600
7998FLCN lNHeBMOTOpAaKC NEPBUYHbLIA CMOHTaHHBLIW. [MoncK MyTaumi B
7998FLCN reHe FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,| 54530
Mut.)
7636SHH 7636SHH Monupaktunus. Mouck mytauun B reHe SHH, m. (Polydactyly, 15220
Gene SHH, Mut.)
7730GLI3 7730GLI3 Nonupaktunus. Mownck myTtaumi B reHe GLI3, m. (Polydactyly, 81120

Gene GLI3, Mut.)




7180 Mporepus XatunHcoHa-Imndgopaa. MNMounck mytaunn B reHe LMNA,

7180 M. (Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) 44890
7183 7183 lNceBnokcaHToMa anactuyeckas. Nonck yacTbIX MyTauum B reHe 9570
ABCCSG, 4. m. (Pseudoxanthoma Elasticum, Gene ABCC6, Freq. Mut.)
7759LPIN Pabgomumonua (MmornobuHypus). MNonck mytauuim B reHe
7759LPIN LPIN1, m. (Myoglobinuria Acute Recurrent Autosomal Recessive, Gene | 89150
LPIN1, Mut.)
7185 7185 PetuHowwnsnc. MNounck mytauun B reHe RS1, m. (Retinoschisis 1 X- 28860
Linked Juvenile, RS1, Gene RS1, Mut.)
7649 7649 CemeliHas runepxonectepuHemMmsi (KOMMNNEKCHas MarHoCTmKa - 8600
reHol LDLR, APOB, PCSK9)
7647 7647 CemeliHas runepxonectepuHemusi, reH APOB100 4490
7645 7645 CemeliHas runepxonectepuHemusi, reH LDLR 11910
7646 7646 CemeliHas runepxonectepuHemusi, reH PCSK9 10850
7799TNFR CemenHasn nepunogudeckasa nuxopagka. lNonck mytauunm B
7799TNFR reHe TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome, 7410
TRAPS, Gene TNFRSFIA, Mut.)
7916PRF CemenHbI remodharounTapHbii nuMdornctnountos. Nounck
7916PRF myTaumin B reHe PRF1, m. (Familial Hemophagocytic 26320
Lymphohistiocytosis, Gene PRF1, Mut.)
7917STX CemenHbINn remodaroymTapHbIn numdorucTnounTos. MNMomck
7917STX mMyTauun B reHe STX11, m. (Familial Hemophagocytic 19770
Lymphohistiocytosis, Gene STX11, Mut.)
7915STXB CemeliHbin remocharoumnTapHbii inmgornctTmoumTtos. Nounck
7915STXB mMyTauun B reHe STXBP2, M. (Familial Hemophagocytic 54530
Lymphohistiocytosis, Gene STXBP2, Mut.)
7914UNC CemenHbii remodaroumnTapHbii ninmdornctmoumTtos. Nouck
7914UNC myTauun B reHe UNC13D, m. (Familial Hemophagocytic 81120
Lymphohistiocytosis, Gene UNC13D, Mut.)
7914UNC1 CemenHbii remodaroumntapHbii ninmdornctmoumTtos. Nouck
7914UNC1 yacTbix myTaummn B reHe UNC13D, 4. m. (Familial Hemophagocytic 9880
Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)
7798RET CemenHbIn MeoynnspHbIN pak WMTOBUAHOM Xenesbl. [Nounck
7798RET MyTauun B ak3oHax 5, 8 reHa RET, m. (Familial Meddulary Thyroid 15220
Cancer, Exons 5, 8 Gene RET, Mut.)
7797CIAS1 CeMeliHbIn X0No40BON ayTOBOCNANUTENbHbLIN CUHAPOM
7797CIAS1 NLRP3 m. (Familial Cold Autoinflamatory Syndrome, FCAS, Gene 54530
NLRP3, Mut.)
7858NGFB CeHcopHas nonuHenponaTtuda, NGF m. (Hereditary Sensory
7858NGFB and Autonomic Polyneuropathy, Gene NGF, Mut.) 23520
7733CIAS1 Cungpom CINCA, reH NLRP3 M. (Chronic Infantile
7733CIAST Neurologic Cutaneous Articular, Gene NLRP3, Mut.) 54530
7186 Cungpom TAR. MNouck mytauun B reHe RBM8A, m.
7186 (Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome, Gene | 28860
RBMS8A, Mut.)
7859FGD1 CnHgpom Aapckora-CkoTTa (paumnoreHntanbHas
7859FGD1 aucnnasus). MNMonck mytaumn B reHe FGD1, M. (Aarskog-Scott Syndrome,| 66030
Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
7187 Cungpom AnbcTpoma. MNMounck MyTaumm B «ropsaumx» yyactkax reHa
7187 ALMS1, «ropsy.» y4. M. (Alstrdbm syndrome, Gene ALMS1, Hot-Point | 19590

Mut.)




7861KCNJ2 Cungpom AHgepceHa. Nouck myTtauun B reHe KCNJ2, m.

7861KCNJ2 (Andersen-Tawil Syndrome, Gene KCNJ2, Mut.) 23520
7913FGFR CuHagpom AHTnu-bukcnepa. MNouck myTtauui B 9k3oHe 9 reHa
7913FGFR | 'EGFR2, m. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) | 10°°0
7862FGFR2 CuHgpom Anepa (akpouedanocuHgaktunus). Mowmck
7862FGFR2 yacTbix MyTaummn B reHe FGFR2, 4. m. (Apert Syndrome, AS, Gene 15220
FGFR2, Freq. Mut.)
7863PRPS1 CuHgpom Apta. MNMownck mytaumi B reHe PRPS1, m. (Art's
7863PRPS1 Syndrome, Gene PRPS1, Mut.) 33410
7796PTEN Cungpom BbaHasH-Pannu-Pysanbbaka. MNounck myTauui B
7796PTEN reHe PTEN, m. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, 40900
Mut.)
7703FLCN CwuHppom Bepta-Xora-Abto6a (BXA). Monck myTaumm B reHe
7703FLCN FLCN, wm. (Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut)) 54530
7189 Cungpom boyaHa-KoHpaawn (BKC, uepebporenatopeHanbHblii
7189 cvHgpoMm). Mouck mytaumm B reHe EMG1, m. (Bowen Conradi 24740
Syndrome, BCS, Gene EMG1, Mut.)
7734BCS Cungpom bbepHcTaga (cuHOpOM Kypyasbix Borioc). Nouck
7734BCS myTauun B reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.) 23520
7867EDNRB Cungpom BaapaeH6bypra-Laxa. Mouck mytaumn B reHe
7867EDNRB EDNRB, m. (Waardenburg-Shah Syndrome, Gene EDNRB, Mut) | 25410
7866PAX3 CunHgpom BaapaeHbypra. Nouck mytauun B reHe PAX3, m.
7866PAX3 (Waardenburg Syndrome, WS, Gene PAX3, Mut.) 36480
7190 7190 Cungpom BaHn gep Byga. MNMownck mytaumi B reHe IRF6, m. (Van der 40900
Woude Syndrome, Gene IRF6, Mut.)
7868WAS Cungpom Buckotta-Ongpuda (CBO). Nouck mytauun B reHe
7868WAS WAS, m. (Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.) 33410
7785PHOX2B CnHOpoM BpOXAEHHOW LIEHTPanNbHOW rMMNOBEHTUNALUN
7785PHOX2B (CBUT). Mowck yacTbix myTauuin B reHe PHOX2B, 4. m. (Congenital 9880
Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)
7192 Cungpom MepmaHcku-lNyanaka (Anb6nuHW3M rnaso-KoXHbIN C
remopparmyeckMm anmaTte3om 1 NnUrMmeHTaumen peTmkyno-
7192 aHAoTenuanbHbIX KNeTok). Monck yacTeix myTauun B reHe HPS1, 4. m. | 13230
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq.
Mut.)
7869GLI3 CuHapom lpeira (cemenHbin runeptenopuam). Momck
7869GLI3 mMyTaummn B reHe GLI3, m. (Greig Syndrome, Gene GLI3, Mut.) 81120
7737RAB27 Cungpom [Mpucuennu. MNMouck mytaumi B reHe RAB27A, m.
7T3TRAB27 (Griscelli Syndrome, Gene RAB27A, Mut.) 26320
7738FGFR CuHgpom [xekcoHa-Bencca. MNonck mytaumi B 3k3oHe 9
7738FGFR reHa FGFR2 u ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, | 15220
JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)
77703 77703 Cungpom OPTIA, ATN1, u.m. 3300
7194 Cungpom XKybepa (CXK). AHanu3 yncna konu reHa NPHP1
7194 (Joubert Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic 21510
Joubert Syndrome, Joubert Syndrome type A, Joubert-Boltshauser
Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)
7195 Cungpom KapneHTtepa (akpouedanononMcnuHaakTunua BToporo
7195 Tuna). Mownck mytaum B reHe RAB23, m. (Carpenter Syndrome, Gene | 33100
RAB23, Mut.)
7768GJB2 CnHapoM kepaTtuTa-nxtunosa-tyroyxoctu (KUO-cuHgpom).
7768GJB2 Mouck mytaumn B rene GJB2, m. (Keratitis-Ichthyosis-Deafness 15220

Syndrome, KID Syndrome, Gene GJB2, Mut.)




7198 Cungpom Knunnensa-denns (CMHAPOM KOPOTKON wen). Nouck

7198 MyTaLWil B reHe GDFS, m. (Klippel-Feil Syndrome, Gene GDF6, Mut) | 12770
7739ERCC6 CuHapom KokkewnHa. Mouck mytaumi B reHe ERCCB, m.
7739ERCCE (Cockayne Syndrome, Gene ERCCG6, Mut.) 89150
7199 7199 Cungpom Koctenno. Mownck mytaumn B reHe HRAS, m. (Costello 10680
Syndrome, Gene HRAS, Mut.)
7202 7202 Cungpom KodbdpumHa-JToypu (CKIT). MNonck myTaumin B reHe 88340
RPS6KA3, m. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)
7740PAX3 CnHapom KpaHuodaumnanbHOM gUCMopdUN-TyroyxocTu-
7740PAX3 ynbHapHon aesuauun kncten. MNomnck mytaumin B reHe PAX3, m. 36480
(Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)
2010UGI 7010UGI OunarHoctuka cungpoma Kpurnepa-Hansapa (CKH, cemeriHas 13230
xentyxa) (reH UGT1A1). (Crigler-Najjer Syndrome, Gene UGT1, Mut.)
7760FGFR3 CuHgpom Kpy3oHa ¢ YepHbIM akaHTo30M. [lonck myTauun B
7760FGFR3 ak3oHe 10 reHa FGFR3, m. (Crouzon Syndrome with Acanthosis 10680
Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)
7964FGFR2 Cungpom KpysoHa. Nouck mytauunm B 3k3oHax 7 1 9 reHa
7964FGFR2 FGFR2, m. (Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut) | 12220
7794CIAS1 Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells
7794CIAST Syndrome, MWS, Gene NLRP3, Mut.) 54530
7204 Cungpom Makneoga. MNMownck mytaumi B reHe XK, m. (McLeod
7204 Syndrome, Gene XK, Mut.) 23310
7643 7643 Cungpom MapTtunHa-benn (cuHgpom nomkon X XpOMOCOMbI) 5950
7743ZEB2 CvHapom Moyat-BunbcoH. MNonck myTtaunin B reHe ZEB2, m.
7743ZEB2 (Mowat-Wilson Syndrome, Gene ZEB2, Mut.) 68160
7872NBS11 Cungpom HuinmereH, NBN u.m. (Nijmegen Breakage
7872NBS1I Syndrome, NBS, Gene NBN, Freq. Mut.) 1310
7213 CuHOpOM HOrTen-HagKoneHHuka (octeoHnxogucnnasung). Nouck
7213 myTauun B reHe LMX1B, m. (Nail-Patella Syndrome, NPS, 33100
Onychoosteodysplasia, Gene LMX1B, Mut.)
7215 Cungpom Ocnepa-PaHa-Bebepa (HacnegcTeeHHas
7215 remopparmyeckasa teneaHrnaktasus). Nouck mytaumm B reHe ENG, m. | 40900
(Rendu-Osler-Weber Disease, Gene ENG, Mut.)
7744GLI3 Cungpowm Mannuctepa-Xonna. Mouck myTtauni B reHe GLI3,
7744GLI3 M. (Pallister-Hall Syndrome, Gene GLI3, Mut.) 81120
7874TBX3 Cungpom MNannuctepa. MNouck mytauun B reHe TBX3, m.
7874TBX3 (Pallister W Syndrome, Gene TBX3, Mut.) 33410
7917 7217 CuHOPOM NOAKOMNEHHOro nTepuryma. lNonck mytauun B reHe 40520
IRF6, m. (Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)
7745FGFR Cungpowm lMdanddepa. MNMonck mytaumm B ak3oHax 7, 9 reHa
7745FGFR FGFR2 un ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 19770
Gene FGFR2, Exon 7A Gene FGFR1, Mut.)
7218MEI Cungpom PetTa. MNMownck mytaumin B reHe MECP2, M. (Retts
7218ME Syndrome, Gene MECP2, Mut.) 11380
7919 7219 Cunpgpom CeTpe-HoTaeHa. NMonck mytaumn B reHe TWIST1, m. 19200
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)
7220 Cungpom Cunbsepa. MNouck mytauuin B reHe BSCL2, m. (Silver
7220 Syndrome, Gene BSCL2, Mut.) 33410
7221 Cungpom CumncoHa-Ironabu-bemens. MNMonck mytaumi B reHe
7221 GPC3, m. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene | 36480

GPC3, Mut.)




7877DHCRY7 Cungpom Cmuta-Jlemnu-Onuua (CJIOC). Nouck myTtauun B

787T7TDHCRY | e DHCR?, . (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut) | #0900
7879AR CuHgpoM TecTukynspHon pemmHmusaumm (CTO, cuHgpom
7879AR Moppwuca). MNMownck mytaumn B reHe AR, M. (Testicular Feminization 45300
Syndrome, Gene AR, Mut.)
7747TCOF1 CuHgpom Tpuuepa-KonnmHsa-Ppandeckettn (MaHanbyno-
daumnanbHbin ansoctos). MNMouck mytaumn B reHe TCOF1, m. (Treacher-
7747TCOF1 Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial 89150
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)
7984VHL Cungpom Xunnensa-Jivigay (uepebpo-peTnHo-BucLepanbHbIi
aHrmomarto3). Monck mytauun B reHe VHL, m. (Von Hippel-Lindau
7984VHL Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene 19770
VHL, Mut.)
7973VHL Cungpom Xunnenga-fivHaay (uepebpo-peTuHo-BuUcLeparnbHbIii
aHrmomaro3s). Onpeagenexuve vnucna konun reda VHL, m. (Von Hippel-
7973VHL Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer 21510
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)
7652 7652 Cungpom LUAJACUI, reH NOTCH3 11380
7923 7223 Cungpom LsaxmaHa-danmoHga. MNouck myTtaumi B reHe SBDS, m. 26320
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)
7224 Cvngpowm LBaxmaHa-JanmoHaa. MNMounck YacTbix MyTauui B reHe
7224 SBDS1, 4. M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq. 9570
Mut.)
7911PLODI CuHgpom 3nepca-fanno, tvn VI. MNounck yacTbix MmyTauumi B
7911PLODI reHe PLOD1, u. M. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD1, | 16710
Freq. Mut.)
7750CHRNG CuHagpom 3ckobapa. MNouck mytauun B reHe CHRNG, m.
f150CHRNG (Escobar Syndrome, Gene CHRNG, Mut.) 36480
77708 77708 CnacTtnyeckas napannerMﬂqul\./IITproMHenﬂ, Tmn 4, SPAST (SPG4), 7140
7994IGHMB CnuHanbHast ammoTpodumsa ¢ napannuyom amadparmei.
79941GHMB Mownck mytaumin B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA) | 68160
with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)
7996AMW CnuHanbHas ammoTpodpumsa Tunel |, 11, 1Il, IV (c onpeaeneHvem
7996 AMU yucna konmn SMN2) (Spinal Muscular Atrophy, SMA, Type I, II, lII, IV 7280
(copy Number Variation SMNZ2))
7228 CnunHanbHasa amuoTtpodus tunel |, 11, 1lI, IV. MNounck myTauuin B reHe
7998 SMN1, M. (TonbKO Npy HanNn4MmM ogHon konum reHa) (Spinal Muscular 36480
Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only Presence One
Gene Copy) )
7976ARI CnnHanbHo-6ynbbapHas ammoTtpodus KeHHeau. Moumck
7976ARI yacTbix MyTaumm B reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular| 3440
Atrophy, Gene AR, Freq. Mut.)
7788ATXN7 CnuHouepebennsipHasa atakcus. MNonck YacTbix MyTaumm B
TT88ATXN7 reHe ATXNY7, 4. M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.) 9880
7787ATXN8 CnnHouepebennsipHasa aTakcus. Nonck YacTbix MyTauuin B
TT8TATXNS | " o 1ie ATXNS, u. M. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut) | 2080
77712 77712 CnnHouepebennsipHble aTakcuu, peakue opmbl, Y.M. 7500
77716 77716 CnnHouepebennsipHble aTakcum, YacTble opMbl, Y.M. 7540




7978PRNP

7978PRNP CnoHrnocopmHaga aHuedanonatus ¢ HeMponcnMxm4ecknmm
nposienexHuamu. Monck mytaumi B reHe PRNP, m. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

19770

7230

7230 CnoHgunokocTanbHbIN AM30CTO3. Nonck myTaumi B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

33100

7979TRAP

7979TRAP CnongunoanudusapHasa gucnnasusa (C3[). MNounck myTtaunn
B reHe TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT,
Gene TRAPPC2, Mut.)

23520

7980PRPS1

7980PRPS1 CynepakTtuBHOCTb hocdopubosunnmpodocdar
cuHTeTasbl. [MNounck mytauun B reHe PRPS1, M.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS
Superactivity, Gene PRPS1, Mut.)

33410

77711

77711 TopcuoHHasa guctonms, Tun 1, TOR1A (DYT1), 4y.m.

3040

7638TRPS

7638TRPS TpuxopuHoanaHreanbHbli cuHapoM. Nonck myTtaumn B
reHe TRPS1, M. (Trichorhinophalangeal Syndrome, TRPS, Gene
TRPS1, Mut.)

45300

7238

7238 TpombouunToneHus BpoxaeHHas. MNMonck mytaumn B reHe MPL, m.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,
Mut.)

36480

7885PRNP

7885PRNP ®datanbHas cemenHasi MHCOMHUS. Monck myTaunin B reHe
PRNP, m. (Fatal Familial Insomnia, FFI, Gene PRNP, Mut.)

19770

7888PAH

7888PAH ®deHunketoHypus. lNMouck mytaumm B reHe PAH, m.
(Phenylketonuria, PKU, Gene PAH, Mut.)

54530

77811

77811 ®eHunkeToHypus. MNMounck YacTbix MyTauun B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

22980

7240

7240 dunbpoancnnasusa occudmumpytoas nporpeccupytoLlas. lNMomck
MyTauun B «ropsavmx» yyactkax reHa ACVR1, «ropsy.» y4. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

22950

7241

7241 dunbpoancnnasusa occudmumpyrowas nporpeccupytollas. lNMovck
MyTaummn 6e3 «ropsadmx» ydactkoB reHa ACVR1, 6e3 «ropsay.» yy. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without

Hot-Point Mut.)

33100

7891BTK

7891BTK X-cuenneHHas arammarnobynuHemus. lNonck mytauuin B reHe
BTK, m. (X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

81120

7981BIRC4

7981BIRC4 X-cuenneHHbIn numdonponndepaTMBHbIN CUHAPOM
(6onesHb AdyHkaHa, cuHgpom MypTtunebo), XIAP m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

36480

7982SH2

7982SH2 X-cuenneHHbIn numdonponudepaTuBHbIi CMHAPOM (6one3Hb
[yHkaHa, cuHgpom MNypTuneo). Mouck mytaumm B reHe SH2D1A, m. (X-
Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

23520

7894FRMD7

7894FRMD7 X-cuenneHHbI MOTOPHbIA HUcTarm. lNonck mytauuin B reHe
FRMD?7, m. (X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene
FRMD7, Mut.)

54530

7983IL2RG

7983IL2RG X-cuenneHHbIn Tskenblii KOMOMHUPOBAHHbIN
uMmmyHoaeduumt. MNMounck myTtaumin B reHe IL2RG, m. (X-Linked Severe
Combined Immunodeficiency, Gene IL2RG, Mut.)

23520

7786RMRP

7786RMRP XoHgpoawncnnasua metadusapHasi, Tmn Mak-Kbtocuka.
Mownck mytaumn B reHe RMRP, M. (Metaphyseal Chondrodysplasia,
McKusick Type, Gene RMRP, Mut.)

10550

7244

7244 XoHgpoaucnnasmsa TodeyHas KoHpaaum-XioHepmana. MNMovck
myTaumn B reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-
Hunermann Syndrome, Gene EBP, Mut.)

22730




7245 XoHapokanbLmHo3. Nouck mytauun B reHe ANKH, m.

7245 (Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene | 54030
ANKH, Mut.)
77798 77798 «[ApobbeBmaHan» xopnopeTuHonatus, TunuposaHme HLA-A29 2510
(Birdshot chorioretinopathy, HLA-A29)
7889CHM Xopougepemus. MNMouck mytaumm B rene CHM, m.
7889CHM (Choroideremia, CHM, Gene CHM, Mut.) 68160
7890CYBB XpoHu4yeckas rpaHynematosHas 6onesHb. lMovck mytaumii B
7890CYBB reHe CYBB, m. (Chronic Granulomatous Disease, CGD, Gene CYBB, 54530
Mut.)
7757TERCC6 LepebpookynodaunockeneTHbln cuHapom. Momck
7757ERCC6 myTaumin B reHe ERCCG6, m. (Cerebrooculofacioskeletal Syndrome, 89150
COFS Syndrome, Gene ERCC6, Mut.)
7896EXT1 OK30CTO3bl MHOXECTBEHHbIE. [Monck myTaumi B reHe EXT1,
7896EXTT M. (Multiple Exostoses, Gene EXT1, Mut.) 54530
7895EXT2 OK30CTO3bl MHOXECTBEHHbIE. Monck MyTaumi B reHe EXT2,
78I5EXT2 m. (Multiple Exostoses, Gene EXT2, Mut.) 68160
7758NDP 3kccynaTnBHasa BUTpeoxopeopeTuHanoHas anctpodus.
7758NDP Mownck mytaumn B reHe NDP, m. (Familial Exudative Vitreoretinopathy, | 15220
FEVR, Gene NDP, Mut.)
7897EDA 3kTogepmanbHas aHrmgpoTtmyeckas gucnnasms. Nouvck
7897EDA myTauun B reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, | 36480
Mut.)
7883GJB6 OkTtogepmanbHas rmgpoTudeckasa gucnnasms. lNouck
7883GJB6 myTauun B reHe GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6, | 15220
Mut.)
7248 SnnpmsapHas gucnnasuns, MHOXecTBeHHast. [louck YacTbIxX
7248 myTauun B reHe COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, 9110
Gene COMP, Freq. Mut.)
7249 dnnmsapHas gucnnasuns, MHOXecTBeHHast. [louck mytauun B
7249 reHe SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene 28860
SLC26A2, Mut.)
7901GJB3 Sputpokepatogepmus. Monck mytaumin B reHe GJB3, m.
7901GJB3 (Erythrokeratodermia, Gene GJB3, Mut.) 15220
7899GJB4 Sputpokepatogepmus. Monck mytaumin B reHe GJB4, m.
7899GJB4 (Erythrokeratodermia, Gene GJB4, Mut.) 15220
7250 DpuTpounTos peueccuBHbl (CeMenHas HacneacTBeHHas
7250 nonuuntemus). NMouck mytaumn B rede VHL, m. (Autosomal Recessive | 19950
Erythrocytosis, Gene VHL, Mut.)
7900VHLI DpuTtpounTos peueccusHbii (CeMenHas HacnegcTBeHHas
7900VHLI nonvumMtemus). MNouck yactbix MyTaumm B reHe VHL, 4. m. (Autosomal | 10830
Recessive Erythrocytosis, Gene VHL, Freq. Mut.)
7021 eHogunarHocTuka 6eTa-TanaccemMuin U remornobuHonaTum
7021 (reHotunupoBanune HBB) (Molecular diagnosis of beta-thalassemia and | 9260
hemoglobinopathies (HBB gene))
7022 OdnarHocTtuka TTR-amunonaosa (cekseHnpoBaHue 2-4 3K30HOB
7022 reHa TTR) (Molecular diagnosis of ATTR-amyloidosis (sequencign of 2-4| 8340
exons of TTR gene))
7023 NeHogmarHocTuka anba-tanaccemun (HBA1, HBA2, HS-40)
7023 (Molecular diagnosis of alpha-thalassemia (HBA1, HBA2 genes and HS-| 9260
40 regulation locus))
7620 7620 HacnencteeHHble hopmbl naHkpeaTuTa (reHol PRSS1, SPINK1) 4890

(Hereditary pancreatitis (PRSS1, SPINK1 genes))




7621

7621 dpykrosemusa (reH ALDOB) (Hereditary fructose intolerance
(ALDOB gene))

4890

7658

7658 HacnegcteeHHasa sHAoTennanbHas ANCTpodusa porosuLbl -
aunctpodumsa Pykca (reH TCF4) (Fuchs endothelial dystrophy (gene
TCF4))

4890

7659

7659 KomnnekcHas guarHoctuka ysento (HLA-B27, HLA-B51, HLA-
A29) (Diagnosis of uveitis (HLA-B27, HLA-B51, HLA-A29))

7010

7660

7660 bonesHb MNMomne (reH GAA) (Pompe disease (GAA gene))

12980

7300

7300 Onpepenenne mytaumin B reHe CFTR MeTogoM cekBeHUpoBaHNA
cnepytoulero nokorieHms (NGS) B kpoBu st AMarHOCTUKK
MYKOBMCLIMO03a, HacrneAcTBEHHOro naHkpeatuta u CFTR-

accouMMpoBaHOro BPOXAEHHOIO ABYCTOPOHHETO OTCYTCTBUS
cemsiBblHOcsLWero npoToka. (CFTR genes analysis by Next-Generation
Sequencing (NGS) in blood)

51520

7301

7301 OnpegeneHue mytauuin B reHax LDLR, APOB, PCSK9, LDLRAP1
ANA ANarHOCTMKN CEMENHOW runepxonectTepuHeMmnm MeToaom
cekBeHupoBaHus criegyrowtero nokorneHnsa (NGS) B kposu (LDLR,
APOB, PCSK9, LDLRAP1 genes for the diagnosis of familial
hypercholesterolemia by Next-Generation Sequencing (NGS) in blood)

57630

7302

7302 Onpegenenne mytauun B reHax BRCA1, BRCA2 metogom
CekBeHupoBaHud criegytowlero nokoneHnsa (NGS) B buoncuimHom
maTepuane n kposu (BRCA1, BRCAZ2 genes analysis by Next-
Generation Sequencing (NGS) n biopsy specimens and blood)

51520

7303

7303 Onpepnenexne mytaunin B reHax BRCA1, BRCA2, ATM, PALB2,
CHEK2 meTogom cekBeHnupoBaHus cnegytouero nokonexHusi (NGS) B
ouoncunHom matepuane n kposu (BRCA1, BRCA2, ATM, CHEK2,
PALB2 genes analysis by Next-Generation Sequencing (NGS) in biopsy
specimens and blood))

62120

7304

7304 OuarHocTuka ayToBocnanutenbHbiX 3abonesaHuin (11 reHoB)
METOAOM CeKBeHupoBaHus cnegytouero nokonexHmsi (NGS) B kposu
(Diagnosis of autoinflammatory diseases (11 genes) by Next-Generation
Sequencing (NGS) in blood)

58140

7307

7307 KomnnekcHoe obcnenoBaHme npu 6ecnnogum y XeHLwmH
(nHakTmMBauma X xpomocombl, CAG-noBTopbl B reHe AR 1 onpeaenexune
npeaakcnaHcum B reHe FMR1) (Complex evaluation for infertility in
women ( X chromosome inactivation, number of CAG repeats in the AR
gene and pre-expansion in the FMR1 gene))

10920

7308

7308 NopMoHanbHas 4yBCTBUTENBHOCTb aHAPOreHOBOro pelenTtopa
(CAG-nosTopbl, AR) (Hormonal sensitivity of the androgen receptor
(CAG repeats, AR))

6170

7309

7309 KomnnekcHasa reHeTn4eckasi AMarHoCcTnka CMHgpoMa NosnKuCTo3a
anyHukoB (CITKA) (Comprehensive genetic diagnosis of polycystic ovary
syndrome (PCOS))

10790

7310

7310 [marHocTrka remonnTny4eckomn aHemMmmm, accoLumMmpoBaHHON C
HeJOCTaTOMHOCTbLIO NMPyBaTKMHA3bl (3k30HbI 3,5,7,8,10,11 reHa PKLR)
(Diagnosis of hemolytic anemia associated with pyruvate kinase
deficiency (exons 3,5,7,8,10,11 of the PKLR gene))

13110

7311

7311 [marHocTuka remonnTny4eckom aHemMmmm, accoLumMmpoBaHHON C
HeOOoCTaTOYHOCTLIO IMK03a-6 docdaT-aerngporeHassl (reH G6PD)

13110

7314

7314 MonekynapHo-reHeTU4eckasa AnarHoCTUKa HeJOCTaTOYHOCTH
npotenHa C npu Tpombocpunum (reH PROC)

12340

7315

7315 MonekynspHo-reHeTuyeckast AMarHocTuKa HeoCTaTOYHOCTM
npotenHa S npu Tpombodunum (ak3oHbl 5,6,11,12,13,14,15 rena
PROS1)

12340




7316 MonekynsapHo-reHeTn4eckasa amarHocTMka HegocTaTouHOCTH

7316 aHTuTpoMbuHa Il npn Tpombodunum (reH SERPINC1) 12340
7317 QuarHocTnka TpaH3MEHTHOM HE4OCTaTOMHOCTUN aHTUTPOMOUHa
7317 npu Tpombodunuax (p.Ala416Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu) 5520
(Diagnosis of transient antithrombin 3 deficiency in thrombophilias
(p.Alad416Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu))
7318 KomnnekcHoe uccnegoBaHne HegocTaTouHOCTM NpoTenHa C,
npotenHa S n aHTutpombuHa Il npn TpomGodunum (3K30HbI 2, 7 reHa
7318 SERPINCH1, ak30HbI 11, 12 reHa PROS1, 3k30HbI 3, 7 reHa PROC) 14010
(Diagnosis of transient antithrombin 3 deficiency in thrombophilias
(p-Alad416Ser, p.Arg79His, p.Pro73Leu, p.Val30Glu))
7319 CTaTuHbl, (hapmakoreHeTuKa (CMMBacTaTuH, NoBacTaTuH,
7319 aTopBacTaTuH,NMTaBacTaTvH, NpaBacTaTuH, po3yBacTaTuH, 11690
dnysacTtaTuH) (Statins (simvastatin, lovastatin, atorvastatin, pitavastatin,
pravastatin, rosuvastatin, fluvastatin))
7320 7320 UpuHoTepkaH (reH UGT1A 4.m.) (Irinotecan (Gene UGT1A, Freq. 4360
Mut.))
7840 HacnenctBeHHble hOpMbl aTUNNYHOIO rEMOSTUTUKO-YPEMNYECKUI
7840 15930
cungpom (al'YC) u C3 rmomepynonatum
7841 7841 OcTtpas nepemexatowiasncs nopdpupus (reH HMBS) 15420
7845 7845 MonekynapHo-reHeTU4eckas aAnarHocTuka TpomooTHUYEeCKon 11310
TpomboumToneHnyeckon nypnypsl (reH ADAMTS13)
7848 7848 MonekynsapHo-reHeTu4eckas gnarHoctuka 1, 2A, 2B, 2M,2N, 3 15420
TMnoB 6one3nn oH Bunnebpanga (18-21 n 28 ak3oH reHa VWF)
7027 AXK 7027 AXK XpOMOCOMHbI MUKPOMATPU4HBI 8HanN3 NpeHatarnbHbIi B 29620
aMHNOTUYECKOW XKNOKOCTU
702711K 7027T1IK XpOMOCOMHbIN MUKPOMATPU4HBIA @HanN3 NpeHaTanbHbIn B 29620
NynOBUHHOW KPOBU
7027XOP 7027X0OP XpoOMOCOMHbIN MUKPOMATPUYHbBIN aHanu3 npeHaTanbHbl B 29620
BOPCMHAaX XOpMOHa
7031AX 7031AX lMNpeHaTtanbHan OHK-gnarHocTtuka atakcun dpugperixa 39860
7031MK 7031M1K MNMpenaTtanbHaa [HK-gnarHocTtnka atakcmm ®puapenxa 39860
7031X0OP 7031XOP lNpeHaTtanbHaa [HK-gnarHocTnka atakcum ®puapenxa 39860
7032XOP lMpeHaTtanbHasa OHK-gmuarHoctka Mbille4YHOM aANCTpodun
7032X0OP OioweHHa/bekkepa B BopcuHax xopmoHa (Prenatal DNA diagnostics of | 28280
Duchenne-Becker muscular dystrophy)
7032r1K MNpenaTtanbHasg AHK-anarHocTuka mblleyHon guctpocum
7032r1K OioweHHa/bekkepa B nynoBuHHOM kpoBu (Prenatal DNA diagnostics of | 28280
Duchenne-Becker muscular dystrophy)
7032AX lNpeHaTtanbHas JHK-gnarHoctrka mMblle4yHon auctpodum
7032AXK OwoweHHa/bekkepa (Prenatal DNA diagnostics of Duchenne-Becker 28280
muscular dystrophy)
7033AX lNpeHaTanbHasa gMarHOoCTMKa CNHaNbHOM MbllLEYHOW aTpodun
7033AXK B amHuoTu4eckom xungkoctun (Prenatal diagnostics of spinal muscular | 18000
atrophy)
7033r1K lMNpeHaTtanbHasa gMarHoCTMKa CrHaNbHOM MblLLEYHON aTpodun
7033lMK B nynoBuHHOM kpoBwu (Prenatal DNA diagnostics ofspinal muscular 18000

atrophy)




7033XOP lNpeHaTanbHasa gMarHoOCTMKa CrMHaNbHOW MblLLEYHON

7033X0OP aTpocummn B BopcuHax xopuoHa (Prenatal DNA diagnostics of spinal 18000
muscular atrophy)
7034A0K 7034AX lNpeHaTtarnbHas AMarHocTuka r(?!\nod)mnmm (Prenatal diagnostics 28280
of hemophilia)
7034XOP lNMpeHaTanbHasa guarHocTyka reMmomnmm B BOPCMHAX XOpMOHa
7034X0P (Prenatal DNA diagnostics of hemophilia) 28280
7034T1K lNpeHaTtanbHasa gMarHocTMka remodunnumn B NynoBMHHON KPOBU
7034T1K (Prenatal DNA diagnostics of hemophilia) 28280
7035AX lMNpeHaTanbHasg agnarHoCTUKa CNUHaNbHOW MbILLEYHOW aTpodun
7035AX B aMHNOTUYECKOW XNOKOCTM (C MOMCKOM YacCTbIX MATOreHHbIX BapmuaHToB| 28280
B reHe SMN1) (Prenatal diagnostics of spinal muscular atrophy)
703501K MNpeHaTanbHasa gnarHoCTUKa CNUHaNbHON MbILLEYHOW aTpodum
7035MK B NMYNOBMHHOW KPOBMW (C MOWUCKOM YacTbIX NaTOreHHbIX BapuaHToB B reHe | 28280
SMN1) (Prenatal DNA diagnostics ofspinal muscular atrophy)
7035XO0OP lNMpeHaTanbHas gnarHoCTMka CrnHanbHOW MbILLEYHOWN
aTtpodum (C NOUCKOM YacTblX NATOreHHbIX BapuaHToB B reHe SMN1) B
7035X0P BopcuHax xopuoHa (Prenatal DNA diagnostics of spinal muscular 28280
atrophy, SMN1)
7076 NonHO3K30MHOE CEKBEHNPOBAHME - CKPUHUHI HA HOCUTENbLCTBO
7076 peleccuBHbIX 3abonesaHuni ¢ MHTepnpeTauunen 18+ (Whole Exome 75440
sequencing for the carriage of recessive diseases with interpretation
18+)
7081 7081 MonekynapHo-reHeTU4ecKoe nccnegosaHue npu runogocgartasmm 18890
(reH ALPL)
7093 7093 lMowuck kpynHbIx geneuun/gynnukaumn B reHe CFTR (c 22840
3aKntYeHnem Bpaya-reHeTmKa)
7094 7094 'emopunus A, reH F8 (¢ 3akntovyeHnem Bpaya-reHeTuka) 22840
7366 7366 AHanus myTtauui B reHe EPOR (8 9k30H) 14410
7133FL 7133FL UxTnos BynbrapHbii. MNMouck Yactbix MyTaumi B reHe FLG, u.m. | 12230
BP3/5 CpoyHoe ycTaHoBNEeHMe BUONOrM4yeckoro poAacTBa A5 OgHOro U3
EP3/5 poautenen npu 6eccnopHom poactee gpyroro (3 yen.) (Urgent 38140
Establishment of Biological Relationship for One Parent at Indisputable
Relationship of Another (3 Persons))
BP3/20 YctaHoBneHne brnonornyeckoro poacTea asnst ogqHoro m3
5P3/20 poautenen npm 6eccnopHom poactsee gpyroro (3 ven.) (Establishment of] 24360
Biological Relationship for One Parent at Indisputable Relationship of
Another (3 Persons))
BP2/5 CpoyHoe ycTaHoBNEHMEe BUONOrM4eckoro poAacTea A1s OgHOro U3
EP2/5 poautenen npu otcytctaum apyroro (2 yen.) (Urgent Establishment of 38140
Biological Relationship for One Parent in Absence of Another (2
Persons))
BP2/20 YctaHoBneHne bruonornyeckoro poacTea Anst oqHoro u3
BP2/20 poouTenen npu otcyTcTBum gpyroro (2 yen.) (Establishment of Biological| 19720
Relationship for One Parent in Absence of Another (2 Persons))
BP/0OM BP/0OMM JononHMTENbHbIN y4acTHUK nccneaoBaHns (pebeHok nnu matb 8460
unun otew) (Additional research participant (child or mother or father))
9016 Ncnonb3oBaHne JONONHUTENbHbIX JTOKYCOB 4151 NOBbILLEHUS
9016 BEPOATHOCTM POACTBA (B Cryyae nonydeHus HenTpanbHoro pesynbtata| 7150

unu mytauumn). MudopmatmeHoe nccrnegosaHme




9017 Wcnonb3oBaHne OONOMNHUTENbHbIX JTOKYCOB A514 NOBbILLEeHUA

9017 BEPOATHOCTM POACTBA (B Cryvae nonydeHus HenTpanbHoro pesynbtata| 8130
nnm MyTauum). kcnepTmaa ¢ opugnudeckom CUon.
9018 9018 Beigava gybnukata pesynbTaTta uccnegosanus Ha bP 1530
(nHpopmaTuBHOE)
9019 9019 Bbigava gybnukata pesynbTaTa uccnegoBaHus Ha buonormyeckoe 3230
POACTBO. JKCnepTmnsa ¢ opuanveckon cUnomn.
EP/YHVB BP/YHWB YctaHoBneHne 6uonorndeckoro poacrtea. HK-Tect 40370
YHuBepcanbHbIn
1B-B3OUT 1B-B30OUT BasaTtne cockoba 6yKKaano.ro anuTenus 6§3 AarnbHenwero 300
nccnegoBanus (Buccal epithelium sampling)
BP/PI1 YcTaHoBneHne 61Monormyeckoro poacTea B OTHOLLEHNUN
EP/PI poANTENbCKON Napbl - NpeanonaraeMbliin oTew, npegnonaraemasi Matb 17130
(Establishment of biological relationship in relation to the parent couple -
putative father, putative mother)
9020 9020 OHK TunupoBaHue ogHoro obpasua no 25 nokycam. 8390
WHbopmaTnBHOE UccrneaoBaHme.
9021 9021 AHK TnnmMpoBaHue ogHoro o6pa:iu,a no ?5 fIoKycaMm. JkcnepTtumaa ¢ 10430
IOPUANYECKON CUNON.
9022 9022 HectaHgapTHbIM 0bpasel ans bPY (MHdopmaTueHoe). 9120
9023 9023 HectaHgapTHbI 0b6paseu ans bPY (uHdopmaTueHoe). 22560
9024 9024 HectaHgapTHbIn 0bpasel ana bPY (MHdopmaTuBHoE). 28900
9025 9025 HectaHgapTHbI obpaseu ans bPY (c topmuanyeckon cunomn) 12390
9026 CpaBHeHMe nony4eHHoro npoduns ¢ NpeaoCTaBEHHbIM
9026 reHokogom. MIHpopmaTusHoe nccnegosanHune (Comparison of gene 4120
codes)
9027 CpaBHeHWe nony4eHHoro npodung ¢ npegocTaBneHHbIM
9027 reHoko4oM. JKcnepTusa ¢ ropuanyeckon cunon (Comparison of gene 5990
codes)
BP/YHUB-0OM EPIYHVIB-D,OvI'I HononHutenbHbi ydacTHUK JHK-TecTa 11330
YHuBepcanbHbl. YCTaHOBNEHMEe BUONOrnyeckoro poacTea.
HMAT HMAT lMpobonoarotoska (HMAT) 300
HBO1 AHanus cnekTpa aMMHOKMUCINOT U auukapHUTUHOB, TaHAEeMHas
HBO1 MaccC-CneKkTpoMeTpusl, MeToa cyxom kannm kposu (Analysis of amino 7280
acids and acylcarnitines, dried blood spots (MS/MS))
HBO2 AHanus cnekTpa opraHUyecKknx KUCNoT MOYM METOAOM ra3oBoWn
HEO2 xpomatorpadguu ¢ macc-cnekrpometpuen (MX/IMC) (Analysis of the 12050
spectrum of organic urine acids by gas chromatography with mass
spectrometry (GC / MS))
7060 OnpegeneHne akTMBHOCTU BUOTUHMAA3LI (HEAOCTATOUYHOCTb
7060 6uotuHnaassbl) (Biotin-Dependent Carboxylases Activity (Biotinidase 7280
Deficiency))
7040 7040 Yactas myTtaumsa B reHe BTD (HegoctaToMHOCTb BUOTUHNAA3LI) 11000
(BTD (Biotinidase Deficiency) Gene, Freq. Mut.)
7041GCDH YacTtas mytaumsa B reHe GCDH (rnytapoBasi aumaypus Tmn
7041GCDH 1) (GCDH (Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric 11000
Aciduria, Type 1))
7048 Yacrtas mytaums B reHe HADHA (HegocTtato4HOCTb
7048 AnvHHouenodeyvHon 3-rmgpokcmaumn-KoA-gerngporeHassl) (HADHA 11000

Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase
(LCHAD) Deficiency))




7052 Yacras mytaumsa B reHe ACADM (HepocTtaTtoyHOCTb
cpefHeuenoyevHom gerngporeHasbl XnpHbix kncnotr MCAD) (ACADM

7052 Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 11000
Deficiency))
7056 7056 YacTtble MmyTaumm B reHe FAH_(TMp_03|/|HeMV|s| mvn 1) (FAH Gene, 13230
Freq. Mut. (Tyrosinemia, Type 1))
77761 CKPVHUHT Ha NM30COMHbIEe BoNesHn HakonneHus (onpeaenexHne
77761 aKTUBHOCTU NM30COMHbIX dhepmMeHTOoB) (Screening for lysosomal storage| 6110
disorders (determination of lysosomal enzyme activity))
77762 CKPUHUHI Ha NN30COMHbIEe BOnesHu HakonneHus (onpeaenexHune
77762 KOHLeHTpaumm nusochuHronnnmaos) (Screening for lysosomal storage | 4890
disorders (determination of lysosphingolipid concentration))
9954 AHanns BOMOC Ha onpefeneHme HapkoTUYECKNX CPeacTB,
9954 NCUXOTPOMHOIo UNu cunbHoAencTBytoLero BewecTtsa (Hair analysis to | 9590
determine narcotic drugs, psychotropic or potent substances)
HBO[ HBOL lNMpobonoarotoska (HBOL) 450
9303KB 9303KB Bopga: nonHas u KOMMN/IeKCcHas oLeHka Ka4ecTsa (lNater: 22850
Complete and Comprehensive Quality Assessment)
9853KB 9850KB Boga: cokpalleHHas OueHKa Ka‘-lef)TBa (Water: Abridged Quality 12060
Assessment)
9863KB Bopga: nogo3peHue Ha 3arpsidHeHne ObITOBbIMW OTXO4aMM
9869KB (Water: Suspicion Household Waste Contamination)* 9620
9873KB Boga: nogo3speHue Ha 3arps3HeHne NpoMbILLIEHHbIMMA
9879KB otxogamm (Water: Suspicion Industrial Waste Contamination)* 13080
9883KB Bopa: nogo3peHuve Ha 3arpsisHeHre NnpoaykTamMmmn CcropaHus u
9880KB Bbl6pocamu oT aBTomaructpanen (Water: Suspicion Products of 10130
Combustion and Emissions from Motorways Contamination)*
9893KB Bopa: nogo3peHue Ha n3bbiToOMHOE NPUMEHEHME peareHToB
9893KB ansa sogoounctkm (Water: Suspicion Excessive Use of Chemicals for 7050
Water Treatment)*
1160COKB 1160C3KB Bogaa: oueHka kavectsa no 30 napame*TpaM (Water: Quality 10550
Assessment 30 Parameters)
1161COKB 1161C3KB Boga: oueHka kayectsa no 20 napalvle*TpaM (Water: Quality 7550
Assessment 20 Parameters)
1162COKB Pagunonorudeckne nccnegoBannsa npod NnMTbLeBom BoAbl —
1162COKB 0a30BbIN TECT Ha 0o6LWyto a- 1 B-akTnBHocTb (Radiological Drinking 7310
Water Study — Basic Test a- and B-Activity)*
1164C3KB OnpegeneHne KoOHUEHTpaummn ans 4 paanoHyknMaoB
1164C3KB (Determination of Concentration 4 Radionuclides)* 21570
1165COKB OnpegeneHune KOHUEHTpauun ons 6 pagnoHyknuaooB
1165C3KB (Determination of Concentration 6 Radionuclides)* 32220
HIMoY HMOM Mpo6onoarotoska (HMNOY) 450
9195KM 9193KT1 MNoysa: KOMM/IeKCHasA TOKCUKOnormyeckas O*Ll,eHKa (Sail: 21230
Comprehensive Toxicological Evaluation)
9835KM 98303KT1 MNMouysa: KOMMAeKcHas arpoxmmqueskaﬂ oueHka (Soil: 11150
Agrochemical Evaluation)
OBC45 (1601) OBC45 (1601) AHanM:_abl ansa getckoro caga u wkonbl (Testing for 2000
Kindergarten and School)
OBCA7 OBC47 OueHka MMMYHHOTO (?TBeTa K AeTckum nHdekumam (Pediatric 7470
Infections: Immune Response)
OBC89 OBC89 3poposbin pebeHok: ansa aeten ot 0 go 14 net (Healthy Child: 1020

for Children from 0 to 14 Years)




OBC159 lMNepeuyHoe nabopaTtopHoe obcrneagoBaHne geTen npu

OBC159 Nnogo3peHUN Ha pa3BUTUE OCITOXHEHUI nocne uHdekumn COVID-19 3980
OBC282 OBC282 lNpobnemsbl Beca y aeten n nogpoctkoB (Weight problems in 1490
children and adolescents)
OBC293 ButamuH D n MuHepanbHbIi 06MEH: KOMMIIEKCHOE
OBC293 nccnegosaHue gns geten (Vitamin D and mineral metabolism: 2050
comprehensive study for children)
OBC313 OBC313 MuuumanbHoe obcnegoBaHune ans geten ot 12 go 17 net 1350
(Minimum examination for children from 12 to 17 years old)
OBC314 MuHnmanbHoe obcnenoBaHue anga aeten ot 1 go 11 net
OBC314 L o ) 1410
(Minimum examination for children from 1 to 11 years old)
OBC315 PacwunpeHHoe obcnegoBaHne anga geten ot 1 go 11 net
OBC315 (Extended examination for children aged 1 to 11 years) 2610
OBC316 PacwunpeHHoe obcrnegoBaHme anga geten ot 12 go 17 net
OBC316 (Extended examination for children aged 12 to 17 years) 2690
OBC319 OBC319 PaCCquMCTBa nuLieBapeHns y feTeit 3-12 nert (Digestive 3290
disorders in 3-12-year-old children)
2019 lNporpamMmma CKpUHWHIa paka Lwenkn maTtku — onpegenexme JHK
2019 BIMY n untonornyeckoe nccnegoBaHue cockoda LLerkn MaTkm 1 2390
LepBMKanNbHOro KaHana MeTogoM XMAKOCTHOW LIUTONormmn™®
700 700 OHkopuck xeHckuin: wemnka matkm (Women's Oncorisk: Cervix ) 2880
OBC80 XeHckuni ropMoHanbHbIN NPodnIb: ANCHYHKUNS SUYHUKOB,
OBC80 HapyLeHusa meHcTpyansHoro uukna (Female Hormonal Profile: Ovarian | 1830
Dysfunction, Menstrual Irregularities)
OBC8ONEW OBC80NEW >KeHckuin ropmoHarnbHbI Npodunnb: AUCHYHKUNA 5500
ANYHMKOB, HAPYLUEHUS MEHCTPYarbHOro LmKkna
OBC81 OBC81 |_|pO6J'IeM'bI HeB.bIHa.UJI/IBa.HVIFIZ ayTOMMMYHHbIN npodusb 6920
(Miscarriage: Autoimmune Profile)
OBC82 OBC82 OueHka aanoreHHorgtc;E?)/ca (Assessment of Androgen 1690
88[] NnaHnpoBaHue 6eEpPEMEHHOCTU: OMArHOCTMKA YPOreHUTarnbHbIX
88[] nHdpekumn (Pregnancy Planning: Diagnosis of Urogenital Tract Infection | 2720
(UTI)
OBCB83 Xouy cTtaTb MamoW: koMnnekcHoe obcnegoBaHme npu
OBbC83 nnaHupoBaHun 6epemeHHocTn (Want to Become a Mother: Pregnancy | 8930
Planning, Comprehensive Survey)
ObC84 OBC84 TORCH-mHdekuun (ToRCH-Infections) 4280
OBC86 bepemeHHoCTb: 2-i1 TpumecTp (14-27 Hepenb) (Pregnancy:
OBC86 Second Trimester (14-27 Weeks)) 1020
OBC87 bepemeHHocTb: Il TpumecTp (0T 29-40 Hepenb) (Pregnancy:
OBC87 Third Trimester (29-40 Weeks) ) 4110
OBbC122 OBC122 NoaroToBka kK 6epeMeHHOCTU: OLeHKa BUTaMMHHoro ctatyca | 4230
OBC123 OBC123 MNogrotoBka kK 6epeMeHHOCTU: CKPbITbIN SeddUumMT xenesa 1340
CIrKA1 CIKA1 JlabopaTopHasa gnarHocTrka runepaHgporeHemMmm 3260
CMKS2 ClKA2 OueHka ropMoHanbHOro ctatyca npu HapyLeHun 2970
MEHCTPYanbHOro umkna
OBC175 OBC175 NopmoHanbHoe obcrnegoBaHue AN KEHLWNH B Nepuog, 1850
MeHonay3anbHOro nepexoaa
OBC187 OBC187 XeHckuin ropMoHarnbHbIN NPOMUITb: HapyLLEeHUs 1830
MEHCTPYarbHOro LuKna, CKpUHUHT
OBC85NEW OBC85NEW BepemeHHocTb: 1-11 TpumecTp (1-13 Hegenn) unu 1-n 5940

BU3UT




OBC193 KomnnekcHoe uccregoBaHne abopTMBHOIO Matepuana,

OBC193 . : ; ; 21160
ckpuHuHr (Study of miscarriage tissues, screening)
OBC194 KomnnekcHoe uccriegoBaHne abopTMBHOIO Matepuana,
OBbC194 . . : . 31100
pacwupeHHoe (Comprehensive study of miscarriage tissues)
OBC1214J1b OBC1214J16 MoaroToBka kK 6epemMeHHOCTU: 6a30BbLIN 12510
OBC208 lNogroToBka k nporpaMmam BCOMOraTenbHbIX
OBC208 penpoaykTuBHbIX TexHonormi (BPT), Bkntovaa 3KO: komnnekc Ne 1 8280
(Preparation for IVF programs)
OBC95NEW OBC95NEW VIP-o6c¢cnenoBaHme ansg xeHwwmH (VIP-examination for 16460
women)
OBC95 OBC95 VIP-obcneposaHue gns xeHwmH (VIP-Survey for Women) 20950
3058 BbisiBNeHWe naToreHHbIX, YCrIOBHO-NATOreHHbIX MUKPOOPraHU3MoB,
3058 OHK BMNY 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 7850
66, 68, 73, 82 TMna u yMTonornyeckoe nccregoBaHne
OBC249 OBC249 O6cnenosaHue nocne 6epemeHHOCTU 1 pogos (Examination 4640
after pregnancy and postpartum)
3059 PacLUMpEHHbIN CKPUHUHT paka LWenkn MaTKn— KOSIM4eCTBEHHOe
onpegenervne OHK BMNY Human papilloma virus HPV Bbicokoro u
3059 HM3Koro oHkopucka, 21 Tunos (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 4840
51, 52, 53, 56, 58, 59, 66, 68, 73, 82), TnnposaHne AHK+KBM un
LMTONOrM4YecKoe ncecnegoBaHme cockoba LWenkn maTkm u
LiepBMKanNbHOro KaHana MeTogoM >XUOKOCTHOW LIUTONOrmn
OBC256 OBC256 OBapuarnbHbIn peseps: IIVI!/IHVI-I'IpO(pVIJ'Ib (Ovarian reserve 3040
testing mini panel)
OBC266 OBC266 XeHckoe 3g00poBbe 1.8+: 6.asoBoe.o6(.:nenoaaHme (Women's 2870
Health 18+: Basic Examination)
OBC267 XeHckoe 3aopoBbe 18+: onTumanbHoe obcneaoBaHne
OBC267 (Women's Health 18+: Optimal Examination) 6970
OBC278 XeHckoe 3gopoBbe 18+: paclumpeHHoe obcnegoBaHue
OBC278 (Women's Health 18+ Extended Examination) 15050
OBC279 OBC279 XeHckoe 3ﬂ,0p08be. 18+: VIP q6cr!e,1:|,osaHv|e (Women's Health 39890
18+: VIP Examination)
OBC300 OBC300 XpoHunyecknin umctut y xeHwmH (Chronic cystitis in women) 6090
OBC81NEW OBC81NEW [lMpobnemsbl H?BbIHa.LIJVIB.aHVIFI.Z ayTOI/IMMyH.HbII7I npodunb 6080
(Problems of miscarriage: autoimmune profile)
OBC87NEW OBC87NEW BGpeMeHHOCT!:Z 3-1 TpumecTp (28-40 Hepenb) (Pregnancy: 2280
3rd trimester (28-40 weeks))
OBC85NEW2 OBC85NEW?2 BGpeMeH.HOCTbE 1-1 TpumecTp (1-13 Henenm) unm 1-n 6800
Bn3nT (Pregnancy: 1st trimester (1-13 weeks) or 1st visit)
OBC307 XeHckoe 3gopoBbe 45-65 net: VIP o6cnegosaHme (Women's
OBC307 Health 45-65 Years: VIP Examination) 68540
OBC305 OBC305 XeHckoe 3goposbe: 45-65 net (Women's health: 45-65 years) | 24470
OBC310 NopmoHanbHoe 0bcrnegoBaHue ANd XEHLMH B nepuog
OBC310 MeHonaysasnbHOro nepexoga, pacwmpeHHoe (Hormonal screening for 4520
women during menopausal transition, extended)
OBC175NEW lNopMoHanbHoe obcrieaoBaHme ANS XEeHLWMH B nepuoa
OBC175NEW MeHonay3asbHoro nepexoga, MmHumMmansHoe (Hormonal screening for 1950
women during menopausal transition, minimal)
OBC311 OBC311 JlabopaTopHbI KOHTPOSb MeHONay3anbHON rOPMOHaNbHOWN 3170

Tepanum (Lab tests for menopausal hormone therapy control)




OBC334 XeHckoe 3gopoBbe 46-55: onTMmanbHoe obcregoBaHme

OBC334 (Women's health 46-55: Optimal Examination) 5010
OBC336 XeHckoe 3gopoBbe 56+: onTumManbHoe obcnegoBaHne
OBC336 (Women's health 56+: Optimal Examination) 8070
OBC335 XeHckoe 3g0opoBbe 56+: paclumpeHHoe obcnegoBaHune
OBC335 (Women's health 56+: Extended Examination) 13210
OBC337 O6cnenosaHne nepea HasHavYeHMEM KOMOUHNPOBAHHbIX
OBC337 g 1950
opanbHbIX KOHTPALENTMBOB (C OLEHKON reHETUYECKNX PUCKOB)
OBC340 OBC340 ObcnenoBaHne nepen HasHa4YeHMEM KOMOUHUPOBAHHbIX 970
opasnbHbIX KOHTPaLENTUBOB
OBC69 OBCB69 OHKOPUCK MYXCKOW: quu0TaTeanaﬂ xenesa (Male oncologic 1050
risk: prostate)
OBC171 OBC171 'vnoroHaguam y My>4mH 3320
OBC183 OBC183 KomnnekcHoe ropMoHanbHoe obcnefoBaHue A My>XUYUH 2580
OBC201 OBC201 CekcyanbHas OUCHYHKUNSA Y MYXUUH. [NepBrUYHOE 1110
nabopaTopHoe obcrnenoBaHune
OBC224 OBC224 Xouy cTaTb Nanon: obLeKNMHNYECKNe U FOpMOHanbHble 2390
nccnegoBaHus (Become a father: Clinical and hormonal blood tests)
OBC225 Xouy cTaTb nanow: obcneaoBaHne Ha MHAEKLMM,
OBbC225 nepegaBaemble nosnosbiM nyteM (Become a father: screening for 2740
sexually transmitted infections)
OBC96NEW |OBC96NEW VIP-o6cnenosanne ana myxunH (VIP-examination for men)| 15680
OBC96 OBC96 VIP-obcnegosanue ana myxuuH (VIP-Survey for Men) 18470
OBC257 lNpobnembl Beca y My>4nH (nepBuyHoe obcriegoBaHme
OBC257 nauneHToB C HapylweHnem Beca) Weight problems in men (primary 5100
examination of patients with weight disorder)
OBC258 OBC258 N'mHekomacTus (Gynecomastia) 3860
OBC276 OBC276 Myxckoe 3noposbe. 18+:. Gasosqe oﬁcneuosaHme (Men's 3240
Health 18+: basic examination)
OBC280 OBC280 Myxckoe 300poBbe 1'8+: .OI'ITI/IMaJ'IbI.-|06.0601'IeLI,OBaHVIe (Men's 7920
Health 18+: optimal examination)
OBC281 OBC281 Myxckoe 300poBbe .1 8+: paclmpeHHoe 96CHGD,OBaHMe (Men's 15900
Health 18+: extended examination)
OBC277 Myxckoe 3goposbe: VIP o6cnegosaHme 18+ (C oueHkomn
OBbC277 reHeTudeckmx puckoB) (Men's Health 18+: VIP profile (with genetic risk | 41080
assessment))
OBC306 OBC306 Myxckoe 3gopoBbe: 45-65 net (Men's Health: 45-65 years) | 26310
OBC308 Myxckoe 3gopoBbe 45-65 net: VIP o6cnenosaHme (Men's
OBC308 Health 45-65 Years: VIP Examination) 71350
OBC323 JlTabopaTopHbI KOHTPOISb 3aMECTUTENBHOW Tepanum
OBC323 TecTocTepoHoM y Myx4umH (Laboratory monitoring of testosterone 2440
replacement therapy in men)
OBC338 OBC338 Myxckoe 300poBbe 66+: onTumManbHoe obcnegoBaHue 7460
OBC339 OBC339 Myxckoe 3gopoBbe 46-65: onTumansHoe obcnegoBaHue 7220
3020 MHBNO®JIOP - komnnekcHoe uccregosaHme MUKpodropsl
3020 yporeHntanbHoro TpakTa (INBIOFLOR — Comprehensive Study of 4710
Microflora Composition of Urogenital Tract (UGT))
OBC46 OBC46 ExerogHoe npodunaktnyeckoe obcnegosarue (nocne 40 net) 4720
(Annual Check-Up after 40 Years of Age)
OBC73 OBC73 broxumusi KpoBu: pacLuMpeHHbI npodunb (Serum 3050

Biochemistry: Extended Profile)




OBC74 brnoxumus KpoBU: MUHUMAarbHbIN Npodunb (Serum

OBC74 Biochemistry: Minimum) 1980
OBC79 3p0poB Tbl — 300p0OBa CTpaHa: exerogHoe npodunakTnyeckoe
OBC79 obcnepoaHue (go 40 net) (Healthy You - Healthy Country: Annual 3660
Check-Up up to 40 Years of Age)
OBbC154 OBC154 buoxummsa kposu: 6a30BbIN NPOUIb 1140
OBC155 OBC155 ExerogHasa npocunaktTmka: MUHUMasbHbIA CKPUHWUHT 630
ObC164 OBC164 ButamuH D n myuHepanbHbii obmeH (MepekpecTok) 2200
OBC165 OBC165 lNpaBunbHoe nuTaHune (IMepekpecTok) 3120
ObC184 OBC184 beccoHHuua 5000
OBC196 OBC196 Ctpecc 8370
OBC199 OBC199 nddepeHumanbHas guarHocTuka Aenpeccum 4800
OBC206 OBC206 [nga Tex, kTo MHoro paboTtaeT (For those who work hard) 4610
OBC211 OBC211 Mukpo un makpoanemeHTbl (Micro-elements and macro- 3570
elements)
OBC212 OBC212 OueHka BuTaMmmnHHoro ctatyca (Assessment of vitamin status) | 12280
OBC218 OBC218 ButamuHbl 1 MV'IHepaJ'I.bIZ 6§3osb|1?| komnnekc (Vitamins and 3720
minerals: basic profile)
OBC228 OBC228 ExerogHas npodmnaKTMKg: onTumanbeHbIn (Annual prevention: 2970
optimal)
NUTRI1 NUTRI1 OueHka gedpuumTtos 50910
NUTRI2 NUTRI2 OueHka romeocTtasa 56310
OBbC242 OBC242 XenesogeduuntHaa aHemMus 1750
OBbC243 OBbC243 KoahdnumneHT HachIWEeHNA TpaHchepprHa 610
OBbC244 OBC244 O6was xenesocBasbiBaoLasi CnOCOBHOCTb ChIBOPOTKM 300
OBbC245 OBC245 lNpoTenHorpamma 480
OBCA46NEW OBC46NEW ExerogHas npo_cbw_naKTMKa: paclunpeHHbi (Annual 5210
prevention: extended)
OBC79NEW OBC79NEW «3p0opoB Tbl — 3popoBa CTpaHay (You are healthy — Your 9690
country is healthy)
OBC126NEW OueHka p1CcKOB pasBUTUS OCIIOXHEHNI NMPU XPOHNYECKOWN
OBC126NEW |o6cTpykTuBHOM 6onesHm nerkux (XOBJT) (Chronic obstructive pulmonary| 2540
disease (COPD) complications assessment)
OBC248 OBbC248 JlabopaTtopHoe OGCJ;Z,D,GC:::)I-IMG npu otekax (Lab tests for 3590
OBC291 BuTamMuHbl 1 MUHeEparnsbl, y4acTBYOLWME B NOAAEPKAHUN
OBC291 nMMyHHoM 3awumTel (Vitamins and minerals involved in maintaining 8730
immune defense)
ogCc73NEW | OPC73NEW Broxumus kposu: PaCLUMPEHHLI npocpunb (Biochemistry | -
Profile: extended)
OBC74NEW Broxummsi KpoBu: MUHUMArbHbIN NPodusib
OBC74NEW (obweTtepaneBTtudeckuin) (Biochemistry Profile: minimum (general 2280
therapeutic))
OBC295 OBC295 ButamuH D, MarHuii, KanbLmii 1 xeneso (Vitamin D, 2730
Magnesium, Calcium and Iron)
OBC296 OBC296 MarHuin n Butamud B6 (Magnesium and vitamin B6) 3380
OBC297 XKene3ogedpuunTHasa aHEMUS: OMATHOCTMKA U KOHTPOIb
3dh(PEKTMBHOCTHM fleveHmns, paclumpeHHoe obcnegoBaHue (lron
OBbC297 - N . g . 2270
deficiency anemia: diagnosis and monitoring of treatment effectiveness,
extended examination)
OBC298 OBbC298 [narHocTtuka ButamnH B12- n donnesogedmunTHOM aHEMUN 1850

(Diagnosis of vitamin B12 and folate deficiency anemia)




OBC304 MunkpoanemMeHTbl U BUTaMUHbI, BaXHble AN NoggepxaHus
dyHKUMM WwmuToBUaHOM xenesbl (Fe, Se, |, Zn, 25-OH ButamuH D,

OBC304 ButamuH A) (Microelements and vitamins for optimal thyroid gland 5990
function (Fe, Se, I, 25-OH vitamin D, vitamin A))
OBC309 OBC309 CkpbITbi geduunt xenesa (Latent iron deficiency) 1340
OBbC324 OBC324 3poposbe nog koHTponem (Health under control) 1320
AOBC5 AOBCS5 3gopoBbe Noa KOHTPONeEM 13820
VITO1 VITO1 MNMpo6bnemsl Beca (Vit) 3260
VITO02 VITO2 MNosbiweHHasa yromnsemocTsb (Vit) 3970
VITO3 VITO3 CunbHble BOOCHI, Kpenkue Hortu, bapxatHas koxa (Vit) 3940
OBC115 OBC115 CnopTcMeHbl, boanbunaepsl 3850
OBC160 OBC160 SuperSport — MuHMManbHbIN 1950
OBC270 OBC270 lNoHka repoes (Race of Heroes) 2370
OBC322 [Ina HauyMHaoLWmMX CNOPTCMEHOB (C OLIEHKON reHeTUYECKON
OBC322 npegpacnonoxeHHocTn K cnopTy) (For beginner athletes (with 16640
assessment of genetic predisposition to sports))
OBbC217 OBC217 JlnyHbin BognTensb (Personal driver) 8590
OBC221 OBC221 O6cnen0|3aHm_a JomaluHero ﬁepCOHana: CTaHOapTHbIN 4520
(Domestic staff survey: standard)
OBC222 O6cnenoBaHne goOMaLLHEro NepcoHarna: pacluMpeHHbIN
OBC222 (Domestic Staff Survey: Expanded) 6600
OBC51 OBC51 lMNpodunakTnka 3abonesaHuni cepgua 1 Cocygos N Nx 3060
ocnoxHeHun (Preventing Heart and Blood Vessel Diseases )
OBC53 OBC53 JvnuaHeii npodurb: pacumpeHHsbin (Lipid Profile: Extended ) 3690
OBC54 OBC54 JlunuaHbin npodunb: ckpuHKUHT (Lipid Profile: Screening) 630
OBC127 OBC127 JlunnaHbeii npodunb: paclunmpeHHbln He HaTowak (Lipid Profile: 2850
Extended )
OBC128 OBC128 JIunuaHbin npocunib: CKpUHMHE He HaTowak (Lipid Profile: 620
Screening)
OBC173 Kapanopuck, CKpUHUHI-NEW - C BKNKOYEHNEM
BbICOKOYYBCTBUTENBHOrO TponoHMHa n HatpuypeTtnyeckoro ropmoHa (B-
OBC173 : . : 4260
Tnna) N-koHuesoro nponentuaa (Cardiovascular risk screening panel
including hs-Troponin and NT-proBNP)
1680 1680 XonecTtepuH He-J1MNBI1 HaTowak 280
1682 1682 XonectepuH He-J1MBIM He HaTowak 280
1675 1675 PeMHaHTHbIA XONecTepuH HaToLlak 560
1685 1685 PeMHaHTHbIN XONEeCTEPUH HEe HaToLLakK 560
OBC200 OBC200 JinnngHebin npodunb: 3gopoBoe cepaue 450
APUTMOTECT APUTMOTECT AputmoTecT 12590
OBC233 OBC233 JlabopaTopHoe o_6cne,u,o_Ba|-!V|e npy apTepuanbHoi 1880
rmunepTeHsnn (Laboratory diagnostics in arterial hypertension)
OBC246 Kapaunopuck: npodpuns ana SCORE2, ¢ BknoyeHnem
OBbC246 BbICOKOYYBCTBUTENBHOIO TponoHunHa-l (B4-Tnl) n C-peaktnsHoro 6enka | 2000
(CPB) (Cardiovascular mini panel for SCORE2, with hs-Tnl and CRP)
PACYHETAPUTMO PACHETAPUTMO APUTMOTECT (ARHYTHMOTEST) 1700
OBC55 AHTndochonunugHbin cuHgpom (APC), nabopaTtopHbie
OBCS5 kputepun (Antiphospholipid Syndrome, APS) 4220
OBC55NEW OBC55NEW AHTUochonunugHbIn cMHApoMm, nnabopatopHbie KpUTepum 6720

(Antiphospholipid syndrome, laboratory criteria)




OBC62 [dnarHocTuka Lenvakumn: HenepeHoCcUMOCTb Oenka 3nakoB

OBC62 (rnmtoTteHa) (Coeliac Disease: Gluten Intolerance ) 8370
FACTP FACTP lNactponaHenb (GastroPanel) 6300
OBbC202 OBC202 AHanu3sbl ans cnpaeky B 6accelH 640
FACTP978 FACTP978 NactponaHenb + MacTpuH-17 CTUMYNMpOBaHHbIN. 7980
OBC226 OBC226 >Kean9KameHHaﬂ 69ne3HbE Mpy NOAO3PEHNM Ha pasBuTHe 3020
ocnoxHeHun (Gallstone disease: suspected complications)
OBC255 HenHBasmBHasa gnarHoctuka saboneBaHuUn CRnM3NCTON
OBC255 o6onouku xenyaka (Non-invasive diagnostics of gastric mucosal 8440
diseases)
OBC271 OBC271 Cungpom pasgpaxeHHoro kuweyHuka (CPK) (Irritable bowel 11850
syndrome (IBS))
OBC284 OBbC284 I—[eMHBa:f,MBHa.ﬂ AMArHOCTMKa XPOHN1ECKOro F.a.CTpVI.Ta'Z 8730
MuHumansHbein (Non-invasive diagnostics of chronic gastritis: minimal)
OBC285 ObC285 |:|eVIHBa'3I/IBH§FI A/ArHOCTMKa XPOHNYECKOro ractputa: 10480
pacwupeHHbin (Non-invasive diagnostics of chronic gastritis extended)
OBC330 OBC330 KnweuHble napasuthl (Intestinal parasites) 920
OBC56 OBC56 ObcnenoBaHme neveHun: pacumpeHHoe (Survey of Liver: 2580
Extended )
OBC57 OBC57 ObcnenoBaHne neveHn: ckpuHUHT (Survey of Liver: Screening) 820
OBC59 OBCS59 CKpUHUHT ayTOMMMYHHOTO |.'|opa>Ke|-!vm neyenn (Autoimmune 8740
Liver Disease: Screening)

OBC59NEW OBC59NEW CKPUHUHI ayTOMMMYHHOIO MOPaXXeHUs NeYeHn 7700
OBC176 OBC176 CKPUHUHT ayTOMMMYHHOIO NOpaXKeHUs1 NevYeHn — paclumpeHHbin| 14250
OBC186 OBC186 AyToMMmyHHbI renatut Tuna 1 (AUIM-1; ayToMMMyHHbIN 4100

renaTuT B3POCIbIX), CKPUHUHT
OBC215 OBC215 I'IePBMque o6cneno§aHme I'Ip!/I'I'IIO.D,(')'3peHVII/I Ha OCTpbIN 3850
BMpYCcHbIN renatuT (Acute viral hepatitis: initial examination)
OBC260 OBC260 OueHka chHKuMOHan_bHoro COCTOSIHUSA NeYeHn U 5690
noaxenygo4dHou xenesbl (Liver and pancreas tests)
OBC283 OudppepeHunansHas AnarHOCTUKa OCTPbIX BUPYCHbIX
OBbC283 renatutoB A, B, C: pacwmpeHHbin npoduns (Differential diagnosis of 3050
viral hepatitis A, B, C: Extended Profile)
OBC287 OunddpepeHumnanbHas AnarHOCTUKa OCTPbIX BUPYCHbIX
ObC287 renatutoB A, B, C: muHumansHbin npoduns (Differential diagnosis of 1710
viral hepatitis A, B, C: Minimal Profile)
1CTC 1CTC CreatoCkpuH (SteatoScreen) 8190
30T 3PT dubpoTecT (FibroTest) 16910
dT-P OT-P dubpoTecT (FibroTest) 16320
4HOT 4H®T NASH-FibroTest 20580
HOT-P H®T-P NASH-FibroTest (pacueTHbI) 20090
OBC61 OBC61 ObcnenoBaHme noyvek: ckpuHuHr (Survey of Kidneys: Screening)| 1170
OBC60 OBC60 O6cnepoBaHume noyek: pacwmpeHHoe (Survey of Kidneys: 2550
Extended )
OBC192 OBC192 Onabetunyeckas HedponaTus: exxerogHoe MMHUMarnbHoOe 1300
obcnenoBaHue

OBC195 OBC195 [nabetnyeckas HedponaTud: pacLuMpeHHbIn 4750

OBCEONEW OBC60NEW O6cneuosa|-!v|e I'IO‘-.IeKI pacwunpeHHoe (Tests for kidney 4090

disease: extended)

OBC61NEW OBCB61NEW O6cnenoBaHue novek: CKpuHUHT (Screening kidney 2420

function tests)




OBC301 [narHocTuka ObiCTpONpOrpeccMpyoLwero rnomepynoHedpuTa,

OBC301 paclmpeHHbin npodunb (Tests for rapidly progressive 8400
glomerulonephritis)
OBC332 OBC332 NHdekuna modeBbiBogawmx nyten (Urinary tract infection) 2690
OBC77 OBC77 Focanan_msa.uMﬂ. B TepaI'IeBTl./I‘-IeCKVIV! cTtaumoHap 4140
(Hospitalization in Therapeutic Hospital)
OBC78 OBC78 lNocnutanusaums B xmpyprmqecmvll ctaunoHap (Hospitalization 5850
in Surgical Hospital)
OBC106 OBC106 NocnuTanusaumnsa B XMpypruiecknin ctaumoHap: paclumpeHHoe 8910
obcneposaHne (Hospitalization in Surgical Hospital: Extended Survey)
OBbC189 OBC189 lNapTHepckue poabl 2080
OBC197 OBC197 lNnaHoBasa rocnuTanuaaums B akyLepckoe otaeneHme 5520
OBC198 OBC198 lNocnutanusauma B oTAeNeHne rmHekonormm 7260
OBC273 OBC273 NocnutanbHbI Npodunb: cTaHgapTHbIn (BUY, cudunuc, 1650
renatutbl B, C) (Hospital profile: standard (HIV, syphilis, hepatitis B, C))
OBC272 OBC272 MNocnuTtanbHbIn Npodunb: MUHUManbHbIn (BUY, cudunuc, 1260
renatutbl B, C) (Hospital profile: minimal (HIV, syphilis, hepatitis B, C))
OBC286 NocnuTtanbHbIn Nnpodunb: BUY, renatutel B, C, cudumnmc
OBbC286 (TpenoHeMHbIn TecT) Hospital profile: HIV, hepatitis B, C, syphilis 1320
(treponemal test))
OBC77NEW OBC77NEW I'ocqmgnm;auym B Tepane.Bquec.KMVl cTaumoHap 3780
(Hospitalization in therapeutic hospital)
OBC78NEW OBC78NEW I'ocn.vna_mmgaulfm B XMpYpru4eckmit craumoHap 4980
(Hospitalization in surgical hospital)
OBC106NEW lNocnutanusauus B XMpypruyeckuin ctaumoHap:
OBC106NEW paclmnpeHHoe obcnenosarne (Hospitalization in surgical hospital, 5250
extended examination)
OBC63 OBC63 bonun B cyctaBax: pacwmpeHHoe obcrnegoanume (Joint Pain: 9250
Extended Survey)
OBC64 OBC64 ApTpuTbl Npu peBMaTM4ecKIX 3aboneaHuax (Rheumatic 3340
arthritises)

OBC64MOD OBC64MOD Bonu B cyctaBax: ckpuHUHr (Arthralgia: screening test) 5830
OBC120 OBC120 lMNoparpa 1110
OBC125 OBC125 PesmaTonaHbin apTput (Rheumatoid arthritis). 3120
OBC170 OBC170 BOJ"IGSHb BVIJ'IbCOHa-K'OHOBaJ'IOIBa, 6MQXMMquCKMe TecTbl 4140

(Wilson-Konovalov disease, biochemical tests)
OBC247 NMoparpa: BbiABNEHNE (PakTOPOB pUCka pas3BUTUS
ObC247 3aboneBaHus, pacwmpeHHoe obcneposaHune (Gout: identification of risk | 2820
factors for disease, extended examination)
OBC250 OBbC250 ﬂa6opaT9pHaﬂ AnarHocTuka remoxpomarosa (Laboratory 1950
diagnostics in hemochromatosis)
OBC289 lNcopuas. ObcnegoBaHne nepes Ha3Ha4YeHUEM CUCTEMHOM
OBC289 o L o : 3760
Tepanuu (Psoriasis. Examination before prescribing systemic therapy)
OBC64MOD2 | OBC64MOD2 Bonu B cyctaBax: ckpuHuHr (Arthralgia: screening tests) | 4280
OBC63NEW OBC63NEW Bonu B c.nyTaBax: paclumpeHHoe obcnenoBaHue 10890
(Arthralgia: extended examination)
OBC4069 CuctemHas kpacHas BonyaHka (CKB), MOHUTOPUHT
OBC4069 akTMBHOCTKM npouecca (Systemic lupus erythematosus (SLE), monitoring| 2440
of activity)
OBC65 OBC65 KoHTponb anabeta: pacwumpeHHbin (Diabetes Control: Extended)| 3440




OBC65NEW OBCB65NEW KoHTponb AnabeTa: paclUMpeHHbI 3840
OBC66 OBC66 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 680
OBC67 OBC67 OnabeT: ayTtomMmmyHHble Mapkepbl (Diabetes: Autoimmune 4990

Markers)
OBC214 OBC214 OndppepeHumnauma Tmnos CaxapHoro anaberta (Differentiation 7170
of types of diabetes)
OBC341 OBC341 CaxapHblvi gMabeT 2 Tuna: reHeTUYECKUIA PUCK N TEKYLLUIA 5380
cratyc
OBC71 OBC71 OnarHocTtuka octeonoposa (Diagnosis of Osteoporosis) 3680
OBC124 OueHka meTabonmama KOCTHOW TKaHM 1 pUcKa OCTeonoposa:
OBbC124 paclmnpeHHoe obcnenosanne (Metabolic bone and osteoporosis risk 4870
evaluation: comprehensive examination).
OBC124NEW OueHka meTabonmama KOCTHOW TKaHU 1 pucka

OBC124NEW ocTeonopo3sa: pacwmpeHHoe obcrnegoaHme (Bone metabolism and 8280

osteoporosis risk assessment: extended panel)

OBC71NEW OBC71NEW JlabopatopHas gnarHocTuka octeonoposa (Osteoporosis 3200

Lab Test Panel)
OBC75 OBC75 WuTtoBnaHas >Kene3_a: pacwupeHHoe obcnegosanue (Thyroid 2150
Gland: Extended Survey)
OBC76 OBC76 WuTtoBnaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 1270
OBC207 OBC207 WuToBnaHas xenesa: MUHWMaIbHbIIA (Thyroid Gland: Minimal 680
Profile)
OBC229 NocneonepaunoHHbIN NabopaTopHbIA MOHUTOPUHT NPWU
OBC229 MeaynnapHOM pake WMToBMAHOM xernesbl: 6a3oBbin (Postoperative 1790
laboratory monitoring for medullary thyroid cancer: basic)
OBC230 NocneonepaunoHHbIN NabopaToPHbIN MOHUTOPUHT NpU
OBC230 MeaynnspHOM pake WUTOBMAHON Xenesbl: paclUMpeHHbIN 3180
(Postoperative laboratory monitoring for medullary thyroid cancer:
extended)
OBC231 NocneonepaunoHHbIN NabopaTopHbIA MOHUTOPUHT NPWU
OBC231 AanddepeHUNpoBaHHOM paKke WMTOBUOHOW Xere3bl: 6a30BbIN 1920
(Postoperative laboratory monitoring for differentiated thyroid cancer:
basic)
OBC232 NocneonepaunoHHbIN nabopaTopHbIA MOHUTOPUHT NPX
OBC232 anddepeHUnpoBaHHOM pake LLMTOBUAHOM Xenesbl: pacluMpeHHbIN 3310
(Postoperative laboratory monitoring for differentiated thyroid cancer:
extended)
OBC321 OBC321 WuToBugHas Kenesa: ropMoHasbHbIN npocpune (Thyroid 910
function assessment)
OBC90 OBC90 BNY, cudpmnuc, renatutel B u C (HIV, Syphilis, Hepatitis B, C) | 1690
OBC91 UccnenoBaHue komnrekcHoe «Cekc B 6ornbLUom ropoae: 6
OBC91 nHdekumn (aHanns kpoeu)» (Comprehensive Study «Sex in City: 6 4260
Infections (Blood Test)»)
92[1 NceneposaHue komMnnekcHoe «Cekc B 6onbluom ropoge: 14
920 NHeKUMn + Ma3ok Ha Mukpodriopy» (Comprehensive Study «Sex in 5330
City: 14 Infections + Smear on Flora»)
OBC105(3124J1B) NccnepoBaHne komnnekcHoe «Cekc B 605bLIOM
ropoae: 12 nHdpekunn + KBM (yporeHntanbHbI cOCKoB)»
OBC105(3124116) (Comprehensive Study «Sex in City: 12 Infections (Urogenital 3690
Scraping)»)
93[1 NccnepoBaHue komnnekcHoe «Cekc B 6onbliom ropoge: 8
93 WHeKUMn + Ma3ok Ha Mukpodhriopy» (Comprehensive Study «Sex in 2920

City: 8 Infections + Smear on Flora»)




OBC325

OBC325 BuisiBneHue Bo3dyautenen UMMM (4 + KBM*), cockob
anuTenuanbHbIX KNeTok yporeHutanesHoro Tpakta (Detection of STI
pathogens (4 infections), urogenilal swabs)

1480

OBC317

OBC317 BrisiBneHue Bo3dyautenen UMMM B cekpeTe npocTaThl,
agkynaTe: Chlamydia trachomatis, Mycoplasma genitalium, Trichomonas
vaginalis, Neisseria gonorrhoeae, onpegenerne [JHK (STI pathogens in
prostate secretions and ejaculate: Chlamydia trachomatis, Mycoplasma

genitalium, Trichomonas vaginalis, Neisseria gonorrhoeae, DNA)

1190

OBC318

OBC318 BuisiBneHue Bosdbyauntenen UMMM (ycnoBHble naToreHsl,
aakynaT, MNMUP, nkon.): Ureaplasma urealyticum, Ureaplasma parvum,
Mycoplasma hominis, Gardnerella vaginalis, Candida albicans
(Detection of STI pathogens (opportunistic pathogens, ejaculate, PCR,
semi-quantitative): Ureaplasma urealyticum, Ureaplasma parvum,
Mycoplasma hominis, Gardnerella vaginalis, Candida albicans)

1190

OBC333

OBC333 BbisiBneHne MHGEKLNIA ypOreHNTanbHOro TpakTa B CEKpeTe
npocTaTbl, askynsTe (Bo3byautenu UMMM + ycnoBHO-NaToreHHble
mukpoopraHuambl) (Detection of urogenital tract infections in prostate
secretions and ejaculate (STI pathogens + opportunistic
microorganisms))

2390

OBCY%4

OBC94 MNpobnembl Beca (NnepBuyHoe obcrnegoBaHne 340poBbs
nauneHToB ¢ HapyweHusammu Beca) (Weight Problems: Primary Survey)

3340

OBC94NEW

OBC94NEW Tpobnembl Beca (nepsnyHoe obcrnenoBaHve naumeHToB C
HapyLleHnem Beca)

3260

OBC107

OBC107 lMNepen aneTton: MMHMManbHoe obcnenosaHue (Survey Before
Diet: Minimum )

1610

OBC108

OBC108 lNepepn aneTton: gononHutTensHoe obcnegosaHne (Survey
Before Diet: Additional )

5210

OBC116

OBC116 MNogroToBka k anete nNpocunb Basosbin

3600

OBC117

OBC117 lMNogroTtoBka k agnete Npoduib PaclumpeHHbIN

7320

MC

MC Komnnekc uccnegosanui "[Mpobnemsbl Beca: meTabonmyeckni
CUHOPOM (CKPUHUHIOBOE NepBUYHOE BbisiBNeHue)"BknovaeT
nabopaTopHble uccneaoBaHus: TpUrnuuepuabl, XonectepuH ooLwuin,
xonectepuH JIMNBIM, xonectepuH JIMNHI, rawoko3a; ycnyrm no
YHKLMOHANBHON AMarHOCTUKE U aHTPONMOMETPUN: N3MepeHne
apTepuanbHOro gaBneHusl, uaMepeHune okpyxHocTtun Tanum (Weight
Problems: Metabolic Syndrome (Primary ldentification, creening)

680

4161

YJ161 NccnepoBaHue npu n3dbiTodHom Bece N2 1. OcrnoxkHeHus

2460

ynB2

UJ162 NccnepoBaHue npu n3bbiTouHOM Bece Ne 2. CKPUHUHT U
onddepeHunansHasa gnarHocTuka

4110

OBC234

OBbC234 lNepea nocelleHneM Bpava-gneTornora: pacluMpeHHoe
obcnegoBaHue

7040

0OBC234G

OBC234G lNMepen nocelweHem Bpaya-gMeTosiora: paclumpeHHoe
obcnenoBaHue

7040

OBC237

OBC237 MNepepn nocelleHnem Bpaya-gueTonora: MMHUMansHoe
obcnenoBaHue

1200

OBC238

OBC238 lNepen nocelleHnem Bpava-gmetonora: 6asoBoe
obcnenoBaHue

3200

OBC238G

OBC238G lMepean nocelleHnem Bpava-guetonora: 6asosoe
obcnenoBaHue

3200

OBC326

OBC326 JlabopaTopHoe obcrnenoBaHue nepen NpMMeHeHnem
npenapaToB cemarnyTuaa/nuparnytuga/tupsenatmaa: MUHUManbHbIN
npodunb (Laboratory evaluation before use of
semaglutide/liraglutide/tirzepatide: minimal profile)

2520




OBC327 JlTabopaTopHoe obcrnegoBaHme nepen NnpMMeEHEHNEM
npenapaToB cemarnytuaa/nuparnytvaa/tupsenatnaa; pacluMpeHHbIn

OBC327 npocdunsb (Laboratory evaluation before use of 5640
semaglutide/liraglutide/tirzepatide: expanded profile)
OBC328 JlabopaTopHbIN KOHTPOSb COCTOSIHUSA 340POBbS NpU
OBC328 NPMMeEHeHUn cemarnyTuga/nuparnytuga/tmpsenatnga: MUHUManbHbIN 980
npocunb (Laboratory monitoring of health status during the use of
semaglutide/liraglutide/tirzepatide: minimal profile)
OBC329 JTabopaTopHbI KOHTPOSIb COCTOSIHUSA 300POBbS MPU
OBC329 NpMMeEHeHUN cemarnyTuga/nuparnytuaa/tmpsenatnga: paclumpeHHbIn 4790
npoduns (Laboratory monitoring of health status during the use of
semaglutide/liraglutide/tirzepatide: expanded profile)
OBC112 OBC112 BeretapuaHubl 3310
OBC113 OBC113 lNuTaHue, UcKNYaloLee KpacHOE MACO 940
OBC114 OBC114 BenkoBas aneta 4200
OBbC129 OBC129 lMNpodunb BeraHbl « MUMHUMAaNbHLINY 6260
OBC130 OBC130 NMpodunb BeraHbl «basoBbIny 7290
OBC131 OBC131 MNpodunb BeraHbl « PaclUMpPEHHbIN» 15390
OBC292 OBC292 Ketogueta (Keto diet) 6230
OBC331 O6cneposaHve nepen ANMEeTon Ansi CHXKEHNA Mmacchl Tena m
OBC331 nogbopa paumoHa nuTaHus (C BkNoveHmneM HyTpureHeTunkn) (Pre-diet | 26800
examination for weight loss and diet selection (including nutrigenetics))
OBC97 OBC97 OP3, OPBW (Hacmopk, Kalienb, 6onb B ropne) (Acute 10560
Respiratory Infections, ARI: Runny Nose, Cough, Sore Throat)
OBC158 OBC158 KoHTponbHoe ccneaoBaHme nocne nepeHeceHHo ocTpon 2140
pecnMpaTopHOM BUPYCHON MHbeKunn
OBC163 OBC163 ObcnenosaHne nepen BakumHaumen npotme COVID-19 2820
OBC294 OBC294 NHdeKUNoHHbIN MOHOHYKIEeOo3 (Infectious mononucleosis) 2590
OBC98 OBC98 Anneprus Ha XUBOTHbIX, Mbifb, NreceHb (Allergy to Animals, 6550
Dust, Mold)
OBC99 OBC99 Anneprus Ha nuweBble npoaykThl (Food Allergy) 8880
OBC100 OBC100 Anneprusa Ha nneceHb (Mold Allergy) 2160
OBC101 OBC101 Anneprus Ha pacTteHus (Plant Allergy ) 5390
OBC239AE OBC239AE lMeanatpunyeckas naHenb Ankop !5149 (20 annepreHos: 10 13670
nuweBbix 1 10 pecnnpatopHbix) (Pediatric Panel), IgE
OBC240AE OBC240Ab PecnvpaTopHas naxens Ankop Buo (20 pecnnpaTopHbIX 14300
annepreHoB) (Respiratory Panel), IgE
OBC241AE OBC241AB MNuwesas naHens Ankop buo (20 nuLLeBbIx annepreHoBs) 13190
(Food Panel), IgE
OBC261 lNporHos achdekTnsHocTn ACUT: 3nakosklie Tpasbl, IgE,
OBC261 ImmunoCAP (ASIT effectiveness prognosis: Cereal grasses, IgE, 4440
ImmunoCAP)
OBC262 OBC262 Anneprusa Ha monoko, IgE, ImmunoCAP (Milk allergy, IgE, 11750
ImmunoCAP)
OBC263 lNporHo3s addektnsHoctn ACUT: BykouBeTHble aepeBbs, IgE,
OBC263 ImmunoCAP (ASIT effectiveness forecast: Beech trees, IgE, 4810
ImmunoCAP)
OBC265 OBC265 lNporHos addekTnsHocTn ACUT: CopHble Tpastbl, IgE, 10430
ImmunoCAP (ASIT effectiveness prognosis: Weeds, IgE, ImmunoCAP)
OBC264 OBC264 Anneprus Ha anuo, IgE, ImmunoCAP (Egg allergy, IgE, 10560
ImmunoCAP)
OBC68 OBC68 OnarHoctunka aHemuin (Diagnosis of Anemia) 3440




OBbC185 Xene3sogedpuunTHasa aHEMUS: OMATHOCTMKA U KOHTPOIb

OBC185 1640
3P PEKTUBHOCTU NleYeHNs
OBC191 OBC191 KoHTpornb 3¢peKTMBHOCTM NeYeHus menesone:q)muwmoﬁ 1020
aHeMuK NpenapatamMmu xenesa, MMHUMAaIbHbIN
OBC118 OBC118 KpacoTa 3gopoBow koxu (Healthy skin beauty) 2180
OBC119 OBC119 CunbHble BOHQCbI, err!Kme HOITN, §apX8THaH koxa (Strong 3940
hair and nails, velvet skin)
OBbC254 OBC254 YcnneHHoe BbinageHue Bornoc (Increased hair loss) 13030
OBC253 OBC253 lNpobnemHas KOXa, KOMNIeKCHOe nccneaoBaHme (Blood tests 18270
for diagnosing skin problems)
OBbC290 OBC290 lMNoeblweHHasn yTomnaemocTb (Fatigue Panel) 3970
OBC312 CuctemHble peTuHoMabl: NabopaTopHbIA KOHTPOSb Tepanuu
OBC312 . S 2880
akHe (Systemic retinoids: laboratory control for acne managemen)
OBC149 OBC149 MOHOHYKNE030M04006HbIN CUHAPOM 1800
OBC150 OBC150 OnarHocTnka MHMEKLMOHHOTO MOHOHYKIeo3a 3270
OBbC151 OBC151 Ceponornyeckasa gnarHocTuka napasmtoB 5920
OBC274 Cepornormyeckas guarHoctvka napasmto3oB, 6asoBoe
OBbC274 i : . : , 3400
obcneposanue (Serologic diagnostics of parasitoses, basic profile)
OBC275 Cepornormyeckas guarHoctTvka napasmTto3oB, pacluMpeHHoe
OBC275 s ) : ) 8940
o6cnenoBanune (Serologic diagnostics of parasitoses, extended profile)
OBC174 OBC174 MNMepen HasHayeHNeM aHTUKOArynsiHToB 1490
OBC259 OnarHocTunka TpoMbodUnmmn: reHeTudeckne nccnegoBaHns n
OBbC259 dakTopbl pucka (Diagnosis of thrombophilia: genetic studies and risk 8190
factors)
OBC172 AnarHocTtuka noctkoBmaHoro cuHgpoma (Diagnosis of Post-
OBC172 COVID-19 syndrome) 5390
OBC177 KomnnekcHoe nabopatopHoe obcriegoBaHme nocre
OBC177 nepeHeceHHoro COVID-19. [lnarHocTrka NOCTKOBUAHOIO cuHapoma (6e3 3680
onpepenexus IgG antuten Kk Bupycy SARS-CoV-2) (Diagnostics of post-
COVID-19 syndrome (without IgG antibodies to SARS-CoV-2)
OBC178 OBC178 Onsa nepebonesumx COVID-19. OueHka kapanopucka (For 2780
recovered from COVID-19. Heart risk assessment)
OBC179 OBC179 Ona nepeboneswnx COVID-19. ObcnenosanHne yHKUUN 1310
neyenun (For recovered from COVID-19. Liver function tests)
OBC180 OBC180 Ona nepebonesmnx COVID-19. O6cnenosaHmne pyHKLmMm 1850
nodvek (For recovered from COVID-19. Kidney function tests)
OBC181 OBC181 Ona nepebonesmx COVID-19. ButamuHbl n muHepansl (For 5030
recovered from COVID-19. Vitamins and minerals)
OBC209 JTabopaTtopHas anarHocTtuka 3abonesaHuin,
OBC209 conpoBoXxaatoLmxes cumntToMmamm genpeccun (Laboratory diagnostics | 5150
of diseases manifested by symptoms of depression)
OBC47NEW OBC47NEW Ouerg MMMYHHOro oTBeTa K Ll:eTCKMM.MHd)e.KLI,MFIM 4920
(Evaluation of the immune response to childhood infections)
OBC213 OueHka Hann4Mst UMMYHUTETA K BO3DOyanTensam
OBC213 BakUMHoynpaBsngaemblix UHdekumin (Vaccine-preventable Infections: 6070
Immune Response)
AOBC1 AOBC1 STOPDEF 8970
AOBC2 AOBC2 CheckUp PROtelo. basa xeHckoro 340poBbs: OTEKM, 10830
nedonuntbl, KKT
VITO4 VIT04 (Halsa) NMogaepxka MMMyHUTETa 5870
VITO5 VITO5 (Halsa) MNamaTtb n BHMMaHne 3910
VITO6 VITO6 (Halsa) Pabota co ctpeccom 4160




AOBCY7 (Sugar Pulse) KoHTponb caxapHoro gnatbeta 1 Tuna: 6asopas

AOBC7 6950
KapTa pucka

VITO7 VITO7 (Halsa) OueHka ropmoHanbHoro ¢oHa — Ans XeHLnH 2150
penpoayKTUBHOIo Bo3pacTa

VITO8 VITO8 (Halsa) OueHka ropMmoHanbHOro goHa — A XEHLUMH B nepuog, 2970
MeHomnay3arnbHoro nepexoga

VITO9 VITO9 (Halsa) KoHTpornb Beca 2630

VIT10 VIT10 (Halsa) NMogrotoBka kK 6epeMeHHOCTN: KoppeKLmst 4ednumToB 3590

VIT11 VIT11 (Halsa) Jlerkoe nuweBapeHue 4310

VIT12 VIT12 (Halsa) Monogast mama 4190

VIT13 VIT13 (Halsa) >XvpHas koxa, akHe 2630

VIT14 VIT14 (Halsa) C6anaHcnpoBaHHbIN pauyoH 3350

VIT15 VIT15 (Halsa) 3gopoBoe cepaLe v cocyabl 2390

VIT16 VIT16 (Halsa) 3gopoBble koxa, BOrIOChl U HOrTH 3470

VIT17 VIT17 (Halsa) OHeprusi u 60apocTb 3470

VIT18 VIT18 (Halsa) CnopTuBHbIE pesynbTaThbl 2390

VIT19 VIT19 (Halsa) CoH u cnokoncTeue 1430

AITMOEPXEH ANTMOEPXXEH AJTTM®EP npodunb ANs XeHLWmH 17390

AITMOEPMYXK ANTMOEPMYX AITMOEP npodunb Ang MyX4YumH 15950

AOECS AOBCS8 (Sugar Pulse) KoHTponb caxapHoro gnatbeta 1 tuna: 10310
paclwmpeHHas KapTta pucka

1HUMT HeuHBasneHbI NnpeHaTanbHbii TecT (HUMT T21) (Noninvasive
THANT Prenatal Testing (NIPT trisomy 21)) 27070
SHUMT 2HNT HeVIHBa3I/IBHbII./I nNpeHaTanbHbIi TeCT.(H|/||_|T) - CTaHgapTHas 35720
naHernb (Noninvasive Prenatal Testing (standart))
SHUMT SHUMT HeVIHBa3I/IBHbI.I/1 NpeHaTanbHbIN TecT (HUAMT) - pacwmpeHHas 48080
naHenb (Noninvasive Prenatal Testing (advanced))
AHVOT 4HUMNT HenHBa3nBHbIN NpeHaTanbHbIN TecT (HWUMNT 6a3oBbin) (Non- 30780
Invasive Prenatal Test (base))

SHUMT S5HUIMT HewnHBasnBHoe AOPOAOBOE OnpeAereHme OTLOoBCTBa (Non- 66690

Invasive Prenatal Paternity)
S5HNMT-AOO0I YcTtaHoBneHne oTLOBCTBA 4OPOA0BOE, HEMHBA3UBHOE,
SHNMNT-A0I nccnegoBaHue gononHuTensHoro obpasua (Non-Invasive Prenatal 38960
Paternity, additional research participant)
6HUNT 6HNMNT HeMHBa3MBHbIV! npeHartanbHbIN TecT (.HI/IFIT Makcumym) (Non- 53880
Invasive Prenatal Test (Maximum))
2HNMNTS HeunHBasueHbIM npeHaTtanbHbii TecT (HUNMT) (Non-Invasive
2HAMTS Prenatal Test (NIPT)) 35720
7321 NpeHTndurkauunsa npuHaaneXXHoCcT MMCTOoNorM4yeckux npenaparos
7321 (napaduHoBbix 6rokoB) (Identification of histological preparations 22730
(paraffin blocks))
7332 OHK-npodunuposaHue ¢ naeHtudpukaumen nudHoctn (DNA
7332 - : : e 10790
profiling with personal identification)
77718 QHK-TecT Ha HaUMOHaNBHOCTb N0 MaTEPUHCKON SIMHUN
77718 (MUTOXOHApPManbHas rannorpynna) MeToaoM NPsiMOro CeKBEHMPOBaHUSA 10790

no CaHrepy (DNA test for nationality on the maternal line (mitochondrial
haplogroup) using direct Sanger sequencing)




77719 NHK-TecT Ha HaLMOHaNbHOCTb NO OTLOBCKOW NHUK (Y-
XPOMOCOMHas rannorpynna) metogom annenbs-cneyudunyHon MLUP B

7779 peanbHom BpemeHu (DNA test for nationality on the paternal line (Y- 10790
chromosomal haplogroup) using allele-specific real-time PCR)
77718/19 77718/19 OHK-TecT Ha HaLMOHaIBbHOCTL MO MaTepUHCKOM 1 Mo 22010
OTLIOBCKOW NMHUN

1570CK 1570CK NccnepoBaHuMe crtoHHbIX kKamMHen (Salivary stones diagnosis) 4640
nmMacC MM3C MpobonoaroToBka (CbIBOPOTKA KPOBMW) 900
MMMaK MIM3K MNpobonoarotoeka (KpoBb LieNbHas) 900
nrMaM MrIM3M TMpobonogrotoBka (Moya) 900
MnMamMcC MrM3MC lMpobonoaroToBka (CyTo4Has Mo4a) 900
nriMaB MriM3B lNpobonoarotoeka (Bonockl) 900
MrMoaH MMM3H lMpobonoaroTtoBka (HOrTH) 900

3028 MUP - gnarHoctuka Ypeannasma Ureaplasma parvum, JHK
3028 . 380
KonnyecTBeHHO (Masok yporeHuTanbHbii; Mova)

3027 3027 NUP - guarHoctuka Ypeannasma Ureaplasma urealyticum, OHK konuuectBeHHO 380

(Ma3sok yporeHuTanbHbilit; Mova)




